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1 10 - - - -
2 3 - - - -
3 6 4.91 24 / 64 (0.39) 49/ 235 (0.21) 74/ 299 (0.25)
h 4 1 11.13 12/ 24 (0.50) 40/ 381 (0.11) 52/ 405 (0.13)
5 5 8 13.46 17 /34 (0.50) 9/82(0.11) 26/ 116 (0.22)
e 6 1 16.20 5/14 (0.36) 45/ 274 (0.16) 50/ 288 (0.17)
(Hsx) 7 © - - - -
8 6 - - - -
9 4 13.52 22 /122 (0.18) 13/125(0.10) 35/ 247 (0.14)
10 7 - - - -
1 10 - - - -
2 3 18.68 9/23(0.39) 12/82(0.15) 21 /105 (0.20)
3 6 7.73 33 /134 (0.25) 31/ 165 (0.15) 64/ 299 (0.21)
=} 4 1 10.93 9/24(0.38) 22/184(0.12) 31 /208 (0.15)
3 5 8 7.08 21/55(0.38) 31/159(0.20) 52/ 214 (0.24)
e 6 1 7.09 13/ 44 (0.30) 36/ 242 (0.15) 49/ 286 (0.17)
(HK3) gt ° - - - -
8 6 4.97 14 /28(0.50) 58/ 383 (0.15) 72/411 (0.18)
9 4 4.99 13/47(0.28) 27/91(0.30) 40/ 138 (0.29)
10 7 10.80 24 /57 (0.42) 15/ 180 (0.08) 39/ 237 (0.17)
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