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Fig. 1. Scattering profiles of dispersed particles (triangle)
and aggregated particles (circle).
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Fig. 2.. Distance between surfaces of gold nanoprticles
plotted against the number of DNA base pairs. (diamond)
1.0 M NaCl and complementary DNA were added.
(triangle)1.0 M MgCl, and mismatch DNA were added.
(circle) 0.1 M MgCl, and no target DNA. Dotted lines
show (lower line) dsDNA length and (upper line) twice as
long as dsDNA length where DNA is assumed to be in B-
form.
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Fig. 3. Aggregation structure of DNA-modified gold
nanoparticles. (A) Complementary DNA or terminal
mismatch DNA was added. (B) no target DNA.
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