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Introduction

There are various extreme environments in the world. Living organisms found there,
some species have been found, nevertheless it seems to be hard to live for them. On the other
hand, there are many places nobody knows what species live in. The deep—hypersaline anoxic
basins (DHAB) in the eastern Mediterranean Sea is one of such places. The origin of DHAB lies in
the dissolution of underlying salt deposits formed by sea water drying in the Mediterranean sea,
five or six million years ago, and now high salinity water seems to be solving out from sea floor
with fault by plate motion. The density differences between high saline water and normal sea
water make the basin anoxic environment by enhancing water circulation.  Where DHAB
consists now, a normal deep-sea community seems to used to be seen, but by the environment
changed from normal to extreme one. Along with that, only the specific species have tolerant to
high saline, anoxic and hydrogen sulfidic condition, or can get some adaptive strategy seems to
be able survive.

In DHAB, the existences of only viruses” and prokaryotes? have been reported, but
recently benthic foraminifera were found®. The benthic foraminifera have been found in various
environments in the world, and they are known to be dominant species in deep sea.. In DHAB,
community structure of benthic foraminifera has not known, so it has not also known that what
species can live and what characteristics they have. It can be first step to know how benthic
foraminifera can be adopt or tolerant in such extreme environment. Therefore, the purpose of this
study is revealing the community structure and the characteristic for benthic foraminifera living in
DHAB, then | sorted and identified benthic foraminifera living in inside and outside of DHAB, and

compared the characteristics of communities inside and outside of DHAB.

Material & Method
The Medee lake is the largest DHAB, locating at 100km southwest of Crete. The
sampling was done at three points, namely, the center site (CS), the outside margin site (OMS)
and the reference site (RS). At the sampling point we do water sampling by Niskin water sampler,

measurement of temperature, salinity and dissolved oxygen by CTD and sediment sampling by



mini-multiple corer. For analysis of community, | did subsampling of sediment by extracting
3subcores(¢@ 2.9cm) from core(p 8.2cm), and sliced it by some layer with depth. | fixed the
sediment sample by 4%formalin, added Rose Bengal for coloring cytoplasm on board. After that,
in laboratory, | washed that samples with putting 32y m sieve. In this study, | picked the colored
specimens from surface 0.5cm layer under the stereomicroscope, identified and counted them

under the inverted microscope.

Result & Discussion

The environmental parameters, temperature, salinity, dissolved oxygen at CS are
1527 , 328PSU, Oml/l,and the environment is high saline by ten times in normal
environment ,and anoxic environment. Between inside and outside of DHAB, there are very
different in salinity, DO, excistence of hydrogen sulfide.

The result of community analysis, at CS: 3families(fam), 2genuses(gen), 14species(sp),
66individuals(ind), at OMS: 5fam, 5gen, 30sp, 255ind, at RS: 7fam, 6gen, 45sp, 306ind were
found. At three sites, Between the OMS and RS, the number of common species was 21,
Bray-curtis similarity points was 0.55. On the other hand, between the CS and other two sites,
the numbers of common species are 4 and 6, Bray-Curtis similarity points were both 0.11. These
means between inside and outside of DHAB community structure are very different.

| discuss the difference between inside and outside of DHAB community in individuals
with groups based on 4 types of test. Calcareous sp were found almost same number both inside
and outside of DHAB community (CS: 5.3+ 4.2 inds, OMS: 5.3+ 5.0 inds, RS: 3.3+ 1.5 inds). As a
reason of this, calcareous foraminifera said to have tolerant for high saline?, anoxic ® hydrogen
sulfide environment ©. The characteristic of outside of DHAB community was dominance of tube
type chitinous foraminifera (CS: 4.0+ 5.2 inds, OMS: 70+ 41 inds, RS: 64+ 20 inds). On the other
hand, inside of DHAB, spherical organic-walled foraminifera were dominant (CS: 6.7+ 6.5 inds,
OMS: 0.0+ 0.0 inds, RS: 0.7+ 1.2 inds). The future direction of this study is paying attention for
difference of morphotype, and revealing relationship between morphological characteristics and

environments,
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