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Investigation of the pathogenic mechanism of short stature and

delayed closure of the fontanel by unknown protein FAM111A.
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Investigation of the pathogenic mechanism of short stature and delayed closure of the
fontanel by unknown protein FAMI111A.
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INEMEFNZH 572, I, FAMIIA O2FE & N Kol i 2 @53 5 252-356 7
J RS R T R Y Ja—F gk e AR E N R E C RS OK T D4 T AR
kT D EREAN R T DR Y 7 v —F ko ZFE¥E 2 H T HEK293 THuE gLl K

O NTEME FAMILIA Z A L7z, ZOfER, 2R & N Kl oW 7 X o MANIZ B
BRI RTED GRS DAL, — 7T C REGMOW LB 2m L T, &N, B/MERNE D
A E NIZRERCIR I RTENFRD BTz, AR & 28 B O sk B C I REIC 5
IR RITFR D I Do T2,

(&%)

AHFFETIX FAMITTA A3 ERN TRREMR O JE K HRE HIRL AR 2 B — IR BB B A
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I RERIT, MIERR COMEERICE > T, KW ESEMIOR L, 72, MiEkkze vz %E
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