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1% glial-cell-line derived neurotrophic factor (GDNF) & Fnm % F—EZEK (RTK) THD
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T L7~ U ABFEE A TRIERAEIT ST 2 A, CowdlIXEL3.50 & JREIFITHEDL % 78
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Bz 31T % Cowdl DFEMARFBUNL A [FET 2720, PO~ 7 2 D18 Tkt i 2 FRk L.
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£% (SD 0.091) JTit L 7= (P<0.001) 73, GATA = L A > MEHINC fiZE %38 A L 7= (Mut pGL3-Ret)
ViR—H =7 B —% =T v A TliE, Flag-GATA3 ¥ 5 FTH Ret D)V 7 = 5 —PiHEME
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