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Figure 1 Intramolecular spirocyclization of HMR derivatives.
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Figure 4 Design of GGT-activatable fluorescence probe based on

pKeyel prediction.
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Figure 5 Calculation model for T prediction.
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Figure 6 Calculated and measured 1 of HMSIR600.
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Figure 8 Super-resolution imaging by HMR probes

designed based on pKcye and 1 calculation.
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