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§1 Introduction 

 

1.1 Amyotrophic Lateral Sclerosis (ALS) and Frontotemporal Lober Degeneration (FTLD) 

Amyotrophic Lateral Sclerosis (ALS) 

ALS is a fatal disease caused by the progressive degeneration of upper and lower motor 

neurons, leading to muscle weakness and atrophy throughout the body. Patients usually die in 

respiration failure finally. The rate of disease’s onset is the highest between 60-70 years old. In Japan, 

patients with ALS is 7～11 /100,000 people and 1.1～2.5 /100,000 people/year is determined as ALS. 

The incidence of ALS is 1.3～1.4 times higher in male than in female. Now, the cause of ALS remains 

unclear and there is no treatment method based on the underlying mechanism (amyotrophic lateral 

sclerosis clinical practice guidelines 2013). Treatment drugs against the symptom is Riluzole (brand 

name Rilutek), an inhibiter of glutamate toxicity, and recently Edaravone (brand name Radicut), a 

radical scavenger. Both of them are expected as protective effects to neurons. 

 

The majority of ALS is sporadic ALS (SALS), but 5 ～10 % of all ALS patients is familial 

ALS (FALS). In 1992, the superoxide dismutase 1 gene (SOD1) was identified as the causative gene 

of FALS (Rosen et al., 1992; Rosen et al., 1993). More than 170 mutations in SOD1 gene have been 

reported from FALS families to this date, and the most frequent mutations accounting for 20 % of all 

FALS. Furthermore, in 2008, mutations in the TARDBP gene encoding TDP-43 (TAR-DNA binding 

protein of 43kDa) were reported by FALS and SALS. (Gitcho et al., 2008; Kabashi et al., 2008; 

Sreedharan et al., 2008; Yokoseki et al., 2008). Also, TDP-43 is identified as a major component of 

ubiquitin-positive inclusions of SALS or FALS except for SOD1-linked FALS (Arai et al., 2006; 

Neumann et al., 2006). TDP-43 Pathology is found in more than 95 % of ALS patients, including 

sporadic cases (Ling, et al, 2013). 

 

  In 2009, FUS / TLS (fused in sarcoma / translated in liposarcoma) gene was identified as a 

new etiological gene for FALS (Kwiatowski et al., 2009; Vance et al., 2009). Because both FUS and 

TDP-43 proteins have multiple RNA recognition sequences, they are predicted to be involved in the 

metabolism of DNA/RNA. In terms of structure and function of the similarity, some RNA metabolism 

abnormality can be involved in ALS onset. (Lagier-Tourenne and Cleveland, 2009). The physiological 

functions of FUS are described in detail in 1.3. The human FUS gene is located at 16p11 on the short 
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arm of chromosome 16 and was involved in a chromosomal translocation t (12:16) (q13: p11) in 

mucinous liposarcoma. It was identified as a gene that forms a fusion gene with the transcription factor 

CHOP on chromosome 16. (Crozat et al., 1993). FUS gene also in acute myeloid leukemia patients 

form the fusion gene to (Pangopoulos et al.,1994; Panagopoulos et al.,1995) chromosomal reciprocal 

translocation t (16:21) (p11: q22) with ERG has also been reported. 50 or more FALS mutations in 

FUS have been reported. These are 4 % of FALS. (Da Cruz and Cleveland, 2011; Lanson and Pandey, 

2012; ALSoD (http://alsod.iop.kcl.ac.uk/home.aspx)). In Japan, R521C mutation (Yamamoto-

Watanabe et al., 2010; Suzuki et al., 2010; Tateishi et al., 2010), P525L mutation (Mochizuki et al., 

2012), K510M mutation (Mochizuki et al., 2014) or G504WfsX515 frameshift mutation (Hirayanagi 

et al., 2016) was reported. Further, H517D mutation, R521H mutation (Nakamura et al., 2016) even 

in SALS patients have been reported by using the analysis of next-generation sequencing in Japan. 

The average age of onset of FALS patients associated with FUS mutations reported so far is about 44 

years, which is earlier than that of SALS (ALSoD). However, it has been reported that the age of onset, 

rate of progression, and pathophysiology differ depending on the type of mutation (Mackenzie et al., 

2011a). 

 

 

Frontotemporal lobar degeneration 

  Frontotemporal lobar degeneration (FTLD) accounts for about 10% of dementia. It develops 

between the ages of 45 and 65 and causes progressive impairment in behavior, personality, language, 

and memory retention (Neary et al., 1998, McKhann et al., 2001). In 1892, Arnold Pick who is a 

psychiatrist in the Czech, reported the overlapping memory mistake (Reduplicative Paramnesia) and 

argyrophilic spherical structures in the brains of patients (Pick 's Body). In 1926, this disease is 

determined as Pick 's disease of the non-Alzheimer's type. In 1994 Lund-Manchester study suggested 

several, clinical character including Pick's disease that exhibit abnormal behavior and personality 

changes caused by frontal-temporal lobe atrophy are renamed as frontal temporal lobe dementia 

(Frontotemporal Dementia, FTD) and in 1996, frontotemporal lobar degeneration (FTLD) was 

proposed as the name of anatomical diagnosis of frontotemporal lobar degeneration. Clinical findings 

of FTLD are consisted of behavioral variant FTD (bvFTD), progressive non-fluent aphasia (PNFA) 

and, semantic dementia (SD). As pathology, FTD type (frontal lobe is degenerated), Pick type (frontal 

and temporal lobe is denatured), and MND (the motor neuron degeneration) were classified. 

http://alsod.iop.kcl.ac.uk/home.aspx)
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  In the FTLD patient brains, inclusion bodies in the affected neurons are appeared as a 

pathological feature. As a component of the inclusion bodies, tau, TDP-43, and FUS were identified 

(Mackenzie et.al., 2010; Arai et.al., 2006; Neumann et.al., 2009). Depending on the component of 

inclusion bodies, currently FTLD is pathologically classified into the following types. ① FTLD-Tau 

(tau-positive inclusions are appeared), ② FTLD-TDP (TDP-43-positive inclusions are appeared), 

③  FTLD-FUS (FUS-positive inclusions are appeared), or ④ FTLD-UPS (ubiquitin-positive 

inclusion bodies, which are negative to tau, TDP-43 and FUS, are appeared). (Mackenzie et al., 2010). 

Pick's bodies in Pick's disease are positive for tau (Murayama et.al., 1990), so Pick's disease is 

classified as FTLD-tau. The FTLD-FUS includes neuronal intermediate filament inclusion disease 

(NIFID), and basophilic inclusion body disease (BIBD) (Neumann et al., 2009, Mackenzie et al., 

2011b). 

 

Currently, the diseases whose are characterized by the accumulation of FUS, such as ALS, 

and FTLD-FUS are collectively known as FUS-opathy, or FUS proteinopathy. In the patients with 

FUS proteinopathy, FUS may have a crucial role to cause neurodegeneration through some common 

mechanism. Since patients with FUS mutations mainly exhibit the phenotype of ALS and rarely exhibit 

FTLD, it is also possible that neurodegeneration may be occurred by a mechanism different from that 

of wild-type FUS and FALS mutant FUS. The detail mechanism of neurodegeneration considered in 

FUS proteinopathy are given in the following section. 

 

  

1.2 FUS              

 FUS consists of 526 amino acids and is a nuclear ribonucleoprotein which consists of three 

proteins belong to FET family (FUS, EWS, TAF15). FUS has multiple functional domains, from 

amino-terminal Gln - Gly - Ser -Tyr (QGSY) rich regions, Gly (G) rich region, RNA recognition motif 

(RRM), Zn finger region, nuclear localization signal (NLS). Because it includes RRM, it involves in 

the processing of some DNA / RNA. Further, the area in amino terminal from QGSY-rich region 

toward G rich region called as a low-complexity domain (LC domain), because its sequence types are 

biased markedly. Several studies revealed that LC domain is necessary and sufficient for the self-

assembly, accumulation in the cells called as stress granules, liquid droplet formation, and fibril 
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formation with cross- beta structures (Kato et al., 2012, Han et al., 2012, Murakami et al., 2015, 

Murray et al, 2017, Hughes et al., 2018). Moreover, also in our laboratory, using Drosophila FUS 

proteinopathy model, self-assembly of LC domain of FUS through is essential for neurotoxicity. 

(Matsumoto et al., 2018).  

 

Carboxy-terminus region of FUS has a Pro-Tyr type NLS (PY-NLS), whch is characteristic 

to FET family. PY-NLS is reported to interact with transportin1 / 2 and responsible for the nuclear 

translocation of FUS (Dormann et al., 2010). Interestingly, this area is a hotspot of fALS with 50 or 

more mutations. FUS shuttle between the nucleus and cytoplasm in the cell but is mainly localized in 

the nucleus (Zinszner et al., 1997, Anderson et al., 2008). And these mutations is known to lose its 

interaction with Transportin 1/2 and FUS shifts the cytoplasm (Dormann et al., 2010). According to 

these facts, it is possible that the disorder of FUS translocation into the nucleus may be involved in 

the development of ALS. 

 

  FUS can bind to RNA through RRM and Zn finger domain (Lerga et al., 2001, Iko et al., 

2004, Kino et al., 2011) and is thought to be involved in several DNA/RNA processing including  an 

expression regulation, RNA transcription, splicing, transport, and degradation (Crozat et al., 1993; 

Zinszner et al., 1997; Yang et al., 1998; Baechtold et. al., 1999; Uranishi et al., 2001; Kanai et al., 

2004; Fujii and Takumi, 2005; Wang et al., 2008; Tan and Manley, 2010). In the CLIP-seq analysis 

using human or mouse brains, 5,000 or more RNAs were identified to interact with FUS protein 

(Lagier-Tourenne et al., 2012). Because the most of them are intron regions, especially FUS can play 

an important role in the RNA splicing (Ishigaki et al., 2012, Rogeli et al., 2012). Also, FUS has been 

reported to act in the biosynthesis of snRNP (small nuclear RNP), which is constituted to the 

spliceosome, with SMN (Survival of motor Neurons) localized with Cajal bodies (GEMS) (Yang et 

al., 1998; Meissner et al., 2003; Kameoka S et al., 2004). Furthermore, it also has been reported that 

FUS is localized in the granular structure in the nucleus and is involved in the sequestration of RNA 

to the granular structures (Naganuma et al., 2012; Nishimoto et al., 2013). From these findings, it is 

possible that FUS binds to RNA and is particularly involved in its splicing. In vitro, FUS has been 

shown to bind to GGUG sequences (Lerga et al., 2001). In addition, GUGGU is found in about 60 % 

of the sequences to which FUS binds in human and mouse tissues (Lagier-Tourenne et al., 2012). 

Further, FUS was considered to give some feedback effect on its own expression. (Zho et al., 2013). 
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In addition, FUS can be involved in the transport and local translation of mRNA in the 

neuron. The motor proteins such as Myo5A, Myo6 and KIF5B, can bind to FUS. (Yoshimura et al., 

2006, Takarada et al., 2009). FUS can stabilize actin, reconstitute dendrites and involve in the 

translation in mRNA in dendrites (Yasudas et al., 2013; Fujii et al., 2005). So far, FUS-deficient mice 

were reported to be lethal in the perinatal period (Hicks et al., 2000, Kuroda et al., 2000). Hippocampal 

primary cultured neurons from FUS knockout mice exhibited the reduction of NdL-1 in dendrites 

(Fujii et al., 2005). These findings suggest that FUS may be involved in the RNA transport and 

processing in neurons. 

  

 

1.3 FUS proteinopathy              

  As described in 1.2, diseases associated with FUS pathology such as ALS and FTLD-FUS 

are generally called FUS proteinopathy, and it is considered that neuronal death may be caused by 

some common mechanism. Neurodegeneration mechanism by wild-type FUS or FALS with mutant 

FUS have been considered mainly by following two theories (Kim et al., 2020). ① FUS can loss a 

normal function and it can cause a neuronal death (Loss-of-function hypothesis). ② FUS can get 

some toxicity and it can cause a neuronal death ( Gain-of-toxic-function hypothesis). Therefore, both 

of these theories are summarized below. 

  

loss of function hypothesis 

  As described in 1.2, it is known that FUS deficient mice exhibit lethality in the inbred 

background (Hicks et al., 2000, Kuroda et al., 2000). This finding suggests that loss of FUS function 

may have a serious impact on cell survival. So far, physiological FUS is known to be mainly localized 

in the nucleus, on the other hand, in FUS proteinopathy patients, FUS forms intracellular cytoplasmic 

inclusion bodies in neurons at the lesion site. This finding suggests in neuron, FUS -positive 

cytoplasmic inclusions can reduce the FUS function in the nucleus. In primary neurons derived from 

FUS-deficient mice, RNA transport abnormality at spines in dendrites occurred (Fujii and Takumi, 

2005). CNS-specific FUS knockdown in the mouse brains altered the splicing of a variety of genes 

including tau genes and CamK2α (Fujioka et al., 2013, Ishigaki et al., 2017). These suggest that 

mislocalization or reduction of FUS in the nuclear may reduce neuronal function and cause neuronal 
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death.  

 In zebrafish model, Zebrafish homologs fus KD has shown motor dysfunction, decrease in 

motor neuron branches and neuromuscular junction of synaptic activity abnormal phenotype. (Kabashi 

et al, 2011, Armstrong and Drapeau, 2013). Further, in Drosophila models, knockdown of caz, 

Drosophila homologue of FUS has shown motor dysfunction and life shortening and motor neuron 

degeneration (Xia et al., 2012, Sasayama et al, 2012). These results support the loss-of-function 

hypothesis that FUS causes impairment or death of motor neuron. 

However, it has been also reported that FUS deficient mice in the outbred background grew 

into adulthood and exhibited vacuolation, hyperactivity and reduction in anxiety-like behavior, but no 

overt ALS-like phenotype (Kino et al., 2015). In humans, malignant liposarcoma patients with the 

translocation of FUS gene do not develop the ALS or FTLD-like phenotypes. These results may not 

support the loss-of-function hypothesis. 

 

Gain of toxic function hypothesis 

In the FUS proteinopathy patients, FUS-positive cytoplasmic inclusion bodies are formed 

in the neurons at the lesion site. So there was a possibility that the inclusion body may have some 

neurotoxicity, or FUS acquires some toxicity during the process of inclusion body formation. Familial 

ALS linked to R521C FUS overexpressed rats in their whole body or central nervous specifically 

indicated progressive motor neuron death or the paralysis of motor neuron, but it is reported wild-type 

FUS did not express any such phenotypes (Huang et al., 2011, Huang et al., 2012). Central neurons 

specific R521C mutant FUS overexpressing rat showed ubiquitin positive cytoplasmic inclusions in 

the neurons (Huang et al., 2012). Moreover, even in a mouse model, overexpression of wild-type or 

fALS mutant FUS showed shedding of motor neuron, motor dysfunction and life shortening like ALS 

phenotype. Overexpression of FALS mutant FUS compared to the wild-type FUS is reported to show 

more ALS-like phenotype (Verbeek et al., 2012, Mitchell et al., 2013, Shelkovnikova et al., 2013, Qiu 

et al., 2014, Sephton et al., 2014). In addition, knock-in mice in which FUS was localized in the 

cytoplasm by deleting the carboxy end of NLS region were also reported to exhibit progressive motor 

neuron death (Skekic-Zahirovic et al., 2016, Devoy et al., 2017). These results are particularly fALS 

mutant FUS or abnormal localizion of FUS in the cytoplasm can acquire neurotoxicity and cause 

neuronal death. 
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 In Drosophila model, overexpression of wild-type or FALS mutant FUS in compound eyes, or in 

motor neurons, exhibited the degeneration in compound eyes or in motor dysfunction.  Phenotypic 

and life shortening are observed, especially in FALS variants. (Lanson et al., 2011). In nematode 

model, overexpressed FALS mutant FUS to motor neurons showed motor neuron failure and shortened 

life (Murakami et al., 2012). These results suggest FUS can acquire some neuronal toxicity and impair 

neuronal function and support gain-of-toxic-function hypothesis. 

 

 

1.4 cell-to-cell transmission of pathogenic proteins in neurodegenerative diseases              

In a variety of neurodegenerative diseases characterized by the intracellular accumulation 

of aggregated proteins such as tau in Alzheimer's disease and -synuclein in Parkinson's disease, the 

pathogenic protein is known to be expanded along the neuronal circuit with the progress of the disease. 

(Braak and Braak, 1991, Jucker and Walker, 2013). Recent years, aggregated proteins such as Tau and 

-synuclein were considered to be released from neurons into extracellular space, incorporated into 

neuronal cells, and formed new aggregates (Holmes et al., 2014). The phenomenon is called as a cell-

to-cell transmission and may explain the neural circuit-dependent progression of lesions in 

neurodegenerative diseases. Thus, the molecular mechanism of the “cell-to-cell transmission” 

involved in the formation of inclusion bodies, and the neurodegeneration is attracting a huge attention. 

 

  Prion disease was the first to reveal the phenomenon of abnormally structured protein 

transmission. Prion disease is collectively called as pathogenic prion proteins neurodegenerative 

diseases such as Creutzfeldt-Jakob Disease (CJD), and Gerstmann-Straussler-Scheinkerdisease (GSS). 

Due to neuronal cell death in prion disease brain, spongiform encephalopathy pathological changes 

are occurred. In part of the prion disease patients’ brains, amyloid accumulated Kuru spots occured 

(Aguzzi and Polymenidou, 2004). Prion disease has sporadic cases and autosomal dominant 

inheritance hereditary onset cases. The gene about Familial CJD and GSS in prion protein (PrP) 

encoding 40 of point mutations has been identified (Hsiao et al., 1989, Prusiner, 1998). These prion 

diseases PrP acquires protease resistance and changes to scrapie prion (PrPSC) with β-sheet structure. 

Furthermore, once PrPSC is formed, PrPSC as a template, normal PrPC is changed into PrPSC structure, 

disease pathology is believed to be progressed (Pan KM et al., 1993; Caughey BW et al., 1991; Safer 

et al., 1993). The acquired prion diseases is Kuru disease, which is endemic in Papua New Guinea or 
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iatrogenic CJD and new CJD etc. Prion diseases was caused by eating or by inoculation, for instance, 

PrPSC enters into the body, normal PrPC is changed into PrPSC by structural changes. From these 

findings, PrP features in prion diseases are determined as ➀ self-templating of abnormal structures, 

and ②  intercellular or propagation of abnormal structure between individuals (transcellular 

spreading). The following details are the findings on the lesions and etiologic proteins of each 

neurodegenerative disease, especially on the transmission phenomenon. 

 

Amyloid β peptide (Aβ) 

 Aβ is a major component of senile plaque amyloid in Alzheimer's disease. In Alzheimer's 

disease brain, senile plaques are known to start accumulating from the neocortex to hippocampus with 

the progress of the disease and to expand the lesion site (Braak and Braak, 1991). On the other hand, 

in vitro experiment, Aβ fibrillizatiion is known to be dependent on aggregating nucleus as a template 

(Jarrett et al., 1993), and further, when brain lysates of Alzheimer's disease patients are innoculated 

into amyloid precursor protein transgenic mouse, which is a pathological model mouse of Alzheimer's 

disease, they showed certainly accumulation of Aβ (Kane et al., 2000; Meyer- Luehmann et al., 2006). 

In addition, senile plaque-like Aβ accumulation was observed in the brains of iatrogenic CJD patients 

(Jaunmuktane et al., 2015, Ritche et al., 2017). From these findings, in the Alzheimer's disease brain, 

there is possibility that some Aβ can become an aggregating seed and it can contribute to the 

pathological expansion. 

  

Tau 

Neurofibrillary tangles in Alzheimer's disease, tau-positive inclusions in FTLD -Tau, Pick 

sphere in Pick disease, highly phosphorylated tau in neurons of various neurodegenerative diseases 

are known to be accumulated. Tau accumulation is thought to be closely associated with 

neurodegeneration and cognitive dysfunction. So, diseases in which tau accumulates are collectively 

called tauopathy. In the Alzheimer's disease brain, neurofibrillary tangles in first appeare in entorhinal 

cortex, with the progress of the subsequent disease, the hippocampus, spread to neocortex (Braak and 

Braak, 1991, 1995). So far, it has been reported that intracerebral injection of inclusion-bearing brain 

homogenates into transgenic mouse overexpressing FTDP-17 mutant tau, or wild-type mouse led to 

formation of tau pathology (Clavaguera et al., 2009; Guo et al., 2016). It became clear that tau could 

propagate. Tau is a cytoplasmic protein, but Tau is detected in cerebrospinal fluid (CSF) and also in 
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interstitial fluid (Arai et al., 1995, Yamada et al.2011), possibly tau released out some mechanisms. 

What route tau is released is not consensus yet. The pathways via exosomes (Saman et al., 2012), 

ectosomes (Dujardin et al., 2014), microvesicles (Simon et al., 2012), synaptic vesicles (Pooler et al., 

2013), etc. has been reported. 

 

α- synuclein 

α- synuclein is a major component of Lewy body in Parkinson's disease or Lewy body 

disease (Baba et al., 1998). So far in Parkinson's disease patients, α- synuclein is accumulated 

initially in the brain stem neurons and intestines, then retrogradely expanded to midbrain substantia 

nigra, and spread into a neocortex (Klingelhoefer and Rechmann, 2015, Braak et al., 2003). It has been 

reported that Lewy bodies appear in the transplanted fetal midbrain cells, suggesting that α- synuclein 

can have propagated between neurons (Kordower et al., 2008, Li et al., 2008). Furthermore, when 

recombinant human α- synuclein fibers were injected into α- synuclein transgenic mouse brains or 

wild-type mouse brains, they exhibited α- synuclein aggregates (Luc et al., 2012; Masuda-Suzukake 

et al., 2013). These findings strongly suggest that α- synuclein, which has acquired some cohesiveness, 

can propagate between neurons and enlarge the lesion. 

 

TDP-43 

  TDP-43 is similar to FUS in terms of nuclear ribonucleoprotein involved in RNA 

metabolism. TDP-43 mainly accumulates to form cytoplasmic inclusions in neurons of the SALS and 

FALS, further FTLD-TDP43 (Arai et al., 2006, Neumann et al., 2006). Accumulated TDP-43 is known 

to be phosphorylated at 409/410 (Hasegawa et al., 2008), and it became clear that the phosphorylated 

TDP-43 starts its accumulation from the motor cortex, then the brain stem, and spread the lesions to 

the spinal cord (Brettschneider et al., 2013). Furthermore, intracerebral injections of brain extracts 

from FTLD-TDP patients into TDP-43 transgenic mice or wild-type mice led to the induction of TDP-

43 pathology (Porta et al., 2018). This suggests that TDP-43, which has acquired some cohesiveness, 

may expand the lesion by intercellular transmission. How TDP-43, which is mainly present in the 

nucleus, is released into the cytoplasm is not yet clear. It is likely has been suggested exosomes 

(Nonaka et al., 2013), microvesicles (Feiler et al., 2015) and tunneling nanotubes (Ding et al., 2015) 

relate to the propagation. 

 



14 

 

FUS 

  There was no report that FUS can be transmitted intercellularly. It is only reported that FUS 

pathology spreads in brains of FUS-proteinopathy patients as their clinical state. For instance, FUS is 

accumulated more in frontal or temporal cortex than in other area of the brains of FTLD-FUS patients. 

Patients with basophilic inclusion body diseases including ALS have also FUS accumulation but it is 

more in motor cortex or medulla oblongata (Lee et al., 2016).    

 

 

1.5 Protein arginine methylation 

Methylation modification of biomolecules is widely involved in various biological 

phenomena. It is inferred in the 1960s that proteins are methylated, but in the 1980s arginine residues 

and lysine residues were revealed to be the target of methylation. However, the actual condition of the 

enzyme was unknown for a long time (Paik et al.,2007). In 1996 fermentation methylate arginine in 

Saccharomyces cerevisiae by arginine methyltransferase 1 (RMT1) (Gary et al., 1996). It turns out 

that its homolog is also present in mammals (Lin et al., 1996). Finally, the body of arginine methylase 

is solved. The methyl group of the arginine residue in the protein is given by protein arginine 

methyltransferases (PRMTs) from S-adenosylmethionine (AdoMet or SAM) as a methyl group donor. 

It is a highly conserved protein and has four characteristics motifs (motif I, post Ⅰ，post Ⅱ，post Ⅲ), 

and a THW loop. Motif I, post I, and the THW loop forms a binding pocket with the SAM (Zhang et 

al., 2003). PRMTs are classified into several different types. PRMT1, 2, 3, 4, 6, or 8 induces 

monomethylated arginine and asymmetric dimethylarginine (ADMA) in proteins. On the other hand, 

PRMT5, or 9 catalyzes monomethylation and symmetric dimethylation (SDMA) in proteins (Miranda 

et al., 2004). It was reported in the 1990s that arginine methylation of proteins occurs in the glycine-

arginine-rich region (often a repeating sequence of RG, RGG, RGR) commonly found in RNA-binding 

proteins called the GAR domain (Najhauer et.al.,1993). In cells, PRMT1 is considered to be the most 

major arginine methylase (Tang et al., 2000). PRMT family, including PRMT1, often methylates the 

GAR domain. However, it has been clarified that many proteins that do not have a GAR domain, such 

as histones, are also methylated. A method for screening proteins that are arginine-methylated by 

PRMT1 was developed and showed that not only the GAR domain but also the RXR motif can be a 

target for methylation (Wada et al., 2002). 
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  FUS contains three RGG repeat domains with RGG/RG motifs that are thought to modify 

with ADMA by PRMTs. It has been reported that antibodies against unmethylated arginine FUS 

(UMA-FUS), monomethylated arginine FUS (MMA-FUS), and asymmetric demethylated arginin 

FUS (ADMA-FUS) were produced. Brain sections of FTLD-FUS patients were stained with these 

antibodies and found that UMA-FUS- or MMA-FUS- positive inclusions exclusively appeared in the 

neurons (Suarez-Calvet et al., 2016). Moreover, AdOx (adenosine-2’,3’-dialdehyde), inhibitor of 

methyltransferase, can promote the production of liquid-droplet of FUS (Qamer et al. 2018). These 

findings suggest that protein arginine methylation may regulate the formation of FUS inclusions in the 

brains of FUS proteinopathies. 

 

 

1.6 Purpose of this study              

  I hypothesized that protein arginine methylation of FUS has a crucial role in the neuron-to-

neuron transmission of FUS protein, leading to the formation of FUS-positive inclusions. To this end, 

I tried to clarify next 3 points in this study. 

① Demonstrate the cell-to-cell transmission of FUS       

 

② Elucidate the effects of protein arginine methylation of FUS in the cell-to-cell transmission of 

FUS       

 

③ Elucidate the effects of protein arginine methylation of FUS in the oligomerization of FUS 
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§2 Method Details 

 

2.1 Cell Culture 

2.1.1. Cell culture 

HEK293 cells (obtained from ATCC) were incubated in Dulbecco’s Modified Eagle Medium (DMEM) 

with 10% FBS and Penicillin/Streptomycin (PS, Thermo Fisher Scientific) at 37℃ , 5% CO2. 

Generated each split-luciferase-FUS stably expressing HEK293 cells were incubated in DMEM with 

10% FBS and 500 ng/mL Hygromycin B (Wako) at 37℃, 5% CO2.  

 

2.1.2. cDNA 

For the generation of cDNAs expressing split-NanoLuc luciferase (LgBiT:17.6kDa, SmBiT: 11 amino 

acids, Promega) tagged human FUS proteins (LgBiT FUS wt/pcDNA3.1(+), LgBiT FUS 

P525L/pcDNA3.1(+), LgBiT FUS allS/pcDNA3.1(+), LgBiT FUS RA213-359/pcDNA3.1(+), LgBiT 

FUS RA370-491/pcDNA3.1(+), LgBiT FUS RA495-526/pcDNA3.1(+), LgBiT FUS RA495-

503/pcDNA3.1(+), LgBiT FUS RA514-518/pcDNA3.1(+), LgBiT FUS RA521-524/pcDNA3.1(+), 

SmBiT FUS wt/pcDNA3.1(+), SmBiT FUS P525L/pcDNA3.1(+), SmBiT allS FUS/pcDNA3.1(+), 

SmBiT FUS RA213-359/pcDNA3.1(+), SmBiT FUS RA370-491/pcDNA3.1(+), SmBiT FUS 

RA495-526/pcDNA3.1(+), SmBiT FUS RA495-503/pcDNA3.1(+), SmBiT FUS RA514-

518/pcDNA3.1(+) and SmBiT FUS RA521-524/pcDNA3.1(+)), FUS wt, FUS P525L, or allS FUS 

cDNA was amplified from VENUS-FUS wt, P525L or allS-FUS/pcDNA 3.1 (+) (Matsumoto et.al., 

2018) by the PCR using oligonucleotides pairs (FUS wt, P525L: 5’-

AAAAACTCGAGCGGCGGTATGGCCTC-3’, allS FUS: 5’-

AAAAACTCGAGCGGTATGCCTCAAACG) and (5’-

AAAAATCTAGATTAATACAGCCTCTCTCCCTG-3’). XhoI and XbaI restriction site fused FUS 

RA213-359, RA370-491, RA495-526, RA495-503, RA514-518 or RA521-524 cDNA was also 

synthesized by Eurofin genomics. Their sequence were shown in following pages. These cDNAs were 

inserted between XhoI and XbaI sites of LgBiT vector or SmBiT vector (pBiT1.1-N[TK/LgBiT], 

pBiT2.1[TK/SmBiT], Promega). Then, these cDNAs encoding LgBiT-FUS and SmBT FUS were cut 

with both HindIII and XbaI and substituted between XhoI and XbaI sites of Venus-FUS/pcDNA3.1(+).  

For the generation of CRY2-FUS, CRY2olig-mCherry cDNA was purchased from Addgene (60032). 

Oligonucleotides encoding CRY2olig-mCherry protein was amplified from CRY2olig-mCherry 

cDNA by PCR using primer pairs (5’-AAAAAGGTACCACCATGAAGATGGACAAAAAGAC-3’) 

and (5’-AAAAAGGTACCGGCTTGTACAGCTGCTCGTCC-3’) and inserted at KpnI site of 

FUS/pcDNA 3.1 (+). 
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2.1.3 Bimolecular-luciferase complementation (BiLC) assay  

cDNAs were transiently transfected into HEK293 cells using FuGENE6 transfection reagent 

(Promega) by the manufacture’s protocol. In brief, 1.0x105 cells/mL were seeded on 12-well, 24-well 

(IWAKI) or 96-well white plates for detecting luminsescence (Sumitomo bakelite). 6 µL of FuGENE6 

is diluted into 92 µL of DMEM and incubated for 5 min. 200 ng of firefly luciferase (pGL4.54 

[luc2/TK] (Promega)) was also added to the reagent. After 10 min incubation, 1 µg of LgBiT-FUS and 

1 µg of SmBiT-FUS cDNAs were mixed with the cocktail, incubated for 30 minutes and 10 µL of the 

solution was added to each well. NanoLuc luminescence was measured at 24 hours after the 

transfection. After the measurement, ONE-Glo EX Reagent (Promega) was added to the medium and 

firefly luciferase was measured after another hour incubation.  

 

2.1.4 Generation of LgBiT-FUS or SmBiT-FUS stably expressing HEK293 cells 

LgBiT-FUS wt/pcDNA3.1(+), LgBiT-FUS P525L/pcDNA3.1(+), LgBiT-FUS RA213-

359/pcDNA3.1(+), LgBiT-FUS RA370-491/pcDNA3.1(+), LgBiT-FUS RA495-503/pcDNA3.1(+), 

LgBiT-FUS RA513-518/pcDNA3.1(+), LgBiT-FUS RA521-524/pcDNA3.1(+), SmBiT-FUS 

wt/pcDNA3.1(+), SmBiT-FUS P525L/pcDNA3.1(+), SmBiT-FUS RA213-359/pcDNA3.1(+), 

SmBiT-FUS RA370-491/pcDNA3.1(+), SmBiT-FUS RA495-503/pcDNA3.1(+), SmBiT-FUS 

RA514-518/pcDNA3.1(+) or SmBiT-FUS RA521-524/pcDNA3.1(+) were transfected into HEK293 

cells with FuGENE6. After 1-day incubation, cells were seeded on 10 cm dish. Culture media were 

changed with DMEM (+10% FBS and 500 ng/mL Hygromycin B) every 5 days. After 10 days, 

transfected cells were re-seeded on 96-well plate with sequential dilution and monoclonal stably 

expressing cells were obtained. Protein expression levels were checked by the western blotting. 

 

2.1.5 Co-culture LgBiT-FUS, SmBiT-FUS stable cells (FUS transmission sensor cells) 

1.0x105 cells/mL of monoclonal stably expressing cells of LgBiT-FUS or SmBiT-FUS were seeded 

together on 96-well white plates and incubated for a day. Their conditioned media were changed and 

25 µL of substrate solution (N2014, Promega) was added to them. After 20 minutes incubation, the 

luminescence was measured by GloMax ® Navigator with Dual Injectors (GM2010, Promega). 

 

2.1.6. FUS Uptake assay using SmBiT-FUS stably expressing cells 

1.0x105 cells of Sm-FUS staby expressing cells were seeded on 96-well white plate. After 1-day 

incubation, culture medium was changed with that of Lg-FUS stably expressing cells. They were 

incubated for another day, and measured luminescence in their supernatant or cells. 

 

2.1.7 Pharmacological studies using FUS transmission sensor cells  

FUS transmission sensor cells were seeded at 1.0x105 cells/mL on 96-well white plate or 12-well plate. 



18 

 

24 hours later, cells were treated with 0-30 µM of adenosine-2’,3’-dialdehyde (AdOx) diluted in 

dimethyl sulfoxide (DMSO). Final concentration of DMSO was 0.1% of each culture medium. After 

1-day incubation, luminescence in the cells were measured. For the analyses of arginine methylation 

of FUS, cells were collected and analyzed the level of unmethylated arginine FUS (UMA-FUS), 

monomethylated arginine FUS (MMA-FUS), or demethylated arginine FUS (ADMA-FUS) by the 

immunoblotting. 

 

2.1.8 Transfection of PRMT1 

cDNA of pcDNA3-HA-human PRMT1 variant 1 was given from Dr. Fukamizu. 1 µg of cDNA was 

mixed with 3 µL of FuGENE6 and 96 µL of DMEM. After 20 minutes incubation, cDNA/FuGENE6 

cocktail was added to FUS transmission sensor cells on 96-well plate or 12-well plate. 

 

2.1.9 TCA precipitation and immunoprecipitation for the protein concentration  

HEK293 cells or LgBiT-FUS stably expressing cells seeded on 15-cm dish were incubated for 3 days 

at 100% confluency. Culture media were collected and centrifuged at 2,000 xg for 10 minutes and the 

supernatant was collected.  

For Trichrolo Acetic Acid (TCA Wako) precipitation, the supernatant was mixed with 20% of TCA, 

incubated on ice for 30 minutes, and centrifuged at 15,000 xg for 10 minutes. The pellet was washed 

with 5 mL acetone and centrifuged at 15,000 xg for 10 minutes again. Finally, the pellet were re-

solubilized in a 2xSDS sample buffer and boiled at 95 ℃ for 10 minutes. 

For immunoprecipitation, the supernatant was mixed with magnetic beads (Pierce TMProtein A/G 

Magnetic Agarose beads, pre-washed with PBS twice) and incubated with 10 µg/mL of FUS antibody 

(A300-293A) at room temperature for 1 hour. The magnetic beads were separated from the solution 

by magnetic field, washed with PBS twice, and eluted in a 2xSDS sample buffer. 

 

2.1.10 Immunocytochemistry 

Cells cultured on coverslips were fixed with 4 % parafolmaldehyde (PFA, TAAB Laboratories) in PBS 

(PFA/PBS) at room temperature for 30 minutes, washed with TBS (50 mM Tris, 150 mM NaCl, 

pH=7.6) and blocked with blocking buffer (10 % calf serum, 0.1% Triton X-100(Wako) and 0.1 % 

NaN2 in PBS) for 30 min. 1st antibodies were reacted on them at 4 ℃ overnight or at room temperature 

for 3 hours, and washed with TBS for 5 min 3 times. Fluorescent tagged 2nd antibodies were reacted 

on them at room temperature for 2 hours, washed with TBS for 5 min 3 times, and mounted with 

PermaFluor mounting (Thermo Fisher Scientific). The fluorescent images were observed on a confocal 

laser scanning microscope (FV3000, Olympus). 

 

2.1.11 Immunoblotting 
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 Cultured cells were harvested with sample buffer (80 mM Tris-HCL, 2 % SDS (Nacalai tesque), 15 % 

glycerol (Kanto Chemical) pH=6.8, 100 µL) and sonicated on ice. (Sonifier 250/BRANSON). The 

supernatant was collected after centrifugation at 20,000 xg for 15 min at 4℃. The protein quantitation 

was performed with BCA protein assay kit (Takara Bio). Samples were boiled at 95 ℃ for 10 minutes 

with 1% (V/V) of and analyzed by sodium dodecyl sulfate-polyacrylamide gel electrophoresis (SDS-

PAGE). The samples were electrophoresed in 10 %, 12.5 %, or 15 % of acrylamide gels with molecular 

marker (Precision Plus Protein Standard, Bio-Rad). Gels were transferred to polyvinylidene fluoride 

(PVDF) membrane (Merck Milllipore). Membranes were blocked with TS-Tween (TBS including 

0.1 % Tween 20 (Kanto Chemical) and 5 % skim milk (DIFCO)) for 30 minutes, and incubated with 

1st antibody in TS-Tween at room temperature for 3 hours or at 4 ℃ over night. Then, membranes 

were washed with TS-Tween for 5 minutes 3 times and incubated with 2nd antibody at room 

temperature for 1 hour. After wash with TS-Tween for 5 minutes 6 times, membranes were developed   

using immunostar (Wako) or SuperSignal West Femto Maximum Sensitivity Substrate (Thermo Fisher 

Scientific) and visualized by LAS-4000 mini (GE healthcare). The intensity of the bands was analyzed 

by Image Gage Software (GE healthcare). 

 

2.1.12 Proximity Ligation Assay 

To detect the amino-terminus - amino-terminus interaction (cis-type interaction) of FUS proteins, 

CL0190 (mouse, monoclonal, abcam) and JJ09-31 (rabbit, monoclonal, Thermo Fisher Scientific) 

were used. To detect trans the amino-terminus - carboxy-terminus interaction (trans-type interaction) 

of FUS proteins, CL0190 (mouse, monoclonal, abcam) and BLR023E (rabbit, monoclonal, abcam) 

were used.  After blocking, fixed cells on cover slips were incubated with 2 antibodies at 37 ℃ for 

3 hours, washed with PBS for 5 minutes 3 times. Next, cells were incubated with two 2nd antibodies 

conjugated with oligonucleotide (Duolink, PLA Anti-Mouse PLUS, PLA Anti-Rabbit MINUS, Sigma 

Aldrich) at 37 ℃ for 30 minutes and washed with wash buffer A for 5 minutes 3 times. The cells 

were incubated with 40 µL of ligase diluted in ligase buffer for 60 minutes, washed with wash buffer 

A for 5 minutes 3 times. The cells were incubated with 40 µL of polymerase diluted in polymerization 

buffer for 100 minutes, and washed with wash buffer B for 5minutes twice. Cells were incubated with 

DRAQ5 (1:3000) diluted in wash buffer B for 30 minutes, washed with wash buffer B for 5 minutes 

twice and mounted on slide glasses. The fluorescent images were observed on a confocal laser 

scanning microscope. 

 

2.1.13 CRY2-FUS experiments 

The CRY2-mCherry-FUS plasmid was transfected to HEK293 cells by FuGENE6 according to the 

manufacture’s protocol. The cells were incubated at 37 ℃ without any light for a day and stimulated 

by LED blue light in a CO2 incubator. The distance between LED and the cells were 5 cm. After 1-
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day incubation, cells were collected in a dark room for further immunocytochemical experiments.  

No stimulated cells were incubated covered with aluminum foil to avoid the light.   

 

2.1.14. Primary cultured neurons 

Primary cultured neurons were taken from fatal F344 inbred rats at 15 days and collected in Dulbecco’s 

PBS (DPBS). 12-well plates or coverslips were coated by 1 mg/mL of poly-D-Lysin (PDL) for over-

night. PDL stock (1 mg/mL) was diluted in desterilized water and filtrated through 0.22 µm once and 

washed with PBS twice. A pregnant female rat was sacrificed and opened the belly and taken the entire 

uterine bag containing embryos. Embryos were put on a 10 cm dish containing cold PBS on ice. Heads 

were cut by forceps and put into a new 35 mm dish containing cold PBS on ice. Skin and skull were 

discarded and blood vessels were got rid of the cortices. Cortical layers were taken and put into cold 

PBS. Then, PBS was removed and Neurobasal (Thermo Fisher Scientific) +FBS+PS+Glutamax 

(1/100) was added. Cortices were dissociated mechanically by pipetting 20 times with P1000 and then 

20 times with P200, diluted to Neurobasal+FBS+PS+Glutamax (1/100) and filtrated through cell 

strainer (100-µm pore). After cell counts, 0.4 x106 cells/500µL was seeded on PDL-coated coverslips 

in a 24-well plate or 0.8x106 cells/1.0mL was in a 12-well plate. On the next day (DIV1), half of the 

media was removed and replaced it with Neurobasal (PS+) +4% B27+ 1% Glutamax (1/100) so that 

the final concentration would be 2% B27 and 1% Glutamax. On the DIV5, half of the media was 

removed and replaced it with Neurobasal (PS+) +4% B27 +1% Glutamax (1/100) +2 µM AraC. 50 % 

of the media was removed and replaced with Neurobasal (PS+) +4% B27 +1% Glutamax (1/100) 

without AraC every 3 or 4 days after DIV5. AAV9-FUS was infected on DIV4 and AdOx (0, 10 µM) 

was treated on DIV13. Neurons were collected on DIV14 for western blot or immunocytochemistry. 

 

 

2.2 Adeno Associated Virus (AAV9)-FUS 

2.2.1 Generation of AAV9-FUS 

cDNAs encoding Nls-dTomato, P2A-3xFLAG tag, and one of human FUS wt, FUSRA495-503, 

FUSP525L, and PRMT1 were inserted between XbaI and HindIII restriction sites of pAAV-hSynI-

GCaMP6s-P2A-nls-dTomato cDNA (Addgene 51084). pAAV-hSynI-nls-dTomato-P2A-3xFLAG-

FUSwt (AAV9-FUSwt), pAAV-hSynI-nls-dTomato-P2A-3xFLAG-FUSRA495-503 (AAV9-FUSRA495-

503), pAAV-hSynI-nls-dTomato-P2A-3xFLAG-FUSP525L (AAV9-FUSP525L), pAAV-hSynI-PRMT1 

(AAV9-PRMT1) or pAAV-hSynI-nls-dTomato (AAV9-dTomato) were packed into Adeno Associated 

Virus vector serotype9 (AAV9), purified and titered by the PENN Vector Core at University of 

Pennsylvania. 

 

2.2.2 Immunocytochemistry of primary cultured neuron  
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AAV9-FUS infected Primary cultured neurons at DIV14 were washed with DPBS and fixed with 

PFA/PBS for 30 minutes. Neurons were washed with TBS and blocked with PBS including 10 % calf 

serum, 0.1 % Triton X-100 and 0.1 % NaN3 for 30 minutes, and incubated with 1st antibody overnight 

at 4℃ or for 3 hours at room temperature. Neurons were washed with TBS for 5 minutes 3 times, and 

incubated with 2nd antibody with fluorescent tag and DRAQ5 for 2 hours at room temperature. After   

washing with TBS for 5 minutes 3 times, neurons were mounted on slide glasses by PermaFluor 

mouting. The fluorescent images were observed on a confocal laser scanning microscope. 

 

2.2.3 Infection of AAV9-FUS  

0.5x1011 genome copies/50µL of AAV9-FUS was injected into temporal vein of postnatal C57BL6/J 

mice. Rota-rod test was performed at 1, 3, 6 months and immunohistochemical analyses were also 

performed at 1, 3, 6, 16 months. All mice were incubated at 22-23 ℃ and all the mouse experiments 

was permitted by the animal committee of the graduate school of medicine, the University of Tokyo 

(医-P18-068), and performed under the rule for animal experiments of the University of Tokyo.  

 

2.2.4 Rota-rod test 

On the day before the behavioral test, mice have gotten used to a machine for 2 minutes. On the test 

day, mice were trained on the roller at 4 rpm for 2 minutes, and tested three times including 2 resting 

time over 2 minutes respectively. The time for which a mouse ran on the roller accelerating at 4-40 

rpm during 300 seconds was measured. All tests have been performed in a randomized, blind setting. 

 

2.2.5 Brain sections and immunohistochemistry 

Mouse brains were fixed with PBS including 4 % paraformaldehyde for 24 hours. After fixation, brans 

were washed with PBS 3 times and cut in 7 parts every 2-3 mm from anterior to posterior. Brain 

sections were dehydrated by 70%, 90%, 99% ethanol for 2 hours sequentially, and 99 % ethanol 

overnight, then, soaked in xylene for 2 hours 3 times, and soaked in melted paraffin at 67 ℃ 

overnight. The paraffin-embedded brains were sliced in 4 µm by microtome (HM400, MICROM) and 

sticked onto MAS coated slide glasses (Matsunami).  

For immunohistochmiestry, paraffin sections were deparaffinized in xylene for 5 minutes 3 times. 

They were hydrophilized by 99 %, 99 %, 80 %, 70 % ethanol for 1 minute sequentially and flowing 

water for 5 minutes respectively. Sections were microwaved in citrate buffer (1.8 mM anhydrous citric 

acid (Wako), 8.2 mM tri-Sodium citrate anhydrous (Wako), pH=6.0) for 18 minutes, cooled down at 

4 ℃ and washed with flowing water. Sections were blocked with 10 % calf serum /PBS for 30 

minutes and incubated with 1st antibodies at 4 ℃ over-night. Sections were washed with TBS for 5 

minutes 3 times, incubated with 2nd antibodies at room temperature for 2 hours. After washing with 

TBS for 5 minutes 3 times again and embedded with PermaFluor mounting. The fluorescent images 
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were observed on a confocal laser scanning microscope. 

 

2.2.6 hematoxylin/eosin staining 

For hematoxylin/eosin (H.E.) staining, paraffin-embedded brain sections deparaffinized in xylene for 

5 minutes 3 times. They were hydrophilized by 99 %, 99 %, 80 %, 70 % ethanol for 1 minute 

sequentially and flowing water for 5 minutes respectively. Then, sections were stained with 

hematoxylin solution (1 g/L hematoxylin (Wako), 50 g/L potassium ammonium sulfate (Wako), 0.2 

g/L sodium periodate (Kanto Chemical), 20 % glycerol (Wako)) for 10 minutes, washed with flowing 

water for 10 minutes and stained with 0.2 % eosin solution (1 % eosin Y diluted with desterilized 

water) for 5 minutes. H.E. stained sections were dehydrated by 70 %, 80 %, 90 %, 99 %, 99 % Ethanol 

for 1 minutes sequentially, soaked with xylene for 2 minutes 3 times and mounted by HSR solution 

(Sysmex) .   

 

 

2.3 Drosophila melanogaster   

2.3.1 Generation of transgenic flies 

GMR-GAL4 lines (Ellis MC et.al., 1993) and balancers’ lines were given from Department of 

Genetics, the Graduate School of Pharmaceutical Sciences, the University of Tokyo. UAS-LacZ line 

(Stock No.1776) was purchased from Bloomington Drosophila Stock Center. Flies were incubated at 

25 ℃ . Baits were given from Department of Genetics, the Graduate School of Pharmaceutical 

Sciences, the University of Tokyo. FUS transgenic flies (w:WT#2/CyO:GMR/MKRS.Sb, Matsumoto 

et al., 2018) and PRMT1 transgenic flies (w:+:PRMT1/MKRS.Sb) were generated by BestGene co. 

w:LacZ/CyO:GMR/MKRS.Sb and w:WT#2/CyO:GMR/PRMT1 flies were generated by the mating.  

 

2.3.2 Brain sections and immunohiistochemistry 

The heads of female flies were cut under CO2 anesthesia and their beaks were removed. Fly heads 

were soaked with 70% ethanol for 1 minutes. After washing with PBS twice, heads were fixed with 

4 % paraformaldehyde (PFA/PBS) for 2 hours. After washing with PBS again, heads were dehydrated 

with 70, 90, 99 % ethanol for 10 minutes and 99 % ethanol over-night, and penetrated with 35 % 

butanol (Wako)/65 % ethanol, 55 % butanol/45 % ethanol, 75 % butanol/25 % ethanol, 99 % butanol 

for 10 minutes and 99 % butanol for 1 hour. Then, they were incubated in melted paraffin at 67 ℃ 

and embedded in a metal tray with plastic ring. These paraffin blocks were sliced in 4 µm by a 

microtome, and sticked on MAS coated slide glasses. 

Paraffin-embedded sections were deparaffinized in xylene for 5 minutes 3 times, and hydrophilized 

by 99 %, 99 %, 80 %, 70 % ethanol for 1 minute sequentially and flowing water for 5 minutes 

respectively. Sections were microwaved in citrate acid buffer for 18 minutes, cooled down at 4 ℃ 
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and washed with flowing water. After soaking in TBS, sections were blocked with 10 % calf serum 

/PBS for 30 minutes and incubated with 1st antibodies at 4 ℃ over-night. After washing with TBS 

for 5 minutes 3 times, sections were incubated with 2nd antibodies at room temperature for 2 hours. 

After washing with TBS for 5 minutes 3 times again, sections were embedded with PermaFluor 

Mounting. The fluorescent images were observed on a confocal laser scanning microscope. 

 

2.3.3 Immunoblotting 

The 10 heads of male flies were cut under CO2 and collected in 1.5 mL eppendorf tubes. 20 µL/1 head 

of SDS sample buffer (80mM Tris-HCl, 2 %SDS (Nacalai tesque), 15 % glycerol (Kanto Chemical), 

pH6.8) with 1% 2-melcaptoethanol (Wako) was added and homogenized with homogenizer. These 

samples were centrifuged at 4 ℃, at 21,800 xg for 10 minutes and the supernatant was collected and 

boiled at 95 ℃ for 10 minutes. 10 µL of each sample (equal to a half head of flies) was analyzed by 

SDS-PAGE.      

 

 

2.4 Antibody list 

2.4.1 1st antibody 

anti-FLAG (Sigma-Aldrich:M2: 1:2,000) 

anti-FUS（Bethyl Laboratories；A300-293A：1：2,000） 

anti-FUS (Sigma-Aldrich: JJ09-31, 1:50) 

anti-FUS (abcam: CL0190, 1:250) 

anti-FUS (Sigma-Aldrich: BLR023E, 1:100)  

anti-RFP（MBL;PM005:1:1,000） 

anti-UMA-FUS (from Dr. Dorothee Dormann, 1:10)  

anti-MMA-FUS (from Dr. Dorothee Dormann, 1:10) 

anti-ADMA-FUS (abcam, 9G6, 1:1000) 

anti-PRMT1 (abcam, ab73246, 1:1000) 

anti-α-tubulin anttibody（Sigma-Aldrich; DM1A；1：2,500） 

 

2.4.2 2nd antibody 

Alexa（488）labeled rabbit IgG antibody（Thermo Fisher Scientific；1：1,000） 

Alexa（488）labeled mouseIgG antibody（Thermo Fisher Scientific；1：1,000） 

Alexa（488）labeled rat IgG antibody   （Thermo Fisher Scientific；1：1,000） 

Alexa（546）labeled mouse IgG antibody（Thermo Fisher Scientific ；1：1,000） 

Alexa（546）labeled rabbit IgG antibody（Thermo Fisher Scientific ；1：1,000） 

HRP labeled mouse IgG antibody（Jackson Immunoresearch；1：10,000） 
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HRP labeled rabbit IgG antibody（Jackson Immunoresearch；1：10,000） 

HRP labeled rat IgG antibody（Jackson Immunoresearch；1：10,000） 

 

2.5 Statistics 

In this research, data were calculated by Excel（Microsoft）and tested statistically by Prism 6（Graph 

Pad. When the two groups were compared, unpaired Student’ t test was used. When the 3 or more 

groups were compared, one-way ANOVA with Tukey-Kramer test or Dunnett test was used. When p-

value was less than 0.05, significant difference was determined.  
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§ 3 Result  

 

3.1 Visualization of interneuronal transmission of FUS in vivo  

 

3.1.1. Establishment of the model to visualize interneuronal transmission of FUS in vivo 

AAV9-FUS (adeno-associated virus serotype 9) vector construct expresses fused 

protein, which sandwiches in P2A between dTomato and human FUS under human synapsin I 

promoter. Infected neurons express dTomato and FUS equally by self-cleavage of P2A (donor 

neurons). If FUS transmits interneuronally, it is expected that there are neurons expressing only 

FUS without dTomato (recipient neurons) (Fig. 1). 

 

3.1.2. Analysis of interneuronal transmission of FUS in mice using AAV9-FUS 

In order to investigate the intercellular transmission of FUS in the central nervous 

system, AAV9-FUS was introduced from the temporal vein of 1-day-old C57BL / 6J wild-type 

mice, and brain tissue was removed 1 month later. Immunohistochemical analysis was performed. 

Since the blood-brain barrier of newborn mice is immature, it is expected that the AAV9-FUS 

virus can infect cells of the central nervous system by this introduction method. As a result, 

neurons co-expressing dTomato and FUS were observed in the cerebral cortex at 1 month after 

infection (Fig. 2). Notably, in neurons close to some neurons that co-express FUS with dTomato, 

that express FUS in the cytoplasm but are negative for dTomato were observed (Fig. 2). This 

suggested that FUS can transmit between neurons. 

 

3.1.3 Analysis of the expression of UMA-FUS in AAV9-FUS mice 

Immunofluorescent analyses were performed at the brains of AAV9-FUS injected mice 

by anti-UMA-FUS, anti-FLAG, and DRAQ5 antibodies. UMA-FUS was localized in nucleus and 

cytoplasm of donor neurons, and cytoplasm of recipient neurons (Fig. 3). Non-infectious neurons 

were negative for UMA-FUS (Fig. 3). These data suggested that unmethylated FUS can be 

involved in the neuron-to-neuron transmission of FUS. 

 

 

3.2. Investigation of the roles of UMA-FUS in the cell-to-cell transmission of FUS 

 

3.2.1 Establishment of the FUS transmission assay using a bimolecular luminescence 

complementation assay (BiLC) technique 

In order to investigate whether FUS transmits between cultured cells, I decided to 
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apply the method of split-luciferase complementation assay, which emits luminescence when FUS 

associates with each other. Therefore, I first examined self-assembly of FUS. NanoLuc is a marine 

luciferase derived from deep-sea luminescent shrimp (Oplophorus gracilirostris) and has a 

smaller molecular weight than the same marine luciferase, Renilla luciferase (NanoLuc: 19 kDa, 

Renilla luciferase: 36 kDa), and is more than 100 times stronger than Renilla luciferase (Hall et 

al., 2012). First, cDNAs were prepared by connecting the amino-terminal fragment of NanoLuc 

(LgBit: 17.6 kDa) or the carboxy-terminal fragment (SmBit: 11 amino acids) to the amino-

terminus of human FUS (LgBiT-FUS, SmBiT-FUS), respectively. cDNAs were transiently 

transfected in Human Embryonic Kidney 293 (HEK 293) cells. If FUS self-polymerizes and 

NanoLuc is reconstituted, it is expected to emit luminescence. As a result, it was found that 

HEK293 cells co-expressing LgBiT-FUS and SmBiT-FUS exhibited luminescence, and no 

luminescence was observed when only LgBiT-FUS or SmBiT-FUS was expressed (Fig. 4-a). In 

HEK293 cells co-expressing Lg-FUS and Sm-Halo fused with Halo-Tag, which is thought not to 

bind to FUS as a control, the degree of luminescence was weak (Fig. 4-a). These data suggested 

that FUS undergoes self-assembly. 

 

3.2.2 Establishment of the intercellular transmission model of FUS using BiLC technique 

Since it became possible to measure the self-assembly of FUS using the BiLC, 

HEK293 cells stably expressing LgBiT-FUS or SmBiT-FUS were generated (FUS sensor cells), 

and these sensor cells were co-cultured to quantify the intercellular transmission of FUS. (Fig. 4-

b). LgBiT-FUS WT and SmBiT-FUS WT cells were co-cultured, and the luminescence was 

measured after 1, 2, 4, 6, 8, and 10 days. As a result, it was confirmed that the luminescence 

increased chronologically (Fig. 5). On the other hand, no increase in luminescence was measured 

in Sm-FUS WT monocultured cells. These results suggest that FUS can transmit intercellularly. 

 

3.2.3 Investigation of FUS release in the culture media 

To investigate whether FUS is released into culture media in FUS sensor cells, LgBiT-

WT stable cells were incubated for 3 days and its culture media was collected. The culture media 

were concentrated by the TCA precipitation and analyzed by the immunoblotting. As a result, 

both endogenous FUS migrated at ~70 kDa and LgBit-FUS migrated at ~100 kDa were detected 

in the culture media (Fig. 6). This suggested that FUS was released into culture media. 

 

3.2.4. Investigation of roles of arginine methylation of FUS in its cell-to-cell transmission 

 Next, to examine the relationship between hypomethylation of FUS and cell-to-cell transmission 

of FUS, FUS sensor cells were treated with 0, 1, 3, 10, 30 M of adenosine-2’,3’-dialdehyde 

(AdOx), which is an inhibitor for methyl transferases. By immunoblot analyses with anti-UMA-
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FUS, anti-ADMA-FUS, anti-total-FUS, or anti-α-tubulin antibody, AdOx treatment caused an 

increase of UMA-FUS and decrease of ADMA-FUS in FUS sensor cells in a dose dependent 

manner, whereas the amount of total FUS was not changed (Fig. 7). Moreover, it is revealed that 

the level of the luminescence from FUS sensor cells were significantly increased along with the 

increase in the concentration of AdOx (Fig.8). This data suggested that UMA-FUS was involved 

in the cell-to-cell transmission of FUS. 

 

3.2.5. The role of arginine methylation by PRMT1 in the cell-to-cell transmission of FUS 

To further investigate whether PRMT1 methylates FUS, leading the suppression of the 

cell-to-cell transmission of FUS, I transfected human PRMT1 cDNA in the AdOx-treated FUS 

sensor cells. After 24 hours from transfection of human PRMT1 cDNA in FUS sensor cells,  cells 

were treated with 0, 1, 3, 10, 30 M of AdOx and incubated for another 24 hours. In the 

immunoblot analyses with anti-PRMT1, anti-UMA-FUS and anti-total FUS, the levels of UMA-

FUS after the treatment of AdOx were decreased (Fig.9-a). Moreover, I found that overexpression 

of PRMT1 significantly decreased the levels of luminescence in FUS sensor cells (Fig.9-b). These 

data suggested that overexpression of PRMT1 methylates FUS proteins and decreases the cell-to-

cell transmission of FUS.  

 

3.2.6 Analyses of the relationship between the level of UMA-FUS and self-assembly of FUS 

  To investigate whether UMA-FUS is involved in the self-assembly of FUS, both LgBiT-

FUS and SmBiT-FUS cDNAs were transiently transfected in HEK 293 cells. Transfected cells 

were treated with 0, 1, 3, 10, 30 M of AdOx for 1 day and their luminescence were measured. I 

found that there treatment of AdOx did not change the luminescence in the cells (Fig.10), 

suggesting that UMA-FUS may not be involved in the self-assembly of FUS. 

 

3.2.7 Search for arginine residues in FUS responsible for its transmission 

 Human FUS protein possesses 37 arginine residues. To determine the responsible 

arginine residues in FUS protein for the involvement in the cell-to-cell transmission, we generated 

6 mutant FUS cDNAs in which arginine residues were replaced to alanine residues (Fig. 11). In 

detail, Arg213, Arg216, Arg218, Arg234, Arg242, Arg244, Arg248, Arg251, Arg259, Arg269, 

Arg274, and Arg328 were substituted into Ala in FUS RA213-359, Arg371, Arg372, Arg377, 

Arg383, Arg386, Arg388, Arg394, Arg407, Arg422, Arg441, Arg472, Arg473, Arg476, Arg481, 

Arg485, Arg487, and Arg491 were substituted into Ala in FUS RA370-491, Arg495, Arg498, 

Arg503, Arg514, Arg518, Arg521, Arg522, and Arg524 were substituted into Ala in FUS RA495-

524, Arg495, Arg498 and Arg503 were substituted into Ala in FUS RA495-503, Arg514 and 

Arg518 were substituted into Ala in FUS RA514-518, Arg521, Arg522, and Arg524 were 
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substituted into Ala in FUS RA521-524.  

First, I investigated whether those RA FUS mutants underwent the self-assembly by 

BiLC assay, and found that RA213-359 and RA495-503 mutations did not change the level of 

self-assembly of FUS, however, RA370-491 and RA514-518 mutations significantly reduced the 

level of luminescence, and RA495-526 and RA521-524 mutations significantly increased the 

level of luminescence (Fig. 13, S1). Because RA213-359 and RA495-503 mutations did not 

change the level of self-assembly of FUS, I further analyzed these 2 RA FUS mutants. Next, I 

measured the level of cell-to-cell transmission of mutant FUS proteins by FUS sensor cells, and 

found that RA213-359 and RA495-503 mutations dramatically reduced the level of cell-to-cell 

transmission with or without AdOx treatment (Fig. 12, S2). Because RA213-359 mutations 

disrupt the RNA-recognition motif of FUS, FUS RA495-503 mutant was chosen as a cell-to-cell 

transmission incapable mutant. In immunoblot analyses, AdOx treatment caused a significant 

increase in the level of UMA-FUS in FUS wt sensor cells in a dose dependent manner, whereas 

no UMA-FUS was detected in FUS RA495-503 sensor cells (Fig. 11). This suggested that the 

epitope of anti-UMA-FUS antibody may be in Arg495, 498 and 503. Together, Arg495, Arg498, 

Arg503 may be important in the cell-to-cell transmission of FUS. 

 

3.2.8. Investigation of effects of RA495-503 mutations in the interneuronal transmission of 

FUS in rat primary cultured neurons  

 To investgate whether Arg495, 498, 503 were involved in the neuron-to-neuron 

transmission, AAV9-FUS RA495-503 was generated and interneuronal transmission of FUS wt 

or FUS RA495-503 in rat primary cultured neurons was observed. Rat primary cultured neurons 

taken from E15 embryo F344 inbred Rat was seeded on coverslips and infected with 1.0x109 

GC/mL of AAV9-FUS WT or RA495-503 at DIV5, In immunocytochemical analyses with anti-

FLAG antibody, recipient neurons (FLAG(+), dTomato (-)) were observed in FUS WT, whereas 

they were not observed in FUS R495-503 (Fig. 14). The number of recipient neurons were 7.0 

per 100 FLAG positive neurons in AAV9-FUS WT, whereas 0.0 per 100 FLAG positive neurons 

in AAV9-FUS RA495-503 (average of n=3). These data suggested that RA495-503 mutant FUS 

was incapable for the interneuronal transmission.    

 

 

3.3 Oligomerization and transmission of FUS 

 

3.3.1 Two-oligomers hypothesis of FUS 

Next, I focused on the oligomerization of FUS proteiin. In BiLC assay in this study, 

cis-type oligomers based on a π-ring conjugated system of tyrosine on the amino-terminal side 
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were measured (Fig. 15) and the level of cis-type self-assembly of FUS was not affected by the 

AdOx treatment. In recent years, it has been reported FUS also forms trans-type oligomers based 

on the cation-π interaction with the π-electron conjugated system of tyrosine residues on the 

amino-terminal side to arginine residues in the carboxy-terminal RGG region (Fig. 15). It is not 

clear whether UMA-FUS affect the level of trans-type oligomers of FUS. To this end, I visualized 

the trans-type FUS oligomers using a Proximity ligation assay (PLA) method, which can visualize 

the proximity of two molecules. 

 

3.3.2 Visualization of trans-type oligomers by Proximity Ligation Assay   

In the PLA method primary antibodies from different animal species and 

oligonucleotide-labeled secondary antibodies were used. If the two antigens are close to each 

other within 40 nm, the oligonucleotides are ligated together, amplified by the polymerase and 

visualized by the fluorescent PLA probe (Fig. 17). In the PLA method, trans-type FUS oligomers 

were visualize mainly in the nucleus of HEK293 cells, on the other hand, knockdown of FUS 

gene significantly reduced the number of PLA dots. Single antibody did not exhibit any PLA dots 

in HEK293 cells. Thus, it was considered that the trans-type FUS oligomers in which the amine 

terminal and the carboxy end are close to each other can be visualized by the PLA method (Fig.17). 

Interestingly, treatment of 10 µM of AdOx significantly increased the number of PLA dots 

(Fig.18), suggesting that AdOx increases the level of trans-type interaction in HEK293 cells. 

Furthermore, the number of PLA dots in FUS RA495-503 stably expressing cells were 

significantly lesser than that in FUS wt stably expressing cells (Fig.19). This data suggested that 

the RA495-503 mutation may inhibit the formation of trans-type oligomers.     

3.4. Investigation of the effects of familial ALS mutation of FUS in the oligomerization and 

transmission of FUS 

 

3.4.1 P525L mutation increases the oligomerlization of FUS and reduces the level of cell-to-

cell transmission of FUS   

        To investigate the roles of familial ALS-linked mutations of FUS in its oligomerization 

and transmission, I examined whether P525L mutation affect the self-assembly of FUS by BiLC 

assay, cell-to-cell transmission of FUS by FUS transmission sensor cells. I found that P525L 

mutations significantly increased the level of luminescence, and that P525L mutation dramatically 

reduced the level of cell-to-cell transmission with or without AdOx treatment (Fig.20). In addition, 

in the PLA method, the number of PLA dots in FUS P525L stably expressing cells were 

significantly lesser than that in FUS wt stably expressing cells (Fig. 20). These data suggested 

that the P525L mutation may inhibit the formation of trans-type FUS oligomers, causing the 

suppression of the cell-to-cell transmission of FUS.  
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3.5 Investigation of the roles of FUS oligomers in the arginine unmethylation of FUS 

 

3.5.1 Oligomerization of CRY2-FUS induces UMA-FUS  

To investigate whether oligomerization of FUS can trigger hypomethylation of FUS, I 

introduced CRY2olig system. CRY2olig sequence was developed from Arabidopsis 

photoreceptor cryptochrome 2 as an optogenetic module, allowing the rapid and reversible protein 

oligomerization under the blue light stimulation. I generated cDNA encoding CRY2olig-mCherry 

tagged FUS protein (CRY2-FUS) and transfected it to HEK293 cells (Fig. 21). In the stimulation 

of blue light for 24 hours, CRY2-FUS was accumulated in cytoplasm where UMA-FUS was 

positive, whereas there was no UMA-FUS-positive structures without any light stimulation 

(Fig.22). These data suggest that the oligomerization by FUS in cytoplasm may induce the 

arginine unmethylation of FUS. 

 

   

3.6 Investigation of effects of arginine methylation in the neuronal toxicity induced by FUS  

 

3.6.1 Overexpression of PRMT1 and FUS in the retinal neurons of Drosophila Melanogaster 

 In this study, I examined the effects of arginine methylation of FUS in the cell-to-cell 

transmission of FUS, however it is not clear how arginine methylation of FUS affects the neuronal 

toxicity induced by FUS. To this end, I utilized FUS transgenic (tg) flies which exhibited 

progressive neuronal death in the retina (Matsumoto et al., 2018). I generated double transgenic 

flies overexpressing both FUS and PRMT1 in retinal neurons under GMR driver (Fig.S3) and 

analyzed them by histochemistry and immunohistochemistry. H.E. staining revealed that 5-day-

old FUS tg flies exhibited severe retinal degeneration, vacuolization, thinning of the thickness of 

the retina, and overexpression o PRMT1 in FUS tg flies also exhibited severe retinal degeneration 

(Fig. S4). There are no significant difference in the retinal thickness between FUS single tg flies 

and FUS and PRMT1 double tg flies (Fig.S4). 

Finally, the level of UMA-FUS and ADMA-FUS in the heads of FUS single tg flies and FUS and 

PRMT1 double tg flies were analyzed by immunoblotting. In FUS and PRMT1 double tg flies the 

level of ADMA-FUS or total FUS was increased were increased, suggesting that PRMT1 may 

stabilize the FUS protein through the arginine dimethylation of FUS in the heads of flies (FigS5). 
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§4 summary and discussion 

 The facts revealed in our study is summarized below. 

 

 FUS was transmitted between neurons in the AAV9-FUS mouse brains 

 

 In the recipient neurons of the AAV9-FUS mouse brain, transmitted FUS was exclusively 

localized in the cytoplasm. 

 

 In the recipient neurons of the AAV9-FUS mouse brain, UMA-FUS was also localized in the 

cytoplasm. 

 

 In FUS transmission sensor cells, FUS was transmitted between cells 

 

 In FUS transmission sensor cells, the intercellular transmission of FUS was significantly 

increased by the treatment of AdOx. 

 

 Treatment of AdOx did not affect the self-assembly of cis-type FUS oligomers. 

 

 In FUS transmission sensor cells, arginine residues 495, 498, 503 was identified to be 

involved in the intercellular transmission of FUS. 

 

 RA495-503 mutations suppressed interneuronal transmission of FUS in rat primary cultured 

neurons. 

 

 FALS-linked P525L mutation increased the self-assembly of cis-type FUS oligomers. 

 

 

 Using the PLA method, trans-type FUS oligomers can be visualized in the nucleus of 

HEK293 cells. 

 

 AdOx treatment significantly increased the number of trans-type FUS oligomers, whereas 

RA495-503 mutation significantly decreased the number of trans-type FUS oligomers. 

 

 UMA-FUS can be increased by the oligomerization of FUS. 
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 Overexpression of PRMT1 did not change the neuronal toxicity induced by FUS in the retina 

of Drosophila melanogaster 

 

 

4.1. transmission of FUS 

 

There were no reports about transmission of FUS in the patient with FUS proteinopathy 

until now. In this study, I developed two experimental systems, FUS transmission sensor cells and 

AAV9-FUS infected mouse model, to investigate the intercellular transmission of FUS. In both 

systems, the cell-to-cell transmission of FUS was occurred. In the brain of AAV9-FUS mice, it 

was clarified that FUS transmitted from neurons to adjacent neurons, on the other hand, there was 

no evidence that FUS transmitted along perforant pathway from entorhinal cortex to hippocampal 

dentate gyrus (Watanabe, Master’s thesis, 2018). These results suggest that FUS may be 

transmitted between cell bodies rather than through synaptic pathways. So far, among the proteins 

related to the pathology of ALS and FTLD, there is a report that TDP-43 has been released from 

axon terminals by experiments in which primary cultured neurons were separated into cell bodies 

and axon terminals using a microfluidic device culture system. (Feiler et al., 2015), suggesting 

the involvement of synaptic transmission pathways. TDP-43 and FUS have strikingly structural 

and functional similarities, implicating the existence of a common mechanism underlying TDP-

43 and FUS proteinopathies. However, FUS may be transmitted between neurons through 

different manner from TDP-43. To elucidate it, further studies of FUS transmission using a 

microfluidic device are needed. It is also necessary to elucidate the cellular and molecular 

mechanisms which involve interneuronal transmission of FUS in future. 

It is known that TDP-43 in which Ser409/410 is phosphorylated TDP-43 is specifically 

accumulated in cytoplasmic inclusion bodies, and using anti-TDP-43 Ser409/410 

phosphorylation-specific antibody, the analysis of TDP-43 spreading in the brains or spinal cords 

has been performed (Brettschneider et al, 2013). FUS is known to form cytoplasmic inclusion 

bodies in ALS or FTLD patients (Kwiatokowski et al., 2009, Mackenzie et al., 2010). It has been 

also reported that the FUS pathology spreads to the adjacent area as the pathological condition 

exacerbated (Lee et al. 2016). I think that it is possible to analyze the time-dependent spread of 

FUS pathology in the cerebrum of FTLD patients using anti-UMA-FUS specific antibody as well. 

 

 

4.2 demethylation and methylation of FUS 

 

In our study, I used AAV expression system to visualize the interneuronal transmission 
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of FUS to clarify whether FUS transmits between neurons and UMA-FUS exists both in donor 

and recipient neurons. As a result, I found UMA-FUS was exclusively localized in cytoplasm of 

recipient neurons. Despite FUS protein is mainly localized in the nucleus, FUS-positive 

cytoplasmic inclusions are pathological hallmark of FUS proteinopathies. The similarity of FUS 

localization between AAV9-FUS infected mice and FUS proteinopathies is very interesting. In 

this study, I found AdOx treatment increased the level of UMA-FUS, trans-type FUS oligomers 

and cell-to-cell transmission of FUS. It may be possible that transmitted trans-type UMA-FUS 

oligomers in the recipient neurons suppressed its binding with transportin 1/2 to enter into nucleus, 

leading the cytoplasmic accumulation of UMA-FUS. 

PRMT1 is thought to contribute to as much as 85% of all cellular PRMT activity in 

mammalian cells (Tang et al., 2000), and PRMT1 is considered as a candidate to methylate FUS 

as I have shown in the result part. PRMT1 is belong to the type I PRMTs which catalyze 

monomethylated arginine and asymmetric dimethylarginine (ADMA), on the other hand, type II 

PRMTs catalyze monomethylated arginine and symmetric dimethylarginine (SDMA). I confirmed 

the existence of ADMA-FUS in HEK293 cells by anti-AMDA-FUS specific antibody, this also 

supports that PRMT1 methylates FUS protein. To further confirm which type I PRMTs is 

responsible for the methylation of FUS in the neurons, I need knockdown/knockout experiments 

of PRMTs using primary cultured neurons.  

It is unclear why UMA-FUS specifically deposits in the neurons of FTLD-FUS patients. 

One possibility is the dysfunction of PRMT1 or other PRMTs to induce UMA-FUS. Arginine 

methylation is mainly observed on several RNA-binding proteins and histones, and involved in 

the regulation of DNA/RNA processing or epigenetic regulation (Nicholson et al., 2009). There 

is a report that mutation in PRMT1 gene was not observed in FTLD-FUS patients (Ravenscroft et 

al., 2013). And there is no report about PRMT1 expression in the brains of FTLD. Another 

possibility is the accumulation of FUS proteins. In my CRY2-FUS experiments, it is revealed that 

oligomerization can be a trigger of increasing UMA-FUS. It is still unknown which is happened 

the first, unmethylation or oligomerization. It is interesting what the first trigger of unmethylation 

of FUS is.      

 

  

4.3 molecular species of FUS for the interneuronal transmission 

In this study, I found that AdOx treatment significantly increased the level of UMA-

FUS, the formation of trans-type FUS oligomers, and the cell-to-cell transmission. In addition, I 

found that the RA495-503 mutation of FUS significantly decreased the level of trans-type 

oligomer formation of FUS, and reduced the cell-to-cell or interneuronal transmission. These data 

strongly suggest that UMA-FUS and/or trans-type FUS oligomers may be the responsible 
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molecular species for the cell-to-cell transmission of FUS.  

Here, endogenous FUS or LgBiT-FUS was detected in the culture media of HEK293 

cells or LgBiT-FUS stable cells. These data suggest that FUS is released. Because the bands 

corresponding to the endogenous FUS or LgBiT-FUS in culture media migrated at the similar size 

as a full-length endogenous FUS or LgBiT-FUS, respectively, in cell lysate in SDS-PAGE, it 

seemed full-length FUS may be released. In the FUS transmisson sensor cells, I measured the 

luminescence emitted from reconstituted NanoLuc by the self-assembly of FUS, so it is expected 

that FUS formed dimers or multimers in the cells to which it was transmitted or in the culture 

supernatant. To further elucidate the detailed molecular species of FUS for the cell-to-cell 

transmission, I would like to conduct biochemical experiments using a gel filtration column to 

examine what size FUS is released and incorporated. 

In the primary cultured neuron infected AAV9-FUS, the transmitted FUS was mainly 

localized in the nucleus, on the other hand, in the recipient neurons in the AAV9-FUS-infected 

mice, the transmitted FUS was observed to be localized in the cytoplasm. To understand the 

difference of the subcellular localization of FUS between these models, I need further studies to 

determine the molecule species of FUS for the interneuronal transmission in both models. This 

will give us a hint in that the formation of FUS positive cytoplasmic inclusions in the brains of 

FUS proteinopathies. 

 

 

4.4 two type oligomers of FUS 

   Recently, it has been reported that the cations of arginine residues at the carboxy-

terminal RGG domain interacts with the aromatic rings of tyrosine residue at the amino terminal 

LC domain in a cation-π interaction, resulting in liquid-liquid phase separation of FUS (Qamar et 

al., 2018). In this study, PLA analyses showed the existence of trans-type FUS oligomers in 

HEK293 cells presumably by the interaction between amino terminal LC domain and carboxy-

terminal RGG domain. Upon my findings that the increases of the levels of UMA-FUS and trans-

type FUS oligomers enhanced the cell-to-cell transmission of FUS, these results suggest that the 

intermolecular binding of FUS by cation-π interaction between carboxy-terminal unmethylated 

arginine residues such as Arg495, Arg498, and Arg503 and amino-terminal tyrosine residues in 

LC domain, may be involved in the liquid-liquid phase separation and intercellular transmission 

of FUS.  

Previously, my research group identified that the self-assembly of FUS through the LC 

domain is necessary for the neurodegeneration induced by FUS in the retina of Drosophila 

melanogaster (Matsumoto, Watanabe et al., 2018). In vitro biochemical studies revealed that LC 

domain of FUS is sufficient for the fibril formation (Kato et al., 2012; Han et al., 2012; Hughes 
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et al., 2018). In this study, using BiLC technique that can measure the cis-type FUS oligomers by 

the interaction through its LC domain, I found that fALS-linked P525L mutation significantly 

increased the formation of cis-type FUS oligomers independent from AdOx-mediated arginine 

unmethylation, whereas P525L mutation significantly decreased the cell-to-cell transmission. I 

also found that overexpression of PRMT1 in the retina of FUS transgenic flies did not change the 

neurotoxicity. These data suggest that cis-type FUS oligomers through its LC-domain may be 

involved in the fibril formation and neurotoxicity independent from unmethylation of arginine 

residues in RGG domain and that trans-type FUS oligomers may not be involved in the 

neurotoxicity. In the future, using FUS transmission sensor cells and PLA method, I will 

investigate the relationship between trans-type FUS oligomers and cis-type FUS oligomers in 

more detail. I would like to elucidate the relationship between interneuronal transmission and 

neuronal damage occurred with FUS by using the AAV9-FUS experimental system to clarify the 

role of FUS interneuronal transmission in pathological progression. 

 

4.5 Involvement of Arg495, Arg498, and Arg503 of FUS in the cell-to-cell transmission 

In this study, it was found that the substitution of Arg495, Arg498, and Arg503 to Ala of 

FUS significantly reduced the intercellular or interneuronal transmission. Arginine residue has 

positive charge on nitrogen of its side chain, and the positive charge is hidden by methyl groups. 

When arginine is replaced to alanine, the positive charge is diminished. I also found that the 

RA495-503 mutation significantly decreased in the level of trans-type oligomer formation of FUS, 

suggesting that these Arg495, 498, and 503 have an important role in the interaction with tyrosine 

residues of amino-terminus of FUS to form the trans-type FUS oligomers.  

In the arginine mutation analyses, I found that FUS RA213-359 mutant also 

significantly decreased the cell-to-cell transmission of FUS without any changes in the ability of 

self-assembly as well as FUS RA495-503 mutant. Because the 213-359 region of FUS is 

important in the RNA-binding of FUS, I have ruled out this mutant in this study, I will further 

analyses of the formation of trans-type FUS oligomers and interneuronal transmission of FUS 

RA213-359 mutant.  

I also found that FUS RA370-491 or RA514-518 mutant significantly decreased the 

level of self-assembly of FUS, and RA495-526 or RA521-524 significantly increased the level of 

self-assembly of FUS. This may suggest that these arginine residues are involved in the self-

assembly of FUS, especially cis-type oligomer. It is also possible that these mutation may affect 

the subcellular localization of FUS in cytoplasm from in nucleus. 
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4.6 difficulties in this study  

  We have established the quantitative assay for oligomerization or transmission of FUS 

by BiLC technique. However, only cis-type oligomerization was measured by this assay, because 

split-luciferases (LgBiT- or SmBiT-) were fused to N-terminus of FUS. C-terminal end of FUS 

has nuclear localization signal, thus the fusion of split-luciferase tag to C-terminus of FUS may 

impede the subcellular localization of FUS into cytoplasm. I will analyze the formation of cis-

type FUS oligomers by PLA method as well as trans-type FUS oligomers I have shown in study. 

  At this time, PLA method was utilized to detect trans-type FUS oligomers. Considering 

the results based on the principle of this method, fluorescent dots were observed when two 

molecules came close within 40 nm. Thus, it is possible to think that PLA dots in HEK293 cells 

using anti-N-terminal region of FUS and C-terminal region of FUS antibodies come from not 

only intermolecular interaction of FUS, but also innermolecular interactions of FUS. I will further 

analyze whether FUS forms dimers or multimers using biochemical techniques.    

In the CRY2-FUS model, I have observed the UMA-FUS accumulation in HEK293 cells 

under blue light stimulation, however, it cannot be denied that CRY2-mcherry tag will affect some 

characteristics of FUS due to its fusion to N-terminal of FUS. Also, in this system, it is considered 

that cis-type oligomer was only produced by light stimulation. Thus, it is still unknown whether 

trans-type oligomers induce UMA-FUS. I will further investigate whether RA495-503 mutant 

affects the UMA-FUS accumulation using CRY2-FUS system. 

 

  

4.7 Strategy for therapeutic method based on cell-to-cell transmission of FUS 

  In this study I have developed AAV9-FUS system to visualize the 

interneuronal transmission of FUS, and FUS transmission sensor cells to quantify the intercellular 

transmission of FUS. These methods revealed the increase of UMA-FUS can enhance the trans-

type oligomerization of FUS and promote cell-to-cell transmission, and are useful for the drug 

discovery for FUS proteinopathies. Now, I am considering there can be 3 targets against 

progression of FUS pathology below. 

 

1. Promoting the methylation of FUS 

2. Inhibition of the formation of trans-type FUS oligomers 

3. Decomposition of UMA-FUS in recipient neurons 

 

Needless to say, it is still controversial for UMA-FUS to cause neurotoxicity. To 

investigate the effect of UMA-FUS in the neurotoxicity, Drosophila model expressing PRMT1 

and FUS was utilized at this time. As a result, overexpression of PRMT1 did not rescue the 
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neurotoxicity caused by FUS, whereas the level of UMA-FUS was decreased. To further 

analyze the effects of UMA-FUS in the transmission and neurotoxicity of FUS, I am currently 

studying them using AAV9-FUS infected mouse model. 

       

 

4.8 Conclusion 

In this study, AAV9-FUS infected mice exhibited the cytoplasmic localization of UMA-

FUS in the recipient neurons, indicating that the involvement of arginine unmethylation of FUS 

in the interneuronal transmission of FUS. Using FUS transmission sensor cells and PLA method, 

I found that unmethylation of arginine residues of the RGG region of FUS, especially Arg495, 

498, and 50,3 induced the interaction with LC domain of FUS, inducing the cell-to-cell 

transmission of FUS. Furthermore, I also found that oligomerization of FUS increased the level 

of UMA-FUS. This vicious cycle may be involved in the development of pathology in FUS 

proteinopathies.   

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



38 

 

  



39 

 

 

 

 

 



40 

 

 

 

 

 

 

 

 



41 

 

 

 

 

 

 



42 

 

 

 

 

 



43 

 

 

 

 

 

 

 



44 

 

 

 

 

 

 

 

 



45 

 

 

 

 

 

 

 



46 

 

 

 

 

 

 

 

 



47 

 

 

 

 

 

 



48 

 

 

 

 

 



49 

 

 

 

 



50 

 

 

 

 

 



51 

 

 

 

 



52 

 

 

 



53 

 

 

 

 



54 

 

 

 

 

 



55 

 

 

 

 



56 

 

 

 



57 

 

 

 

 

 

 

 



58 

 

 

 

 



59 

 

 

 

 



60 

 

 

 

 

 



61 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



62 

 

 



63 

 

 

 

 

 

 



64 

 

 

 

 

 



65 

 

 

 



66 

 

 

 

 



67 

 

 

 

 

 

 

 



68 

 

 

 

 

 

 



69 

 

 

 

 

 

 

 

 



70 

 

 

 

 



71 

 

 

 

 

 

 

 

 

 

 



72 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



73 

 

§6 References 

 

 Aboul-Ela, F., "Strategies for the design of RNA-binding small molecules", FUTURE 

MEDICINAL CHEMISTRY, vol. 2, no. 1, (2010) pp. 93-119. 

 Abrahamsen, H. & Stenmark, H., "Protein Secretion: Unconventional Exit by Exophagy", 

Current Biology, vol. 20, no. 9, (2010), pp. R415-R418. 

 Aguzzi, A., Heikenwalder, M. & Polymenidou, M. 2007, "Mechanisms of disease - Insights into 

prion strains and neurotoxicity", NATURE REVIEWS MOLECULAR CELL BIOLOGY, vol. 8, 

no. 7, pp. 552-561.  

 Akhmedov, Alexandre, et al. "Male Sterility and Enhanced Radiation Sensitivity in TLS −/− 

Mice." The EMBO journal 19.3 (2000): 453-62.  

 Alvarez-Erviti, L., Seow, Y., Schapira, A.H., Gardiner, C., Sargent, I.L., Wood, M.J.A. & Cooper, 

J.M., "Lysosomal dysfunction increases exosome-mediated alpha-synuclein release and 

transmission", Neurobiology of disease, vol. 42, no. 3, (2011), pp. 360-367. 

 Andersson, M.K., Ståhlberg, A., Arvidsson, Y., Olofsson, A., Semb, H., Stenman, G., Nilsson, O., 

Aman, P., Stem Cell Center, Stamcellscentrum (SCC), Lunds universitet & Lund University, "The 

multifunctional FUS, EWS and TAF15 proto-oncoproteins show cell type-specific expression 

patterns and involvement in cell spreading and stress response", BMC cell biology, vol. 9, no. 1, 

(2008) pp. 37-37.  

 Andrei, C., Dazzi, C., Lotti, L., Torrisi, M., Chimini, G. & Rubartelli, A., "The secretory route of 

the leaderless protein interleukin 1 beta involves exocytosis of endolysosome-related vesicles", 

Molecular biology of the cell, vol. 10, no. 5, (1999), pp. 1463-1475 

 Arai, T., "Significance and limitation of the pathological classification of TDP ‐ 43 

proteinopathy", Neuropathology, vol. 34, no. 6, (2014) pp. 578-588.  

 Armstrong, G. & Drapeau, P. 2013, "Loss and gain of FUS function impair neuromuscular 

synaptic transmission in a genetic model of ALS", Human molecular genetics, vol. 22, no. 21, pp. 

4282-4292.  

 Avila, J., de Barreda, E. G., Fuster-Matanzo, A., Simón, D., Llorens-Martín, M., Engel, T., Lucas, 

J. J., Díaz-Hernández, M., & Hernández, F. (2012). Looking for novel functions of tau. 

Biochemical Society transactions, 40(4), 653–655. https://doi.org/10.1042/BST20120006 

 Baba, M., Nakajo, S., Tu, P. & Tomita, T., "Aggregation of (Alpha-synuclein) in lewy bodies of 

sporadic Parkinson's disease and dementia with lewy bodies", The American Journal of Pathology, 

vol. 152, no. 4, (1998) pp. 879. 



74 

 

 Babcock, Daniel T., and Barry Ganetzky. "Transcellular Spreading of Huntingtin Aggregates in 

the Drosophila Brain." Proceedings of the National Academy of Sciences 112.39 (2015): E5427-

33.   

 Baietti, MF, Zhang,Z., Mortier,E.,Melchior,A.,Degeest,G.,Geeraerts,A., 

Ivarsson,Y.,Depoortere,F., Coomans,C., Vermeiren,E., Zimmermann,P., David,G. . "Syndecan-

Syntenin-ALIX Regulates the Biogenesis of Exosomes." Nature cell biology 14.7 (2012): 677-

85.   

 Baechtold, H., Kuroda, M., Sok, J., Ron, D., Lopez, B.S. & Akhmedov, A.T., "Human 75-kDa 

DNA-pairing Protein Is Identical to the Pro-oncoprotein TLS/FUS and Is Able to Promote D-

loop Formation", Journal of Biological Chemistry, vol. 274, no. 48, (1999) pp. 34337-34342. 

 Bertolotti, A., Lutz, Y., Heard, D.J., Chambon, P. & Tora, L., "hTAF(II)68, a novel 

RNA/ssDNA‐binding protein with homology to the pro‐oncoproteins TLS/FUS and EWS is 

associated with both TFIID and RNA polymerase II", The EMBO journal, vol. 15, no. 18, (1996), 

pp. 5022-5031. 

 Bertrand, P., Akhmedov, A., Delacote, F., Durrbach, A. & Lopez, B., "Human POMp75 is 

identified as the pro-oncoprotein TLS/FUS: both POMp75 and POMp100 DNA homologous 

pairing activities are associated to cell proliferation", Oncogene, vol. 18, no. 31, (1999),pp. 4515-

4521. 

 Blaschuk, O., Burdzy, K. & Fritz, I.B. (1983), "Purification and characterization of a cell-

aggregating factor (clusterin), the major glycoprotein in ram rete testis fluid", Journal of 

Biological Chemistry, vol. 258, no. 12, pp. 7714. 

 Braak, H., & Braak, E. (1991). Neuropathological stageing of Alzheimer-related changes. Acta 

neuropathologica, 82(4), 239–259. https://doi.org/10.1007/BF00308809 

 Braak, H., Brettschneider,J.,Ludolph,AC, Lee,VM, Trojanowski,JQ, Del Tredici,K.. 

"Amyotrophic Lateral Sclerosis-a Model of Corticofugal Axonal Spread." NATURE REVIEWS 

NEUROLOGY 9.12 (2013): 708-14.  

 Brand, A.H. & Perrimon, N., "Targeted gene expression as a means of altering cell fates and 

generating dominant phenotypes", Development, vol. 118, no. 2, (1993) pp. 401-415. 

 Buratti, E., "Functional Significance of TDP-43 Mutations in Disease" in ELSEVIER 

ACADEMIC PRESS INC, SAN DIEGO, (2015), pp. 1-53. 

 Buratti, E. & Baralle, F., "Characterization and functional implications of the RNA binding 

properties of nuclear factor TDP-43, a novel splicing regulator of CFTR exon 9", Journal of 

Biological Chemistry, vol. 276, no. 39, (2001), pp. 36337-36343. 

 Burrell, James R., Halliday,Glenda M., Kril,Jillian J., Ittner,Lars M., Götz,Jürgen, 

Kiernan,Matthew C., Hodges,John R.. "The Frontotemporal Dementia-Motor Neuron Disease 

Continuum." The Lancet 388.10047 (2016): 919-31.  



75 

 

 Buschiazzo, Jorgelina, Ida C. Bonini, and Telma S. Alonso. "Inhibition of Bufo Arenarum Oocyte 

Maturation Induced by Cholesterol Depletion by Methyl-β-Cyclodextrin. Role of Low-Density 

Caveolae-Like Membranes." BBA - Biomembranes 1778.6 (2008): 1398-406.  

  Büeler, H., Moser, M. & Oesch, B., "An anti-prion protein?", Nature, vol. 362, no. 6417, (1993), 

pp. 213-214. 

 Buzas, E., Gyorgy, B., Nagy, G., Falus, A. & Gay, S., "Emerging role of extracellular vesicles in 

inflammatory diseases", NATURE REVIEWS RHEUMATOLOGY, vol. 10, no. 6, (2014) pp. 

356-364. 

 "Calpain-Dependent Disruption of Nucleo-Cytoplasmic Transport in ALS Motor Neurons." 

Scientific Reports Online Edition 7 (2017) 

 Caughey, B., "In vitro expression and biosynthesis of prion protein", Current topics in 

microbiology and immunology, vol. 172, (1991), pp. 93.  

 Cheong, Jit Kong, and David M. Virshup. "Casein Kinase 1: Complexity in the Family." 

International Journal of Biochemistry and Cell Biology 43.4 (2011): 465-9.  

 Chen, X., Fan, C., Su, L., Zhao, B. & Miao, J. "A synthesized butyrolactone derivative in 

combination with chloroquine can inhibit cancer cell growth and lysosome vacuolation induced 

by chloroquine in A549 lung cancer cells", RSC ADVANCES, vol. 6, no. 59, (2016) ,pp. 54099-

54101. 

 Clavaguera, F., Stalder, A.K., Beibel, M., Frank, S., Fraser, G., Abramowski, D., Goedert, M., 

Staufenbiel, M., Probst, A., Bolmont, T., Crowther, R.A., Jucker, M. & Tolnay, M. "Transmission 

and spreading of tauopathy in transgenic mouse brain", Nature cell biology, (2009), vol. 11, no. 

7, pp. 909-913. 

 Crow, T.J., Ott, J., Baker, H.F., Terwilliger, J.D., Hsiao, K., Poulter, M., Westaway, D., Owen, 

F. & Prusiner, S.B., "Linkage of a prion protein missense variant to Gerstmann-Sträussler 

syndrome", Nature, vol. 338, no. 6213, (1989) pp. 342-345. 

 Crozat, A., Aman, P., Mandahl, N., & Ron, D. (1993). Fusion of CHOP to a novel RNA-binding 

protein in human myxoid liposarcoma. Nature, 363(6430), 640–644. 

https://doi.org/10.1038/363640a0 

 Da Cruz, S. & Cleveland, D., "Understanding the role of TDP-43 and FUS/TLS in ALS and 

beyond", Current opinion in neurobiology, vol. 21, no. 6, (2011) pp. 904-919. 

 Daigle, J. Gavin, Krishnamurthy,Karthik, Ramesh,Nandini, Casci,Ian, Monaghan,John, 

McAvoy,Kevin, Godfrey,Earl W., Daniel,Dianne C., Johnson,Edward M., Monahan,Zachary, 

Shewmaker,Frank, Pasinelli,Piera, Pandey,Udai Bhan. "Pur-Alpha Regulates Cytoplasmic Stress 

Granule Dynamics and Ameliorates FUS Toxicity." Acta Neuropathologica 131.4 (2016): 605-

20.   



76 

 

 Danzer, KM, Ruf,WP, Putcha,P., Joyner,D., Hashimoto,T., Glabe,C., Hyman,BT, McLean,PJ. 

"Heat-Shock Protein 70 Modulates Toxic Extracellular Alpha-Synuclein Oligomers and Rescues 

Trans-Synaptic Toxicity." FASEB JOURNAL 25.1 (2011): 326-36.   

 Dasgupta, S., Castro,LM, Dulman,R., Yang,CY, Schmidt,M., Ferro,ES, Fricker,LD. "Proteasome 

Inhibitors Alter Levels of Intracellular Peptides in HEK293T and SH-SY5Y Cells." PLOS ONE 

9.7 (2014): e103604.   

 Deng, H., K. Gao, and J. Jankovic. "The Role of FUS Gene Variants in Neurodegenerative 

Diseases." NATURE REVIEWS NEUROLOGY 10.6 (2014): 337-48.  

 Desplats, P., Lee, H., Bae, E., Patrick, C., Rockenstein, E., Crews, L., Spencer, B., Masliah, E. 

& Lee, S., "Inclusion formation and neuronal cell death through neuron-to-neuron transmission 

of alpha-synuclein (vol 106, pg 13010, 2009)", Proceedings of the National Academy of Sciences 

of the United States of America, vol. 106, no. 41, (2009), pp. 17606-17606. 

 Devoy, A., Jaeger, J., Park, H., Acevedo-Arozena, A. & Fisher, E., "Using human frameshift 

mutations to dissect the pathobiology of ALS", SPRINGER, DORDRECHT, (2016) pp. 229. 

 Ding, XB, Ma,MM, Teng,JF, Teng,RKF, Zhou,S., Yin,JZ, Fonkem,E., Huang,JH, Wu,EX, 

nasore,XJ . "Exposure to ALS-FTD-CSF Generates TDP-43 Aggregates in Glioblastoma Cells 

through Exosomes and TNTs-Like Structure." ONCOTARGET 6.27 (2015): 24178-91.  

 Doi, Hiroshi, Koyano,Shigeru, Suzuki,Yume, Nukina,Nobuyuki, Kuroiwa,Yoshiyuki . "The 

RNA-Binding Protein FUS/TLS is a Common Aggregate-Interacting Protein in Polyglutamine 

Diseases." Neuroscience research 66.1 (2010): 131-3.  

 Doi, Hiroshi, Okamura,Kazumasa, Bauer,Peter O., Furukawa,Yoshiaki, Shimizu,Hideaki, 

Kurosawa,Masaru, Machida,Yoko, Miyazaki,Haruko, Mitsui,Kenichi, Kuroiwa,Yoshiyuki, 

Nukina,Nobuyuki. "RNA-Binding Protein TLS is a Major Nuclear Aggregate-Interacting Protein 

in Huntingtin Exon 1 with Expanded Polyglutamine-Expressing Cells." Journal of Biological 

Chemistry 283.10 (2008): 6489-500.  

 Dormann, Dorothee, Madl,Tobias,Valori,Chiara F., Bentmann,Eva, Tahirovic,Sabina, Abou‐

Ajram,Claudia, Kremmer,Elisabeth, Ansorge,Olaf, Mackenzie,Ian R A., Neumann,Manuela, 

Haass,Christian. "Arginine Methylation Next to the PY‐NLS Modulates Transportin Binding and 

Nuclear Import of FUS." The EMBO journal 31.22 (2012): 4258-75.  

 Efimova, AD, Ovchinnikov,RK, Roman,AY, Maltsev,AV, Grigoriev,VV, Kovrazhkina,EA, 

Skvortsova,VI. "The FUS Protein: Physiological Functions and a Role in Amyotrophic Lateral 

Sclerosis." Molecular biology 51.3 (2017): 341-51.  

 Ejlerskov, P., Rasmussen, I., Nielsen, T., Bergstrom, A., Tohyama, Y., Jensen, P. & Vilhardt, F., 

"Tubulin Polymerization-promoting Protein (TPPP/p25 alpha) Promotes Unconventional 

Secretion of alpha-Synuclein through Exophagy by Impairing Autophagosome-Lysosome 

Fusion", Journal of Biological Chemistry, vol. 288, no. 24, (2013), pp. 17313-17335. 



77 

 

 Emmanouilidou, E., Stefanis, L. & Vekrellis, K., "Cell-produced α-synuclein oligomers are 

targeted to, and impair, the 26S proteasome", Neurobiology of aging, vol. 31, no. 6, (2010), pp. 

953-968. 

 Feiler, MS, Strobel,B., Freischmidt,A., Helferich,AM, Kappel,J., Brewer,BM, Li,D., Thal,DR, 

Walther,P., Ludolph,AC, Danzer,KM, Weishaupt,JH. "TDP-43 is Intercellularly Transmitted 

Across Axon Terminals." JOURNAL OF CELL BIOLOGY 211.4 (2015): 897-911.  

 Fontaine, Sarah N., Zheng,Dali, Sabbagh,Jonathan J., Martin,Mackenzie D., Chaput,Dale, 

Darshe,April, Trotter,Justin H., Stothert,Andrew R., Nordhues,Bryce A., Lussier,April, 

Baker,Jeremy, Shelton,Lindsey, Kahn,Mahnoor, Blair,Laura J., Stevens,Stanley M., 

Dickey,Chad A. . "DnaJ/Hsc70 Chaperone Complexes Control the Extracellular Release of 

neurodegenerative‐associated Proteins." The EMBO journal (2016) 

 Frost, B., Jacks, R.L. & Diamond, M.I., "Propagation of Tau Misfolding from the Outside to the 

Inside of a Cell", Journal of Biological Chemistry, vol. 284, no. 19, (2009), pp. 12845-12852. 

 Fujii, R., & Takumi, T. (2005). TLS facilitates transport of mRNA encoding an actin-stabilizing 

protein to dendritic spines. Journal of cell science, 118(Pt 24), 5755–5765. 

https://doi.org/10.1242/jcs.02692tshi 

 Fujioka, Y., Ishigaki, S., Masuda, A., Iguchi, Y., Udagawa, T., Watanabe, H., Katsuno, M., Ohno, 

K. & Sobue, G., "FUS-regulated region- and cell-type-specific transcriptome is associated with 

cell selectivity in ALS/FTLD", SCIENTIFIC REPORTS, vol. 3, (2013), pp. 2388. 

 Gao, XC, Carroni,M., Nussbaum-Krammer,C., Mogk,A., Nillegoda,NB, Szlachcic,A., 

Guilbride,DL, Saibil,HR, Mayer,MP, Bukau,B.. "Human Hsp70 Disaggregase Reverses 

Parkinson's-Linked Alpha-Synuclein Amyloid Fibrils." Molecular cell 59.5 (2015): 781-93.  

 Gary, J. D., Lin, W. J., Yang, M. C., Herschman, H. R., & Clarke, S. (1996). The predominant 

protein-arginine methyltransferase from Saccharomyces cerevisiae. The Journal of biological 

chemistry, 271(21), 12585–12594. https://doi.org/10.1074/jbc.271.21.12585 

 Gitler, AD. "TDP-43 and FUS/TLS Yield a Target-Rich Haul in ALS." Nature neuroscience 

15.11 (2012): 1467-9.  

 Gitcho, M. A., Baloh, R. H., Chakraverty, S., Mayo, K., Norton, J. B., Levitch, D., Hatanpaa, K. 

J., White, C. L., 3rd, Bigio, E. H., Caselli, R., Baker, M., Al-Lozi, M. T., Morris, J. C., Pestronk, 

A., Rademakers, R., Goate, A. M., & Cairns, N. J. (2008). TDP-43 A315T mutation in familial 

motor neuron disease. Annals of neurology, 63(4), 535–538. https://doi.org/10.1002/ana.21344 

 Goedert, M., Clavaguera, F. & Tolnay, M., "The propagation of prion-like protein inclusions in 

neurodegenerative diseases", Trends in neurosciences, vol. 33, no. 7, (2010) pp. 317-325.  

 Grad, L.I. & Cashman, N.R., "Prion-like activity of Cu/Zn superoxide dismutase: Implications 

for amyotrophic lateral sclerosis", Prion, vol. 8, no. 1, (2014), pp. 33-41. 

 Grimmer, S., van Deurs, B. & Sandvig, K., "Membrane ruffling and macropinocytosis in A431 



78 

 

cells require cholesterol", Journal of cell science, vol. 115, no. 14, (2002), pp. 2953-2962. 

 Guerrero, EN, Wang,HB, Mitra,J., Hegde,PM, Stowell,SE, Liachko,NF, Kraemer,BC, 

Garruto,RM, Rao,KS, Hegde,ML . "TDP-43/FUS in Motor Neuron Disease: Complexity and 

Challenges." Progress in neurobiology 145 (2016): 78-97.   

 Guo, H., Johnson, H., Randolph, M., Lee, I. & Pierce, M., "Knockdown of GnT-Va expression 

inhibits ligand-induced downregulation of the epidermal growth factor receptor and intracellular 

signaling by inhibiting receptor endocytosis", Glycobiology, vol. 19, no. 5, (2009), pp. 547-559. 

 Guo, J. & Lee, V., "Cell-to-cell transmission of pathogenic proteins in neurodegenerative 

diseases", Nature medicine, vol. 20, no. 2, (2014), pp. 130-138. 

 Han, TNW, Kato,M., Xie,SH, Wu,LC, Mirzaei,H., Pei,JM, Chen,M., Xie,Y., Allen,J., Xiao,GH, 

McKnight,SL. "Cell-Free Formation of RNA Granules: Bound RNAs Identify Features and 

Components of Cellular Assemblies." Cell 149.4 (2012): 768-79.   

 Hasegawa, M., Arai, T., Nonaka, T., Kametani, F., Yoshida, M., Hashizume, Y., Beach, T. G., 

Morita, M., Nakano, I., Oda, T., Tsuchiya, K., & Akiyama, H. (2008). Rinsho shinkeigaku = 

Clinical neurology, 48(11), 994–997. https://doi.org/10.5692/clinicalneurol.48.994 

 Hasegawa, Haruki, Woods,Christopher E., Kinderman,Francis, He,Feng, Lim,Ai Ching . 

"Russell Body Phenotype is Preferentially Induced by IgG mAb Clones with High Intrinsic 

Condensation Propensity: Relations between the Biosynthetic Events in the ER and Solution 

Behaviors in Vitro." mAbs 6.6 (2014): 1518-32.  

 Hallier, M., Lerga, A., Barnache, S., Tavitian, A. & Moreau-Gachelin, F., "The Transcription 

Factor Spi-1/PU.1 Interacts with the Potential Splicing Factor TLS", Journal of Biological 

Chemistry, vol. 273, no. 9, (1998), pp. 4838-4842.  

 Hansen, C., Li, J., Neural plasticitet och reparation, Institutionen för experimentell medicinsk 

vetenskap,Lund, Molekylär neurobiologi, Department of Experimental Medical Science, Neural 

Plasticity and Repair, Lunds universitet, Lund University & Molecular Neurobiology, "Beyond 

alpha-synuclein transfer: pathology propagation in Parkinson's disease", Trends in molecular 

medicine, vol. 18, no. 5, (2012), pp. 248-255. 

 Hicks, G. G., Singh, N., Nashabi, A., Mai, S., Bozek, G., Klewes, L., Arapovic, D., White, E. K., 

Koury, M. J., Oltz, E. M., Van Kaer, L., & Ruley, H. E. (2000). Fus deficiency in mice results in 

defective B-lymphocyte development and activation, high levels of chromosomal instability and 

perinatal death. Nature genetics, 24(2), 175–179. https://doi.org/10.1038/72842 

 Hirayanagi, K., Sato, M., Furuta, N., Makioka, K. & Ikeda, Y., "Juvenile-onset Sporadic 

Amyotrophic Lateral Sclerosis with a Frameshift FUS Gene Mutation Presenting Unique 

Neuroradiological Findings and Cognitive Impairment", Internal Medicine, vol. 55, no. 6, (2016) 

pp. 689-693. 



79 

 

 Hock, Eva‐Maria, and Magdalini Polymenidou. "Prion‐like Propagation as a Pathogenic 

Principle in Frontotemporal Dementia." Journal of neurochemistry 138.S1 (2016): 163-83.  

 Holehouse, AS, and RV Pappu. "FUS Zigzags its Way to Cross Beta." Cell 171.3 (2017): 499-

500.  

 Holmes, B. B., & Diamond, M. I. (2014). Prion-like properties of Tau protein: the importance of 

extracellular Tau as a therapeutic target. The Journal of biological chemistry, 289(29), 19855–

19861. https://doi.org/10.1074/jbc.R114.549295 

 Hsiao, K., Baker, H. F., Crow, T. J., Poulter, M., Owen, F., Terwilliger, J. D., Westaway, D., Ott, 

J., & Prusiner, S. B. (1989). Linkage of a prion protein missense variant to Gerstmann-Sträussler 

syndrome. Nature, 338(6213), 342–345. https://doi.org/10.1038/338342a0 

 Huang C, Zhou H, Tong J, et al. FUS transgenic rats develop the phenotypes of amyotrophic 

lateral sclerosis and frontotemporal lobar degeneration. PLoS Genet. 2011;7(3):e1002011. 

doi:10.1371/journal.pgen.1002011 

 Huang, C., Tong, J., Bi, F., Wu, Q., Huang, B., Zhou, H. & Xia, X., "Entorhinal cortical neurons 

are the primary targets of FUS mislocalization and ubiquitin aggregation in FUS transgenic rats", 

Human molecular genetics, vol. 21, no. 21, (2012), pp. 4602-4614. 

 Iko, Y., Kodama, T.S., Kasai, N., Oyama, T., Morita, E.H., Muto, T., Okumura, M., Fujii, R., 

Takumi, T., Tate, S. & Morikawa, K., "Domain Architectures and Characterization of an RNA-

binding Protein, TLS", Journal of Biological Chemistry, vol. 279, no. 43, (2004)pp. 44834-44840. 

 Iguchi, Y., Eid,L., Parent,M., Soucy,G., Bareil,C., Riku,Y., Kawai,K., Takagi,S., Yoshida,M., 

Katsuno,M., Sobue,G., Julien,JP. "Exosome Secretion is a Key Pathway for Clearance of 

Pathological TDP-43." BRAIN 139.12 (2016): 3187-201.  

 Ihara, R., Matsukawa,K., Nagata,Y., Kunugi,H., Tsuji,S., Chihara,T., Kuranaga,E., Miura,M., 

Wakabayashi,T., Hashimoto,T., Iwatsubo,T.. "RNA Binding Mediates Neurotoxicity in the 

Transgenic Drosophila Model of TDP-43 Proteinopathy." Human molecular genetics 22.22 

(2013): 4474-84.  

 Irwin, D. J., McMillan, C. T., Brettschneider, J., Libon, D. J., Powers, J., Rascovsky, K., Toledo, 

J. B., Boller, A., Bekisz, J., Chandrasekaran, K., Wood, E. M., Shaw, L. M., Woo, J. H., Cook, 

P. A., Wolk, D. A., Arnold, S. E., Van Deerlin, V. M., McCluskey, L. F., Elman, L., Lee, V. M., 

… Grossman, M. (2013). Cognitive decline and reduced survival in C9orf72 expansion 

frontotemporal degeneration and amyotrophic lateral sclerosis. Journal of neurology, 

neurosurgery, and psychiatry, 84(2), 163–169. https://doi.org/10.1136/jnnp-2012-303507 

 Ishihara, Tomohiko, Ariizumi,Yuko, Shiga,Atsushi, Yokoseki,Akio, Sato,Tatsuya, 

Toyoshima,Yasuko, Kakita,Akiyoshi, Takahashi,Hitoshi, Nishizawa,Masatoyo, Onodera,Osamu. 

"FTLD/ALS as TDP-43 Proteinopathies." Rinshō shinkeigaku = Clinical neurology 50.11 

(2010): 1022.   

https://doi.org/10.1074/jbc.R114.549295


80 

 

 Ishigaki, S., Masuda, A., Fujioka, Y., Iguchi, Y., Katsuno, M., Shibata, A., Urano, F., Sobue, G. 

& Ohno, K., "Position-dependent FUS-RNA interactions regulate alternative splicing events and 

transcriptions", SCIENTIFIC REPORTS, vol. 2, (2012), pp. 529. 

 Ito, Yasushi, Ofengeim,Dimitry, Najafov,Ayaz, Das,Sudeshna, Saberi,Shahram, Li,Ying, 

Hitomi,Junichi, Zhu,Hong, Chen,Hongbo, Mayo,Lior, Geng,Jiefei, Amin,Palak, DeWitt,Judy 

Park, Mookhtiar,Adnan Kasim, Florez,Marcus, Ouchida,Amanda Tomie, Fan,Jian-bing, 

Pasparakis,Manolis, Kelliher,Michelle A., Ravits,John, Yuan,Junying . "RIPK1 Mediates Axonal 

Degeneration by Promoting Inflammation and Necroptosis in ALS." Science 353.6299 (2016): 

603-8.  

 Jacobsson, J., Jonsson, P., Andersen, P., Forsgren, L., Marklund, S., Klinisk kemi, Institutionen 

för farmakologi och klinisk neurovetenskap, Medicinska fakulteten, Umeå universitet & 

Institutionen för medicinsk biovetenskap, "Superoxide dismutase in CSF from amyotrophic 

lateral sclerosis patients with and without CuZn-superoxide dismutase mutations", BRAIN, vol. 

124, no. Pt 7, (2001), pp. 1461-1466. 

 Jarrett, J. T., & Lansbury, P. T., Jr (1993). Seeding "one-dimensional crystallization" of amyloid: 

a pathogenic mechanism in Alzheimer's disease and scrapie?. Cell, 73(6), 1055–1058. 

https://doi.org/10.1016/0092-8674(93)90635-4 

 Jaunmuktane, Z., Mead, S., Ellis, M., Wadsworth, J.D.F., Nicoll, A.J., Kenny, J., Launchbury, F., 

Linehan, J., Richard-Loendt, A., Walker, A.S., Rudge, P., Collinge, J. & Brandner, S., "Evidence 

for human transmission of amyloid-[beta] pathology and cerebral amyloid angiopathy", Nature, 

vol. 525, no. 7568, (2015) pp. 247. 

 Ju, SL, Tardiff,DF, Han,HS, Divya,K., Zhong,Q., Maquat,LE, Bosco,DA, Hayward,LJ, 

Brown,RH, Lindquist,S., Ringe,D., Petsko,GA. "A Yeast Model of FUS/TLS-Dependent 

Cytotoxicity." PLOS BIOLOGY 9.4 (2011): e1001052.  

 Kabashi, E., Agar, J., Hong, Y., Taylor, D., Minotti, S., Figlewicz, D. & Durham, H., 

"Proteasomes remain intact, but show early focal alteration in their composition in a mouse model 

of amyotrophic lateral sclerosis", Journal of neurochemistry, vol. 105, no. 6, (2008), pp. 2353-

2366.  

 Kabashi, E., Bercier, V., Lissouba, A., Liao, M., Brustein, E., Rouleau, G. & Drapeau, P., "FUS 

and TARDBP but Not SOD1 Interact in Genetic Models of Amyotrophic Lateral Sclerosis", 

PLOS GENETICS, vol. 7, no. 8, (2011), pp. e1002214.  

 Kameoka, S., Duque, P. & Konarska, M., "P54(nrb) associates with the 5 ' splice site within large 

transcription/splicing complexes", EMBO JOURNAL, vol. 23, no. 8, (2004),pp. 1782-1791.  

 Kanai, Y., Dohmae, N. & Hirokawa, N., "Kinesin transports RNA: Isolation and characterization 

of an RNA-transporting granule", Neuron, vol. 43, no. 4, (2004), pp. 513-525.  



81 

 

 Kane, M.D., Lipinski, W.J., Callahan, M.J., Bian, F., Durham, R.A., Schwarz, R.D., Roher, A.E. 

& Walker, L.C., "Evidence for Seeding of beta -Amyloid by Intracerebral Infusion of Alzheimer 

Brain Extracts in beta -Amyloid Precursor Protein-Transgenic Mice", Journal of Neuroscience, 

vol. 20, no. 10, (2000), pp. 3606-3611. 

 Kato, M., Han, T. W., Xie, S., Shi, K., Du, X., Wu, L. C., Mirzaei, H., Goldsmith, E. J., Longgood, 

J., Pei, J., Grishin, N. V., Frantz, D. E., Schneider, J. W., Chen, S., Li, L., Sawaya, M. R., 

Eisenberg, D., Tycko, R., & McKnight, S. L. (2012). Cell-free formation of RNA granules: low 

complexity sequence domains form dynamic fibers within hydrogels. Cell, 149(4), 753–767. 

https://doi.org/10.1016/j.cell.2012.04.017 

 Kaufman, Sarah K., and Marc I. Diamond. "Prion-Like Propagation of Protein Aggregation and 

Related Therapeutic Strategies." Neurotherapeutics 10.3 (2013): 371-82.  

 Kim G, Gautier O, Tassoni-Tsuchida E, Ma XR, Gitler AD. ALS Genetics: Gains, Losses, and 

Implications for Future Therapies. Neuron. 2020 Dec 9;108(5):822-842. doi: 

10.1016/j.neuron.2020.08.022. Epub 2020 Sep 14. PMID: 32931756; PMCID: PMC7736125. 

 Kino, Y., Washizu,C., Aquilanti,E., Okuno,M., Kurosawa,M., Yamada,M., Doi,H., Nukina,N. . 

"Intracellular Localization and Splicing Regulation of FUS/TLS are Variably Affected by 

Amyotrophic Lateral Sclerosis-Linked Mutations." Nucleic acids research 39.7 (2011): 2781-98.  

 Kino, Yoshihiro, Washizu,Chika, Kurosawa,Masaru, Yamada,Mizuki, Miyazaki,Haruko, 

Akagi,Takumi, Hashikawa,Tsutomu, Doi,Hiroshi,Takumi,Toru, Hicks,Geoffrey G.; 

Hattori,Nobutaka, Shimogori,Tomomi, Nukina,Nobuyuki. "FUS/TLS Deficiency Causes 

Behavioral and Pathological Abnormalities Distinct from Amyotrophic Lateral Sclerosis." Acta 

neuropathologica communications 3.1 (2015): 24.  

 Klewes, L., Koury, M.J., Van Kaer, L., Hicks, G.G., Nashabi, A., Oltz, E.M., Bozek, G., Ruley, 

H.E., Singh, N., Arapovic, D., White, E.K. & Mai, S., "Fus deficiency in mice results in defective 

B-lymphocyte development and activation, high levels of chromosomal instability and perinatal 

death", Nature genetics, vol. 24, no. 2, (2000), pp. 175-179. 

 Klingelhoefer, L., & Reichmann, H. (2015). Parkinson's Disease and Gastrointestinal Non Motor 

Symptoms: Diagnostic and Therapeutic Options - A Practise Guide. Journal of Parkinson's 

disease, 5(3), 647–658. https://doi.org/10.3233/JPD-150574 

 Kordower, J. H., & Burke, R. E. (2018). Disease Modification for Parkinson's Disease: Axonal 

Regeneration and Trophic Factors. Movement disorders : official journal of the Movement 

Disorder Society, 33(5), 678–683. https://doi.org/10.1002/mds.27383 

 Kryndushkin, Dmitry, Reed B. Wickner, and Frank Shewmaker. "FUS/TLS Forms Cytoplasmic 

Aggregates, Inhibits Cell Growth and Interacts with TDP-43 in a Yeast Model of Amyotrophic 

Lateral Sclerosis." Protein & Cell 2.3 (2011): 223-36.   

https://doi.org/10.3233/JPD-150574


82 

 

 Kukharsky, MS, Quintiero,A., Matsumoto,T., Matsukawa,K., An,HY, Hashimoto,T., 

Iwatsubo,T., Buchman,VL, Shelkovnikova,TA. "Calcium-Responsive Transactivator (CREST) 

Protein Shares a Set of Structural and Functional Traits with Other Proteins Associated with 

Amyotrophic Lateral Sclerosis." MOLECULAR NEURODEGENERATION 10.1 (2015): 20.  

 Kuroda, M., Sok, J., Webb, L., Baechtold, H., Urano, F., Yin, Y., Chung, P., de rooij, D.G., 

Akhmedov, A., Ashley, T. & Ron, D., "Male sterility and enhanced radiation sensitivity in TLS(-

/-) mice", The EMBO journal, vol. 19, no. 3, (2000), pp. 453-462. 

 Lagier-Tourenne, C., Polymenidou, M., Hutt, K., Vu, A., Baughn, M., Huelga, S., Clutario, K., 

Ling, S., Liang, T., Mazur, C., Wancewicz, E., Kim, A., Watt, A., Freier, S., Hicks, G., Donohue, 

J., Shiue, L., Bennett, C., Ravits, J., Cleveland, D. & Yeo, G., "Divergent roles of ALS-linked 

proteins FUS/TLS and TDP-43 intersect in processing long pre-mRNAs", Nature neuroscience, 

vol. 15, no. 11, (2012) pp. 1488-1497.  

 Lagier-Tourenne, C. & Cleveland, D.W., "Neurodegeneration An expansion in ALS genetics", 

Nature, vol. 466, no. 7310, (2010), pp. 1052-1053. 

 Lagier-Tourenne, C., M. Polymenidou, and DW Cleveland. "TDP-43 and FUS/TLS: Emerging 

Roles in RNA Processing and Neurodegeneration." Human molecular genetics 19.R1 (2010): 

R46-64.   

 Lancaster, GI, and MA Febbraio. "Exosome-Dependent Trafficking of HSP70 - A Novel 

Secretory Pathway for Cellular Stress Proteins." Journal of Biological Chemistry 280.24 (2005): 

23349-55.   

 Lanson, NA, Maltare,A., King,H., Smith,R., Kim,JH, Taylor,JP, Lloyd,TE, Pandey,UB. "A 

Drosophila Model of FUS-Related Neurodegeneration Reveals Genetic Interaction between FUS 

and TDP-43." Human molecular genetics 20.13 (2011): 2510-23.  

 Lanson, NA, and UB Pandey. "FUS-Related Proteinopathies: Lessons from Animal Models." 

Brain research 1462 (2012): 44-60.   

 Laughon, A., Driscoll, R., Wills, N. & Gesteland, R.F., "Identification of two proteins encoded 

by the Saccharomyces cerevisiae GAL4 gene", Molecular and cellular biology, vol. 4, no. 2, 

(1984), pp. 268-275. 

 Lee, J., Takahama, S., Zhang, G., Tomarev, S. & Ye, Y., "Unconventional secretion of misfolded 

proteins promotes adaptation to proteasome dysfunction in mammalian cells", Nature cell biology, 

vol. 18, no. 7, (2016), pp. 765-765. 

 Lerga, Ana, Hallier,Marc, Delva,Laurent, Orvain,Christophe, Gallais,Isabelle, Marie,Joëlle, 

Moreau-Gachelin,Françoise. "Identification of an RNA Binding Specificity for the Potential 

Splicing Factor TLS." Journal of Biological Chemistry 276.9 (2001): 6807-16.  

 Lim, YJ, and SJ Lee. "Are Exosomes the Vehicle for Protein Aggregate Propagation in 

Neurodegenerative Diseases?" ACTA NEUROPATHOLOGICA COMMUNICATIONS 5 (2017) 



83 

 

 Li, W., Li, S., Zheng, H., Zhang, S. & Xue, L., "A broad expression profile of the GMR-GAL4 

driver in Drosophila melanogaster", GENETICS AND MOLECULAR RESEARCH, vol. 11, no. 

3, (2012) pp. 1997-2002. 

 Li, W., Yang, D., & Li, W. (2020). A new species of Indonemoura fujianensis complex 

(Plecoptera: Nemouridae) from Central China, with female association of I. auriformis Li Yang, 

2008. Zootaxa, 4868(3), zootaxa.4868.3.8. https://doi.org/10.11646/zootaxa.4868.3.8 

 Ling, S. C., Polymenidou, M., & Cleveland, D. W. (2013). Converging mechanisms in ALS and 

FTD: disrupted RNA and protein homeostasis. Neuron, 79(3), 416–438. 

https://doi.org/10.1016/j.neuron.2013.07.033 

 Luk, K., Kehm, V., Carroll, J., Zhang, B., O'Brien, P., Trojanowski, J. & Lee, V., "Pathological 

alpha-Synuclein Transmission Initiates Parkinson-like Neurodegeneration in Nontransgenic 

Mice", Science, vol. 338, no. 6109, (2012), pp. 949-953. 

 Macia, Eric, Ehrlich,Marcelo, Massol,Ramiro, Boucrot,Emmanuel, Brunner,Christian, 

Kirchhausen,Tomas. "Dynasore, a Cell-Permeable Inhibitor of Dynamin." Developmental Cell 

10.6 (2006): 839-50. Print.  

 Mackenzie, Ian R. A., Ansorge,Olaf, Strong,Michael, Bilbao,Juan, Zinman,Lorne, Ang,Lee-Cyn, 

Baker,Matt, Stewart,Heather, Eisen,Andrew, Rademakers,Rosa, Neumann,Manuela. 

"Pathological Heterogeneity in Amyotrophic Lateral Sclerosis with FUS Mutations: Two Distinct 

Patterns Correlating with Disease Severity and Mutation." Acta Neuropathologica 122.1 (2011): 

87-98.   

 Mastrocola, A., Kim, S., Trinh, A., Rodenkirch, L. & Tibbetts, R., "The RNA-binding Protein 

Fused in Sarcoma (FUS) Functions Downstream of Poly(ADP-ribose) Polymerase (PARP) in 

Response to DNA Damage", Journal of Biological Chemistry, vol. 288, no. 34, (2013), pp. 

24731-24741. 

 Masuda-Suzukake, M., Nonaka, T., Hosokawa, M., Oikawa, T., Arai, T., Akiyama, H., Mann, D. 

M., & Hasegawa, M. (2013). Prion-like spreading of pathological α-synuclein in brain. Brain : a 

journal of neurology, 136(Pt 4), 1128–1138. https://doi.org/10.1093/brain/awt037 

 Mathivanan, S., Ji, H. & Simpson, R.J., "Exosomes: Extracellular organelles important in 

intercellular communication", Journal of Proteomics, vol. 73, no. 10, (2010) pp. 1907-1920. 

 MATSUMOTO, S., KUSAKA, H., MURAKAMI, N., HASHIZUME, Y., OKAZAKI, H. & 

HIRANO, A., "BASOPHILIC INCLUSIONS IN SPORADIC JUVENILE AMYOTROPHIC-

LATERAL-SCLEROSIS - AN IMMUNOCYTOCHEMICAL AND ULTRASTRUCTURAL-

STUDY", Acta Neuropathologica, vol. 83, no. 6, (1992), pp. 579-583. 

 McAleese, Kirsty E., Walker,Lauren, Erskine,Daniel, Thomas,Alan J., McKeith,Ian G., 

Attems,Johannes. "TDP-43 Pathology in Alzheimer's Disease, Dementia with Lewy Bodies and 

Ageing: TDP-43 Pathology." Brain Pathology (2016)  



84 

 

 McKhann, G.M., Albert, M.S., Grossman, M., Miller, B., Dickson, D., Trojanowski, J.Q. & Work 

Group on Frontotemporal Dementia and Pick's Disease, "Clinical and Pathological Diagnosis of 

Frontotemporal Dementia: Report of the Work Group on Frontotemporal Dementia and Pick's 

Disease", Archives of Neurology, vol. 58, no. 11, (2001), pp. 1803-1809. 

 Meissner, M., Lopato, S., Gotzmann, J., Sauermann, G. & Barta, A., "Proto-oncoprotein tls/fus 

is associated to the nuclear matrix and complexed with splicing factors ptb, srm160, and sr 

proteins", Experimental cell research, vol. 283, no. 2, (2003), pp. 184-195. 

 Menzies, FM, Fleming,A., Caricasole,A., Bento,CF, Andrews,SP, Ashkenazi,A., Fullgrabe,J., 

Jackson,A., Sanchez,MJ, Karabiyik,C., Licitra,F., Ramirez,AL, Pavel,M., Puri,C., Renna,M., 

Ricketts,T., Schlotawa,L., Vicinanza,M., Won,H., Zhu,Y., Skidmore,J., Rubinsztein,DC. 

"Autophagy and Neurodegeneration: Pathogenic Mechanisms and Therapeutic Opportunities." 

Neuron 93.5 (2017): 1015-34.   

 Meriggioli, Matthew N., and Jeffrey H. Kordower. "TDP‐43 Proteinopathy: Aggregation and 

Propagation in the Pathogenesis of Amyotrophic Lateral Sclerosis." Movement Disorders 31.8 

(2016): 1139-.  

 Meyer-Luehmann, M., Spires, T.L., Bacskai, B.J. & Hyman, B.T. 2006, "P1-090", Alzheimer's 

& Dementia: The Journal of the Alzheimer's Association, vol. 2, no. 3, pp. S121-S121.  

 MICHIHARA, A., TODA, K., KUBO, T., FUJIWARA, Y., AKASAKI, K., TSUJI, H., Faculty 

of Pharmacy and Pharmaceutical Sciences & Fukuyama University, "Disruptive Effect of 

Chloroquine on Lysosomes in Cultured Rat Hepatocytes", Biological & pharmaceutical bulletin, 

vol. 28, no. 6, (2005) pp. 947-951. 

 Miranda, T. B., Lowenson, J. D., & Clarke, S. (2004). A new type of protein methylation 

activated by tyrphostin A25 and vanadate. FEBS letters, 577(1-2), 181–186. 

https://doi.org/10.1016/j.febslet.2004.09.080 

 Mitchell, J.C., McGoldrick, P., Vance, C., Hortobagyi, T., Sreedharan, J., Rogelj, B., Tudor, E.L., 

Smith, B.N., Klasen, C., Miller, C.C.J., Cooper, J.D., Greensmith, L. & Shaw, C.E., 

"Overexpression of human wild-type FUS causes progressive motor neuron degeneration in an 

age- and dose-dependent fashion", Acta Neuropathologica, vol. 125, no. 2, (2013), pp. 273-288. 

 Miyoshi, Sadanori, Tezuka,Tohru, Arimura,Sumimasa, Tomono,Taro, Okada,Takashi, 

Yamanashi,Yuji. "DOK7 Gene Therapy Enhances Motor Activity and Life Span in ALS Model 

Mice." EMBO Molecular Medicine 9.7 (2017): 880-9.   

 Mizushima, N., Ohsumi, Y. & Yoshimori, T., "Autophagosome Formation in Mammalian Cells", 

Cell structure and function, vol. 27, no. 6, (2002) pp. 421-429. 

 Mochizuki, Y., Isozaki, E., Takao, M., Hashimoto, T., Shibuya, M., Arai, M., Hosokawa, M., 

Kawata, A., Oyanagi, K., Mihara, B., & Mizutani, T. (2012). Familial ALS with FUS P525L 



85 

 

mutation: two Japanese sisters with multiple systems involvement. Journal of the neurological 

sciences, 323(1-2), 85–92. https://doi.org/10.1016/j.jns.2012.08.016 

 Mochizuki, Y., Kawata, A., Maruyama, H., Homma, T., Watabe, K., Kawakami, H., Komori, T., 

Mizutani, T., & Matsubara, S. (2014). A Japanese patient with familial ALS and a p.K510M 

mutation in the gene for FUS (FUS) resulting in the totally locked-in state. Neuropathology : 

official journal of the Japanese Society of Neuropathology, 34(5), 504–509. 

https://doi.org/10.1111/neup.12130 

 Modigliani, SD, Tetsuro, Morlando,M., Errichelli,L., Sabatelli,M., Bozzoni,I."An ALS-

Associated Mutation in the FUS 3 '-UTR Disrupts a microRNA-FUS Regulatory Circuitry." 

NATURE COMMUNICATIONS 5 (2014): 4335.   

 Munch, I.C., Larsen, M., Borch-Johnsen, K., Glümer, C., Lund-Andersen, H. & Kessel, L., 

"Cumulative glycaemia as measured by lens fluorometry: association with retinopathy in type 2 

diabetes", Diabetologia, vol. 54, no. 4, (2011), pp. 757-761. 

 Murakami, Qamar,Seema, Lin,Julie Qiaojin, Lin,Wen-Lang, Schierle,Gabriele S. Kaminski, 

Rees,Eric, Miyashita,Akinori, Costa,Ana R, Dodd,Roger B, Chan,Fiona T.S., Michel,Claire H, 

Kronenberg-Versteeg,Deborah, Li,Yi, Yang,Seung-Pil, Wakutani,Yosuke, Meadows,William, 

Ferry,Rodylyn Rose, Dong,Liang, Tartaglia,Gian Gaetano, Favrin,Giorgio, Dickson,Dennis W, 

Zhen,Mei, Ron,David, Schmitt-Ulms,Gerold, Fraser,Paul E, Shneider,Neil A, Holt,Christine, 

Vendruscolo,Michele, Kaminski,Clemens F, St George-Hyslop,Peter "ALS/FTD Mutation-

Induced Phase Transition of FUS Liquid Droplets and Reversible Hydrogels into Irreversible 

Hydrogels Impairs RNP Granule Function." Neuron 88.4 (2015): 678-90.  

 MURAYAMA, S., MORI, H., IHARA, Y. & TOMONAGA, M. 1990, 

"IMMUNOCYTOCHEMICAL AND ULTRASTRUCTURAL STUDIES OF PICKS 

DISEASE", Annals of Neurology, vol. 27, no. 4, pp. 394-405. 

 Muresan, V., and ZL Muresan. "Shared Molecular Mechanisms in Alzheimer's Disease and 

Amyotrophic Lateral Sclerosis: Neurofilament-Dependent Transport of sAPP, FUS, TDP-43 and 

SOD1, with Endoplasmic Reticulum-Like Tubules." NEURODEGENERATIVE DISEASES 16.1-

2 (2016): 55-61.  

 Murray, D., Kato, M., Lin, Y., Thurber, K., Hung, I., McKnight, S. & Tycko, R., "Structure of 

FUS Protein Fibrils and Its Relevance to Self-Assembly and Phase Separation of Low-

Complexity Domains", Cell, vol. 171, no. 3, (2017) pp. 615-615. 

 Naganuma, T., Nakagawa, S., Tanigawa, A., Sasaki, Y.F., Goshima, N. & Hirose, T., 

"Alternative 3′‐end processing of long noncoding RNA initiates construction of nuclear 

paraspeckles", The EMBO journal, vol. 31, no. 20, (2012), pp. 4020-4034. 

 Nakamura, R., Sone, J., Atsuta, N., Tohnai, G., Watanabe, H., Yokoi, D., Nakatochi, M., Ito, M., 

Senda, J., Katsuno, M., Tanaka, F., Li, Y., Izumi, Y., Morita, M., Taniguchi, A., Kano, O., Oda, 

https://doi.org/10.1016/j.jns.2012.08.016


86 

 

M., Kuwabara, S., Abe, K., Aiba, I., Okamoto, K., Mizoguchi, K., Hasegawa, K., Aoki, M., 

Hattori, N., Tsuji, S., Nakashima, K., Kaji, R., Sobue, G., Japanese Consortium Amyotrophic & 

Japanese Consortium for Amyotrophic Lateral Sclerosis Research (JaCALS), "Next-generation 

sequencing of 28 ALS-related genes in a Japanese ALS cohort", Neurobiology of aging, vol. 39, 

(2016) pp. 219.e1-219.e8. 

 Nakazawa, Seshiru, Oikawa,Daisuke, Ishii,Ryohei, Ayaki,Takashi, Takahashi,Hirotaka, 

Takeda,Hiroyuki, Ishitani,Ryuichiro, Kamei,Kiyoko, Takeyoshi,Izumi, Kawakami,Hideshi, 

Iwai,Kazuhiro, Hatada,Izuho, Sawasaki,Tatsuya, Ito,Hidefumi, Nureki,Osamu, 

Tokunaga,Fuminori. "Linear Ubiquitination is Involved in the Pathogenesis of Optineurin-

Associated Amyotrophic Lateral Sclerosis." Nature communications 7 (2016): 12547. 

 NEARY, D., SNOWDEN, J.S. & MANN, D.M.A., "Classification and Description of 

Frontotemporal Dementias", Annals of the New York Academy of Sciences, vol. 920, no. 1, 

(2000), pp. 46-51.  

 Neary, D., Snowden, J., Gustafson, L., Passant, U., Stuss, D., Black, S., Freedman, M., Kertesz, 

A., Robert, P., Albert, M., Boone, K., Miller, B., Cummings, J. & Benson, D., "Frontotemporal 

lobar degeneration - A consensus on clinical diagnostic criteria", Neurology, vol. 51, no. 6, (1998), 

pp. 1546-1554. 

 Neumann, M., "Frontotemporal lobar degeneration and amyotrophic lateral sclerosis: Molecular 

similarities and differences", Revue neurologique, vol. 169, no. 10, (2013), pp. 793-798.  

 Neumann, M., Kirchner, R., Anderson, M.L., Van den Haute, C., Bonin, M., Waldenmaier, A., 

Alunni-Fabbroni, M., Fiesel, F.C., Voigt, A., Baekelandt, V., Springer, W., Schulz, J.B., Kern, 

J.V., Görner, K., Weber, S.S., Schmidt, T., Rasse, T.M., Kahle, P.J. & Walter, M., "Knockdown 

of transactive response DNA-binding protein (TDP-43) downregulates histone deacetylase 6", 

The EMBO journal, vol. 29, no. 1, (2010), pp. 209-221.  

 Neumann, M., Rademakers, R., Roeber, S., Baker, M., Kretzschmar, H.A. & Mackenzie, I.R.A., 

"A new subtype of frontotemporal lobar degeneration with FUS pathology", Brain, vol. 132, no. 

11, (2009), pp. 2922-2931.  

 Nicholson, T. B., Chen, T., & Richard, S. (2009). The physiological and pathophysiological role 

of PRMT1-mediated protein arginine methylation. Pharmacological research, 60(6), 466–474. 

https://doi.org/10.1016/j.phrs.2009.07.006 

 Nishimoto, Y., Nakagawa, S., Hirose, T., Okano, H., Takao, M., Shibata, S., Suyama, S., Kuwako, 

K., Imai, T., Murayama, S., Suzuki, N. & Okano, H., "The long non-coding RNA nuclear-

enriched abundant transcript 1_2 induces paraspeckle formation in the motor neuron during the 

early phase of amyotrophic lateral sclerosis", MOLECULAR BRAIN, vol. 6, no. 1, (2013), pp. 

31-31. 



87 

 

 Niu, Chunyan, Zhang,Jiayu, Gao,Feng, Yang,Liuqing, Jia,Minze, Zhu,Haining, Gong,Weimin. 

"FUS-NLS/Transportin 1 Complex Structure Provides Insights into the Nuclear Targeting 

Mechanism of FUS and the Implications in ALS." PLoS One 7.10 (2012): n/a. Agricultural & 

Environmental Science Database.  

 Nomura, T., Watanabe, S., Kaneko, K., Yamanaka, K., Nukina, N. & Furukawa, Y., "Intranuclear 

Aggregation of Mutant FUS/TLS as a Molecular Pathomechanism of Amyotrophic Lateral 

Sclerosis", Journal of Biological Chemistry, vol. 289, no. 2, (2014), pp. 1192-1202. 

 Nonaka, T., Masuda-Suzukake, M., Arai, T., Hasegawa, Y., Akatsu, H., Obi, T., Yoshida, M., 

Murayama, S., Mann, D., Akiyama, H. & Hasegawa, M. 2013, "Prion-like Properties of 

Pathological TDP-43 Aggregates from Diseased Brains", CELL REPORTS, vol. 4, no. 1, pp. 

124-134.  

 Nonaka, T., Watanabe, S., Iwatsubo, T. & Hasegawa, M. 2010, "Seeded Aggregation and 

Toxicity of alpha-Synuclein and Tau CELLULAR MODELS OF NEURODEGENERATIVE 

DISEASES", Journal of Biological Chemistry, vol. 285, no. 45, pp. 34885-34898.  

 Oueslati, A., Ximerakis, M. & Vekrellis, K., "Protein Transmission, Seeding and Degradation: 

Key Steps for α-Synuclein Prion-Like Propagation", Experimental neurobiology, vol. 23, no. 4, 

(2014), pp. 324. 

 Pan, K.M., Baldwin, M., Nguyen, J., Gasset, M., Serban, A., Groth, D., Mehlhorn, I., Huang, Z., 

Fletterick, R.J. & Cohen, F.E., "Conversion of alpha-helices into beta-sheets features in the 

formation of the scrapie prion proteins", Proceedings of the National Academy of Sciences of the 

United States of America, vol. 90, no. 23, (1993), pp. 10962-10966. 

 Panagopoulos, I., Åman, P., Ron, D., Höglund, M., Mandahl, N. & Mitelman, F., "Two variants 

of the TLS-CHOP fusion transcript in myxoid liposarcomas with the 12;16 translocation", Cancer 

genetics and cytogenetics, vol. 77, no. 2, (1994) pp. 177-177. 

 Paik, W. K., Paik, D. C., & Kim, S. (2007). Historical review: the field of protein methylation. 

Trends in biochemical sciences, 32(3), 146–152. https://doi.org/10.1016/j.tibs.2007.01.006 

 PANAGOPOULOS, I., MANDAHL, N., MITELMAN, F. & AMAN, P., "2 DISTINCT FUS 

BREAKPOINT CLUSTERS IN MYXOID LIPOSARCOMA AND ACUTE MYELOID-

LEUKEMIA WITH THE TRANSLOCATIONS T(12-16) AND T(16-21)", Oncogene, vol. 11, 

no. 6, (1995) pp. 1133-1137. 

 Park, R., Shen, H., Liu, L., Liu, X., Ferguson, S. & De Camilli, P., "Dynamin triple knockout 

cells reveal off target effects of commonly used dynamin inhibitors", Journal of cell science, vol. 

126, no. 22, (2013), pp. 5305-5305. 

 Patel, Avinash, Lee,Hyun O., Jawerth,Louise, Maharana,Shovamayee, Jahnel,Marcus, 

Hein,Marco Y., Stoynov,Stoyno, Mahamid,Julia, Saha,Shambaditya, Franzmann,Titus M., 

Pozniakovski,Andrej, Poser,Ina, Maghelli,Nicola, Royer,Loic A., Weigert,Martin, 



88 

 

Myers,Eugene W., Grill,Stephan, Drechsel,David, Hyman,Anthony A., Alberti,Simon. "A 

Liquid-to-Solid Phase Transition of the ALS Protein FUS Accelerated by Disease Mutation." 

Cell 162.5 (2015): 1066-77.  

 Porta, S., Xu, Y., Restrepo, C. R., Kwong, L. K., Zhang, B., Brown, H. J., Lee, E. B., Trojanowski, 

J. Q., & Lee, V. M. (2018). Patient-derived frontotemporal lobar degeneration brain extracts 

induce formation and spreading of TDP-43 pathology in vivo. Nature communications, 9(1), 

4220. https://doi.org/10.1038/s41467-018-06548-9 

 Pearce, MMP, Spartz,EJ, Hong,WZ, Luo,LQ, Kopito,RR . "Prion-Like Transmission of Neuronal 

Huntingtin Aggregates to Phagocytic Glia in the Drosophila Brain." NATURE 

COMMUNICATIONS 6 (2015): 6768.  

 Pearce, MMP. "Prion-Like Transmission of Pathogenic Protein Aggregates in Genetic Models of 

Neurodegenerative Disease." Current opinion in genetics & development 44 (2017): 149-55.  

 Pecho-Vrieseling, E., Rieker,C., Fuchs,S., Bleckmann,D., Esposito,MS, Botta,P., Goldstein,C., 

Bernhard,M., Galimberti,I., Muller,M., Luthi,A., Arber,S., Bouwmeester,T., van der Putten,H., 

Di Giorgio,FP. "Transneuronal Propagation of Mutant Huntingtin Contributes to Non-Cell 

Autonomous Pathology in Neurons." Nature neuroscience 17.8 (2014): 1064-72.  

 Phillips, J.P., Parkes, T.L., Hilliker, A.J., Elia, A.J., Boulianne, G.L. & Dickinson, D., "Extension 

of Drosophila lifespan by overexpression of human SOD1 in motorneurons", Nature genetics, 

vol. 19, no. 2, (1998), pp. 171-174. 

 Polymenidou, M. and DW Cleveland. "The Seeds of Neurodegeneration: Prion-Like Spreading 

in ALS." Cell 147.3 (2011): 498-508.  

 Pooler, Amy M., Nicholls,Samantha B., Hyman,Bradley T., Polydoro,Manuela, 

Wegmann,Susanne, Spires-Jones,Tara L. "Propagation of Tau Pathology in Alzheimer?s 

Disease: Identification of Novel Therapeutic Targets." Alzheimer's Research & Therapy 5 (2013): 

49.  

 Pooler, Amy M., Polydoro,Manuela, Wegmann,Susanne K., Pitstick,Rose, Kay,Kevin R., 

Sanchez,Laura, Carlson,George A., Gomez-Isla,Teresa, Albers,Mark W., Spires-Jones,Tara L., 

Hyman,Bradley T. . "Tau-Amyloid Interactions in the rTgTauEC Model of Early Alzheimer's 

Disease Suggest Amyloid-Induced Disruption of Axonal Projections and Exacerbated Axonal 

Pathology: Tau-Amyloid Interaction in AD Mouse Model." Journal of Comparative Neurology 

521.18 (2013): 4236-48.  

 Powers, C.A., Mathur, M., Raaka, B.M., Ron, D. & Samuels, H.H., "TLS (Translocated-in-

Liposarcoma) Is a High-Affinity Interactor for Steroid, Thyroid Hormone, and Retinoid 

Receptors", Molecular Endocrinology, vol. 12, no. 1, (1998), pp. 4-18. 

 Preta, G., JG Cronin, and IM Sheldon. "Dynasore - Not just a Dynamin Inhibitor." CELL 

COMMUNICATION AND SIGNALING 13.1 (2015): 24. 



89 

 

 Prince, M., Bryce, R., Albanese, E., Wimo, A., Ribeiro, W. & Ferri, C., "The global prevalence 

of dementia: A systematic review and metaanalysis", ALZHEIMERS & DEMENTIA, vol. 9, no. 

1, (2013) pp. 63-75.   

 Prusiner, S.B., "Some speculations about prions, amyloid, and Alzheimer's disease", The New 

England journal of medicine, vol. 310, no. 10, (1984), pp. 661. 

 Qamar, S., Wang, G., Randle, S. J., Ruggeri, F. S., Varela, J. A., Lin, J. Q., Phillips, E. C., 

Miyashita, A., Williams, D., Ströhl, F., Meadows, W., Ferry, R., Dardov, V. J., Tartaglia, G. G., 

Farrer, L. A., Kaminski Schierle, G. S., Kaminski, C. F., Holt, C. E., Fraser, P. E., Schmitt-Ulms, 

G., … St George-Hyslop, P. (2018). FUS Phase Separation Is Modulated by a Molecular 

Chaperone and Methylation of Arginine Cation-π Interactions. Cell, 173(3), 720–734.e15. 

https://doi.org/10.1016/j.cell.2018.03.056 

 Qiu, H., Lee, S., Shang, Y., Wang, W., Au, K., Kamiya, S., Barmada, S., Finkbeiner, S., Lui, H., 

Carlton, C., Tang, A., Oldham, M., Wang, H., Shorter, J., Filiano, A., Roberson, E., Tourtellotte, 

W., Chen, B., Tsai, L. & Huang, E., "ALS-associated mutation FUS-R521C causes DNA damage 

and RNA splicing defects", JOURNAL OF CLINICAL INVESTIGATION, vol. 124, no. 3, 

(2014), pp. 981-999. 

 Raczynska, K., Ruepp, M., Brzek, A., Reber, S., Romeo, V., Rindlisbacher, B., Heller, M., 

Szweykowska-Kulinska, Z., Jarmolowski, A. & Schumperli, D., "FUS/TLS contributes to 

replication-dependent histone gene expression by interaction with U7 snRNPs and histone-

specific transcription factors", Nucleic acids research, vol. 43, no. 20, (2015), pp. 9711-9728. 

 Rajendran, L., Honsho, M., Zahn, T.R., Keller, P., Geiger, K.D., Verkade, P. & Simons, K., 

"Alzheimer's Disease β-Amyloid Peptides Are Released in Association with Exosomes", 

Proceedings of the National Academy of Sciences of the United States of America, vol. 103, no. 

30, (2006), pp. 11172-11177. 

 Ramesh, N., and UB Pandey. "Autophagy Dysregulation in ALS: When Protein Aggregates Get 

Out of Hand." FRONTIERS IN MOLECULAR NEUROSCIENCE 10 (2017)  

 Rasool, C.G. & Selkoe, D.J., "Sharing of specific antigens by degenerating neurons in Pick's 

disease and Alzheimer's disease", The New England journal of medicine, vol. 312, no. 11, (1985), 

pp. 700.  

 Ratti, Antonia, and Emanuele Buratti. "Physiological Functions and Pathobiology of TDP‐43 and 

FUS/TLS Proteins." Journal of neurochemistry 138.S1 (2016): 95-111.  

 Ravenscroft, T. A., Baker, M. C., Rutherford, N. J., Neumann, M., Mackenzie, I. R., Josephs, K. 

A., Boeve, B. F., Petersen, R., Halliday, G. M., Kril, J., van Swieten, J. C., Seeley, W. W., 

Dickson, D. W., & Rademakers, R. (2013). Mutations in protein N-arginine methyltransferases 

are not the cause of FTLD-FUS. Neurobiology of aging, 34(9), 2235.e11–2235.e13. 

https://doi.org/10.1016/j.neurobiolaging.2013.04.004 



90 

 

 Ravits, JM. "ALS Motor Phenotype Heterogeneity, Focality, and Spread: Deconstructing Motor 

Neuron Degeneration." Neurology 73.10 (2009): 805-11.  

 Renton, A., Chio, A. & Traynor, B., "State of play in amyotrophic lateral sclerosis genetics", 

Nature neuroscience, vol. 17, no. 1, (2014); (2013), pp. 17-23. 

 Ritchie, D.L., Adlard, P., Peden, A.H., Lowrie, S., Le Grice, M., Burns, K., Jackson, R.J., Yull, 

H., Keogh, M.J., Wei, W., Chinnery, P.F., Head, M.W. & Ironside, J.W., "Amyloid-β 

accumulation in the CNS in human growth hormone recipients in the UK", Acta 

Neuropathologica, vol. 134, no. 2, (2017) pp. 221-240. 

 Rogelj, B., Easton, L., Bogu, G., Stanton, L., Rot, G., Curk, T., Zupan, B., Sugimoto, Y., Modic, 

M., Haberman, N., Tollervey, J., Fujii, R., Takumi, T., Shaw, C. & Ule, J., "Widespread binding 

of FUS along nascent RNA regulates alternative splicing in the brain", SCIENTIFIC REPORTS, 

vol. 2, (2012) pp. 603. 

 Rosen, D. R., Siddique, T., Patterson, D., Figlewicz, D. A., Sapp, P., Hentati, A., Donaldson, D., 

Goto, J., O'Regan, J. P., & Deng, H. X. (1993). Mutations in Cu/Zn superoxide dismutase gene 

are associated with familial amyotrophic lateral sclerosis. Nature, 362(6415), 59–62. 

https://doi.org/10.1038/362059a0 

 Rosenfeld, M.G., Kurokawa, R., Reichart, D., Glass, C.K., Wang, X., Song, X., Du, K., Arai, S., 

Pascual, G. & Tempst, P., "Induced ncRNAs allosterically modify RNA-binding proteins in cis 

to inhibit transcription", Nature, vol. 454, no. 7200, (2008), pp. 126-130. 

 Rulten, S., Rotheray, A., Green, R., Grundy, G., Moore, D., Gomez-Herreros, F., Hafezparast, 

M. & Caldecott, K., "PARP-1 dependent recruitment of the amyotrophic lateral sclerosis-

associated protein FUS/TLS to sites of oxidative DNA damage", Nucleic acids research, vol. 42, 

no. 1, (2014), pp. 307-314. 

 Russo, Matthew V., and Dorian B. McGavern. "Inflammatory Neuroprotection Following 

Traumatic Brain Injury." Science 353.6301 (2016): 783-5.   

 Safar, J., Roller, P.P., Gajdusek, D.C. & C J Gibbs, J., "Conformational transitions, dissociation, 

and unfolding of scrapie amyloid (prion) protein", Journal of Biological Chemistry, vol. 268, no. 

27, (1993), pp. 20276-20284.  

 Sakai, H., Moriura, Y., Notomi, T., Kawawaki, J., Ohnishi, K. & Kuno, M., "Phospholipase C-

dependent Ca2+-sensing pathways leading to endocytosis and inhibition of the plasma membrane 

vacuolar H+-ATPase in osteoclasts", American Journal of Physiology - Cell Physiology, vol. 299, 

no. 3, (2010), pp. 570-578. 

 Sailer, A., Büeler, H., Fischer, M., Aguzzi, A. & Weissmann, C., "No propagation of prions in 

mice devoid of PrP", Cell, vol. 77, no. 7, (1994), pp. 967-968. 

 Sala, Gessica, Marinig,Daniele, Riva,Chiara, Arosio,Alessandro, Stefanoni,Giovanni, 

Brighina,Laura, Formenti,Matteo, Alberghina,Lilia, Colangelo,Anna Maria, Ferrarese,Carlo. 



91 

 

"Rotenone Down-Regulates HSPA8/hsc70 Chaperone Protein." Neurotoxicology 54 (2016): 161-

9. 

 Saman, S., Kim, W., Raya, M., Visnick, Y., Miro, S., Jackson, B., McKee, A., Alvarez, V., Lee, 

N. & Hall, G., "Exosome-associated Tau Is Secreted in Tauopathy Models and Is Selectively 

Phosphorylated in Cerebrospinal Fluid in Early Alzheimer Disease", Journal of Biological 

Chemistry, vol. 287, no. 6, (2012), pp. 3842-3849. 

 Sanchez-Ramos, C., Tierrez, A., Fabregat-Andres, O., Wild, B., Sanchez-Cabo, F., Arduini, A., 

Dopazo, A. & Monsalve, M., "PGC-1 alpha Regulates Translocated in Liposarcoma Activity: 

Role in Oxidative Stress Gene Expression", ANTIOXIDANTS & REDOX SIGNALING, vol. 

15, no. 2, (2011), pp. 325-337. 

 Selkoe, D. & Schenk, D., "Alzheimer's disease: Molecular understanding predicts amyloid-based 

therapeutics", Annual Review of Pharmacology and Toxicology, vol. 43, no. 1, (2003) pp. 545-

584. 

 Sarkar, Kakali, Kruhlak,Michael J., Erlandsen,Stanley L., Shaw,Stephen. "Selective Inhibition 

by Rottlerin of Macropinocytosis in monocyte‐derived Dendritic Cells." Immunology 116.4 

(2005): 513-24.  

 Sasayama, H., Shimamura, M., Tokuda, T., Azuma, Y., Yoshida, T., Mizuno, T., Nakagawa, M., 

Fujikake, N., Nagai, Y. & Yamaguchi, M., "Knockdown of the Drosophila Fused in Sarcoma 

(FUS) Homologue Causes Deficient Locomotive Behavior and Shortening of Motoneuron 

Terminal Branches", PLOS ONE, vol. 7, no. 6, (2012), pp. e39483. 

 Scekic‐Zahirovic, J., Sendscheid, O., El Oussini, H., Jambeau, M., Sun, Y., Mersmann, S., 

Wagner, M., Dieterlé, S., Sinniger, J., Dirrig‐Grosch, S., Drenner, K., Birling, M., Qiu, J., Zhou, 

Y., Li, H., Fu, X., Rouaux, C., Shelkovnikova, T., Witting, A., Ludolph, A.C., Kiefer, F., 

Storkebaum, E., Lagier‐Tourenne, C. & Dupuis, L., "Toxic gain of function from mutant FUS 

protein is crucial to trigger cell autonomous motor neuron loss", The EMBO journal, vol. 35, no. 

10, (2016) pp. 1077-1097. 

 Schwartz, J., Ebmeier, C., Podell, E., Heimiller, J., Taatjes, D. & Cech, T., "FUS binds the CTD 

of RNA polymerase II and regulates its phosphorylation at Ser2 (vol 26, pg 2690, 2012)", Genes 

& development, vol. 27, no. 6, (2013), pp. 699-699.  

 Schwartz, J., Podell, E., Han, S., Berry, J., Eggan, K. & Cech, T., "FUS is sequestered in nuclear 

aggregates in ALS patient fibroblasts", Molecular biology of the cell, vol. 25, no. 17, (2014), pp. 

2571-2578.  

 Scott, M.P. & Laughon, A., "Sequence of a Drosophila segmentation gene: protein structure 

homology with DNA-binding proteins", Nature, vol. 310, no. 5972, (1984) pp. 25-31. 



92 

 

 Selkoe, D. & Schenk, D., "Alzheimer's disease: Molecular understanding predicts amyloid-based 

therapeutics", Annual Review of Pharmacology and Toxicology, vol. 43, no. 1, (2003) pp. 545-

584. 

 Sephton, C.F., Tang, A.A., Kulkarni, A., West, J., Brooks, M., Stubblefield, J.J., Liu, Y., Zhang, 

M.Q., Green, C.B., Huber, K.M., Huang, E.J., Herz, J. & Yu, G., "Activity-dependent FUS 

dysregulation disrupts synaptic homeostasis", Proceedings of the National Academy of Sciences, 

vol. 111, no. 44, (2014),pp. E4769-E4778.  

 Shelkovnikova, T.A., Robinson, H.K., Connor-Robson, N. & Buchman, V.L., "Recruitment into 

stress granules prevents irreversible aggregation of FUS protein mislocalized to the cytoplasm", 

Cell Cycle, vol. 12, no. 19, (2013), pp. 3383-3202. 

 Shimonaka, Shotaro, Nonaka,Takashi, Suzuki,Genjiro, Hisanaga,Shin-Ichi, Hasegawa,Masato. 

"Templated Aggregation of TAR DNA-Binding Protein of 43 kDa (TDP-43) by Seeding with 

TDP-43 Peptide Fibrils." The Journal of biological chemistry 291.17 (2016): 8896.   

 Shimozawa, Aki, Ono,Maiko, Takahara,Daisuke, Tarutani,Airi, Imura,Sei, Masuda-

Suzukake,Masami, Higuchi,Makoto, Yanai,Kazuhiko, Hisanaga,Shin-ichi, Hasegawa,Masato. 

"Propagation of Pathological Alpha-Synuclein in Marmoset Brain." Acta Neuropathologica 

Communications 5.1 (2017): 12.  

 Simon, M., Reznikova, E., Nazmov, V. & Last, A., "Measurement of side walls of high aspect 

ratio microstructures", Microsystem Technologies, vol. 14, no. 9, (2008) pp. 1727-1729.  

 Simpson, R., Jensen, S. & Lim, J., "Proteomic profiling of exosomes: Current perspectives", 

Proteomics, vol. 8, no. 19, (2008) pp. 4083-4099. 

 Scekic-Zahirovic, J., Fischer, M., Stuart-Lopez, G., Burg, T., Gilet, J., Dirrig-Grosch, S., 

Marques, C., Birling, M. C., Kessler, P., & Rouaux, C. (2020). Evidence that corticofugal 

propagation of ALS pathology is not mediated by prion-like mechanism. Progress in 

neurobiology, 101972. Advance online publication. 

https://doi.org/10.1016/j.pneurobio.2020.101972de 

 Slowicka, Karolina, Lars Vereecke, and Geert van Loo. "Cellular Functions of Optineurin in 

Health and Disease." Trends in immunology 37.9 (2016): 621-33.  

 Smethurst, P., Newcombe,J., Troakes,C., Simone,R., Chen,YR, Patani,R., Sidle,K.. "In Vitro 

Prion-Like Behaviour of TDP-43 in ALS." Neurobiology of disease 96 (2016): 236-47.  

 Smethurst, Phillip, Katie Claire Louise Sidle, and John Hardy. "Review: Prion-Like Mechanisms 

of Transactive Response DNA Binding Protein of 43 kDa (TDP-43) in Amyotrophic Lateral 

Sclerosis (ALS): TDP-43 in ALS." Neuropathology and applied neurobiology 41.5 (2015): 578-

97.  



93 

 

 Song, Z., Guan, B., Bergman, A., Nicholson, D., Thornberry, N., Peterson, E. & Steller, H., 

"Biochemical and genetic interactions between Drosophila caspases and the proapoptotic genes 

rpr, hid, and grim", Molecular and cellular biology, vol. 20, no. 8, (2000) pp. 2907-2914. 

 Soo, K. Y., Sultana,J., King,A E., Atkinson,Rak, Warraich,S T., Sundaramoorthy,V., Blair,I., 

Farg,M A., Atkin,J D. . "ALS-Associated Mutant FUS Inhibits Macroautophagy which is 

Restored by Overexpression of Rab1." Cell death discovery 1 (2015): 15030.   

 Soriano, J., Stockert,JC, Villanueva,A., Canete,M. "Cell Uptake of Zn(II)-Phthalocyanine-

Containing Liposomes by Clathrin-Mediated Endocytosis." Histochemistry and cell biology 

133.4 (2010): 449-54. Print.  

 Sreedharan, J., Blair, I.P., Tripathi, V.B., Hu, X., Vance, C., Rogelj, B., Ackerley, S., Durnall, 

J.C., Williams, K.L., Buratti, E., Baralle, F., Belleroche, J.d., Mitchell, J.D., Leigh, P.N., Al-

Chalabi, A., Miller, C.C., Nicholson, G. & Shaw, C.E., "TDP-43 Mutations in Familial and 

Sporadic Amyotrophic Lateral Sclerosis", Science, vol. 319, no. 5870, (2008),pp. 1668-1672.  

 Stevens, J., Chia, R., Hendriks, W., Bros-Facer, V., van Minnen, J., Martin, J., Jackson, G., 

Greensmith, L., Schiavo, G. & Fisher, E., "Modification of Superoxide Dismutase 1 (SOD1) 

Properties by a GFP Tag - Implications for Research into Amyotrophic Lateral Sclerosis (ALS)", 

PLOS ONE, vol. 5, no. 3, (2010),pp. A8-A17. 

 Suárez-Calvet, Marc, Bosco,D.A., LeClerc,A.L., Tamrazian,E., Vanderburg,C.R., Russ,C., 

Davis,A., Gilchrist,J., Kasarskis,E.J., Munsat,T., Valdmanis,P., Rouleau,G.A., Hosler,B.A., 

Cortelli,P., P. J. de Jong, Yoshinaga,Y., Haines,J.L., Pericak-Vance,M.A., Yan,J., Ticozzi,N., 

Siddique,T., McKenna-Yasek,D., Sapp,P.C., Horvitz,H.R., Landers,J.E., R. H. Brown,Jr. 

"Monomethylated and Unmethylated FUS Exhibit Increased Binding to Transportin and 

Distinguish FTLD-FUS from ALS-FUS." Acta Neuropathologica 131.4 (2016): 587-604.   

 Suzuki, N., Aoki, M., Warita, H., Kato, M., Mizuno, H., Shimakura, N., Akiyama, T., Furuya, 

H., Hokonohara, T., Iwaki, A., Togashi, S., Konno, H. & Itoyama, Y., "FALS with FUS mutation 

in Japan, with early onset, rapid progress and basophilic inclusion", Journal of human genetics, 

vol. 55, no. 4, (2010) pp. 252-254. 

 Takarada, T., Tamaki, K., Takumi, T., Ogura, M., Ito, Y., Nakamichi, N. & Yoneda, Y., "A 

protein-protein interaction of stress-responsive myosin VI endowed to inhibit neural progenitor 

self-replication with RNA binding protein, TLS, in murine hippocampus", Journal of 

neurochemistry, vol. 110, no. 5, (2009), pp. 1457-1468.  

 Tan, A.Y. & Manley, J.L., "TLS/FUS: A protein in cancer and ALS", Cell Cycle, vol. 11, no. 18, 

(2012), pp. 3349-3350.  

 Tan, A.Y. & Manley, J.L., "TLS Inhibits RNA Polymerase III Transcription", Molecular and 

cellular biology, vol. 30, no. 1, (2010), pp. 186-196.  



94 

 

 Tan, A.Y., Riley, T.R., Coady, T., Bussemaker, H.J. & Manley, J.L., "TLS/FUS (translocated in 

liposarcoma/fused in sarcoma) regulates target gene transcription via single-stranded DNA 

response elements", Proceedings of the National Academy of Sciences of the United States of 

America, vol. 109, no. 16, (2012),pp. 6030-6035. 

 T. J. Kwiatkowski, Jr, Bosco,D.A., LeClerc,A.L., Tamrazian,E., Vanderburg,C.R., Russ,C., 

Davis,A., Gilchrist,J., Kasarskis,E.J., Munsat,T., Valdmanis,P., Rouleau,G.A., Hosler,B.A., 

Cortelli,P., P. J. de Jong, Yoshinaga,Y., Haines,J.L., Pericak-Vance,M.A., Yan,J., Ticozzi,N., 

Siddique,T., McKenna-Yasek,D., Sapp,P.C., Horvitz,H.R., Landers,J.E., R. H. Brown,Jr. 

"Mutations in the FUS/TLS Gene on Chromosome 16 Cause Familial Amyotrophic Lateral 

Sclerosis." Science 323.5918 (2009): 1205-8.  

 Tateishi, T., Hokonohara, T., Yamasaki, R., Miura, S., Kikuchi, H., Iwaki, A., Tashiro, H., Furuya, 

H., Nagara, Y., Ohyagi, Y., Nukina, N., Iwaki, T., Fukumaki, Y. & Kira, J., "Multiple system 

degeneration with basophilic inclusions in Japanese ALS patients with FUS mutation", Acta 

Neuropathologica, vol. 119, no. 3, (2010) pp. 355-364. 

 Taylor, JP, RH Brown, and DW Cleveland. "Decoding ALS: From Genes to Mechanism." Nature 

539.7628 (2016): 197-206. 

 Tefera, Tesfaye W., Rogelj,Boris, Hortobágyi,Tibor, Kurt J. De Vos, Nishimura,Agnes Lumi, 

Sreedharan,Jemeen, Hu,Xun, Smith,Bradley, Ruddy,Deborah, Wright,Paul, Ganesalingam,Jeban, 

Williams,Kelly L., Tripathi,Vineeta, Al-Saraj,Safa, Al-Chalabi,Ammar, Leigh,P.Nigel, Blair,Ian 

P., Nicholson,Garth, Belleroche,Jackie de, Gallo,Jean-Marc, Miller,Christopher C., 

Shaw,Christopher E. "Triheptanoin Protects Motor Neurons and Delays the Onset of Motor 

Symptoms in a Mouse Model of Amyotrophic Lateral Sclerosis." PLoS One 11.8 (2016): 

e0161816.  

 Uranishi, H., Tetsuka, T., Yamashita, M., Asamitsu, K., Shimizu, M., Itoh, M. & Okamoto, T., 

"Involvement of the pro-oncoprotein TLS (translocated in liposarcoma) in nuclear factor-kappa 

B p65-mediated transcription as a coactivator", Journal of Biological Chemistry, vol. 276, no. 16, 

(2001), pp. 13395-13401. 

 Vance, Caroline, Rogelj,Boris, Hortobágyi,Tibor, Kurt J. De Vos, Nishimura,Agnes Lumi, 

Sreedharan,Jemeen, Hu,Xun, Smith,Bradley, Ruddy,Deborah, Wright,Paul, Ganesalingam,Jeban, 

Williams,Kelly L., Tripathi,Vineeta, Al-Saraj,Safa, Al-Chalabi,Ammar, Leigh,P.Nigel, Blair,Ian 

P., Nicholson,Garth, Belleroche,Jackie de, Gallo,Jean-Marc, Miller,Christopher C., 

Shaw,Christopher E. "Mutations in FUS, an RNA Processing Protein, Cause Familial 

Amyotrophic Lateral Sclerosis Type 6." Science 323.5918 (2009): 1208-11.  

  Verbeeck, C., Deng, Q., DeJesus-Hernandez, M., Taylor, G., Ceballos-Diaz, C., Kocerha, J., 

Golde, T., Das, P., Rademakers, R., Dickson, D. & Kukar, T., "Expression of Fused in sarcoma 

mutations in mice recapitulates the neuropathology of FUS proteinopathies and provides insight 



95 

 

into disease pathogenesis", MOLECULAR NEURODEGENERATION, vol. 7, no. 1, (2012), pp. 

53-53. 

 Vinayak, S., Pawlowic,MC, Sateriale,A., Brooks,CF, Studstill,CJ, Bar-Peled,Y., Cipriano,MJ, 

Striepen,B. "Genetic Modification of the Diarrhoeal Pathogen Cryptosporidium Parvum." Nature 

523.7561 (2015): 477-U232.  

 Volpicelli-Daley, L., Luk, K., Patel, T., Tanik, S., Riddle, D., Stieber, A., Meaney, D., 

Trojanowski, J. & Lee, V., "Exogenous [alpha]-Synuclein Fibrils Induce Lewy Body Pathology 

Leading to Synaptic Dysfunction and Neuron Death", Neuron, vol. 72, no. 1, (2011) pp. 57.  

 Jucker, M., & Walker, L. C. (2013). Self-propagation of pathogenic protein aggregates in 

neurodegenerative diseases. Nature, 501(7465), 45–51. https://doi.org/10.1038/nature12481 

 Wada, K., Inoue, K., & Hagiwara, M. (2002). Identification of methylated proteins by protein 

arginine N-methyltransferase 1, PRMT1, with a new expression cloning strategy. Biochimica et 

biophysica acta, 1591(1-3), 1–10. https://doi.org/10.1016/s0167-4889(02)00202-1 

 Walker, L.C. & Jucker, M., "Neurodegenerative Diseases: Expanding the Prion Concept", 

Annual Review of Neuroscience, vol. 38, no. 1, (2015) pp. 87-103. 

 Wang, D.B., Gitcho, M.A., Kraemer, B.C. & Klein, R.L., "Genetic strategies to study TDP‐43 

in rodents and to develop preclinical therapeutics for amyotrophic lateral sclerosis", European 

Journal of Neuroscience, vol. 34, no. 8, (2011), pp. 1179-1188.  

 Wang, W., Pan, L., Su, S., Quinn, E., Sasaki, M., Jimenez, J., Mackenzie, I., Huang, E. & Tsai, 

L., "Interaction of FUS and HDAC1 regulates DNA damage response and repair in neurons", 

Nature neuroscience, vol. 16, no. 10, (2013), pp. 1383-1383. 

 Wang, Y., Balaji, V., Kaniyappan, S., Kruger, L., Irsen, S., Tepper, K., Chandupatla, R., Maetzler, 

W., Schneider, A., Mandelkow, E. & Mandelkow, E., "The release and trans-synaptic 

transmission of Tau via exosomes", (2017), MOLECULAR NEURODEGENERATION, vol. 12, 

no. 1. 

 Williams, K. L., Topp,S., Yang,S., Smith,B., Fifita,J.A., Warraich,S.T., Zhang,K.Y., 

Farrawell,N., Vance,C., Hu,X., Chesi,A., Leblond,C.S., Lee,A., Rayner,S.L., 

Sundaramoorthy,V., Dobson-Stone,C., Molloy,M.P., van Blitterswijk,M., Dickson,D.W., 

Petersen,R.C., Graff-Radford,N.R., Boeve,B.F., Murray,M.E., Pottier,C., Don,E., Winnick,C., 

McCann,E.P., Hogan,A., Daoud,H., Levert,A., Dion,P.A., Mitsui,J., Ishiura,H., Takahashi,Y., 

Goto,J., Kost,J., Gellera,C., Gkazi,A.S., Miller,J., Stockton,J., Brooks,W.S., Boundy,K., 

Polak,M., Munoz-Blanco,J.L., Esteban-Perez,J., Rabano,A., Hardiman,O., Morrison,K.E., 

Ticozzi,N., Silani,V., de Belleroche,J., Glass,J.D., Kwok,J.B., Guillemin,G.J., Chung,R.S., 

Tsuji,S., Brown,R.H.,Jr, Garcia-Redondo,A., Rademakers,R., Landers,J.E., Gitler,A.D., 

Rouleau,G.A., Cole,N.J., Yerbury,J.J., Atkin,J.D., Shaw,C.E., Nicholson,G.A., Blair,I.P.. 

https://doi.org/10.1038/nature12481


96 

 

"CCNF Mutations in Amyotrophic Lateral Sclerosis and Frontotemporal Dementia." Nature 

communications 7 (2016): 11253.   

 Wimo, A., Guerchet, M., Ali, G., Wu, Y., Prina, A., Winblad, B., Jonsson, L., Liu, Z., Prince, M., 

Stockholms universitet, Centrum för forskning om äldre och åldrande (ARC),(tills m KI) & 

Samhällsvetenskapliga fakulteten, "The worldwide costs of dementia 2015 and comparisons with 

2010", ALZHEIMERS & DEMENTIA, vol. 13, no. 1, (2017) pp. 1-7.  

 Winton, M.J., Igaz, L.M., Wong, M.M., Kwong, L.K., Trojanowski, J.Q. & Lee, V.M.-., 

"Disturbance of Nuclear and Cytoplasmic TAR DNA-binding Protein (TDP-43) Induces 

Disease-like Redistribution, Sequestration, and Aggregate Formation", Journal of Biological 

Chemistry, vol. 283, no. 19, (2008), pp. 13302-13309.  

 Winton, M.J., Van Deerlin, V.M., Kwong, L.K., Yuan, W., Wood, E.M., Yu, C., Schellenberg, 

G.D., Rademakers, R., Caselli, R., Karydas, A., Trojanowski, J.Q., Miller, B.L. & Lee, V.M.-., 

"A90V TDP-43 variant results in the aberrant localization of TDP-43 in vitro", FEBS letters, vol. 

582, no. 15, (2008) pp. 2252-2256. 

 Witt, Stephan N. "Molecular Chaperones, Alpha-Synuclein, and Neurodegeneration." Molecular 

neurobiology 47.2 (2013): 552-60.  

 Xia, R., Liu, Y., Yang, L., Gal, J., Zhu, H. & Jia, J., "Motor neuron apoptosis and neuromuscular 

junction perturbation are prominent features in a Drosophila model of Fus-mediated ALS", 

MOLECULAR NEURODEGENERATION, vol. 7, no. 1, (2012), pp. 10-10.  

 Xiang, H., Wang, J., Hisaoka, M. & Zhu, X., "Characteristic sequence motifs located at the 

genomic breakpoints of the translocation t(12;16) and t(12;22) in myxoid liposarcoma", 

Pathology, vol. 40, no. 6, (2008), pp. 547-552.  

 Yamada, K., Cirrito, J. R., Stewart, F. R., Jiang, H., Finn, M. B., Holmes, B. B., Binder, L. I., 

Mandelkow, E. M., Diamond, M. I., Lee, V. M., & Holtzman, D. M. (2011). In vivo microdialysis 

reveals age-dependent decrease of brain interstitial fluid tau levels in P301S human tau transgenic 

mice. The Journal of neuroscience : the official journal of the Society for Neuroscience, 31(37), 

13110–13117. https://doi.org/10.1523/JNEUROSCI.2569-11.2011 

 Yamamoto-Watanabe, Y., Watanabe, M., Okamoto, K., Fujita, Y., Jackson, M., Ikeda, Y., Ikeda, 

M., Nakazato, Y., Matsubara, E., Kawarabayashi, T. & Shoji, M., "A Japanese ALS6 family with 

mutation R521C in the FUS/TLS gene: A clinical, pathological and genetic report", Journal of 

the neurological sciences, vol. 296, no. 1, (2010) pp. 59-63. 

 Yang, L., Embree, L., Tsai, S. & Hickstein, D., "Oncoprotein TLS interacts with serine-arsnine 

proteins involved in RNA splicing", Journal of Biological Chemistry, vol. 273, no. 43, (1998), 

pp. 27761-27764.  



97 

 

 Yasuda, K., Zhang, H., Loiselle, D., Haystead, T., Macara, I. & Mili, S., "The RNA-binding 

protein Fus directs translation of localized mRNAs in APC-RNP granules", JOURNAL OF 

CELL BIOLOGY, vol. 203, no. 5, (2013), pp. 737-746.  

 Yokoi, S., Udagawa, T., Fujioka, Y., Honda, D., Okado, H., Watanabe, H., Katsuno, M., Ishigaki, 

S. & Sobue, G., "3 ' UTR Length-Dependent Control of SynGAP Isoform alpha 2 mRNA by FUS 

and ELAV-like Proteins Promotes Dendritic Spine Maturation and Cognitive Function", CELL 

REPORTS, vol. 20, no. 13, (2017) pp. 3071-3084. 

 Yokoseki, A., Shiga, A., Tan, C., Tagawa, A., Kaneko, H., Koyama, A., Eguchi, H., Tsujino, A., 

Ikeuchi, T., Kakita, A., Okamoto, K., Nishizava, M., Takahashi, H. & Onodera, O., "TDP-43 

mutation in familial amyotrophic lateral sclerosis", Annals of Neurology, vol. 63, no. 4, (2008), 

pp. 538-542.  

 Yoshimura, A., Nishino, K., Takezawa, J., Tada, S., Kobayashi, T., Sonoda, E., Kawamoto, T., 

Takeda, S., Ishii, Y., Yamada, K., Enomoto, T. & Seki, M., "A novel Rad18 function involved in 

protection of the vertebrate genome after exposure to camptothecin", DNA Repair, vol. 5, no. 11, 

(2006), pp. 1307-1316. 

 Yu, Weiying, Wei Guo, and Linyin Feng. "Segregation of Nogo66 Receptors into Lipid Rafts in 

Rat Brain and Inhibition of Nogo66 Signaling by Cholesterol Depletion." FEBS letters 577.1 

(2004): 87-92.  

 Yu, Y., Chi,BK, Xia,W., Gangopadhyay,J., Yamazaki,T., Winkelbauer-Hurt,ME, Yin,SY, 

Eliasse,Y., Adams,E., Shaw,CE, Reed,R. . "U1 snRNP is Mislocalized in ALS Patient Fibroblasts 

Bearing NLS Mutations in FUS and is Required for Motor Neuron Outgrowth in Zebrafish." 

Nucleic acids research 43.6 (2015): 3208-18.   

 Yuyama, K., Sun,H., Sakai,S., Mitsutake,S., Okada,M., Tahara,H., Furukawa,J., Fujitani,N., 

Shinohara,Y., Igarashi,Y. "Decreased Amyloid-Beta Pathologies by Intracerebral Loading of 

Glycosphingolipid-Enriched Exosomes in Alzheimer Model Mice." Journal of Biological 

Chemistry 289.35 (2014): 24488-98.  

 Zhang, H., Azevedo, R. B., Lints, R., Doyle, C., Teng, Y., Haber, D., & Emmons, S. W. (2003). 

Global regulation of Hox gene expression in C. elegans by a SAM domain protein. 

Developmental cell, 4(6), 903–915. https://doi.org/10.1016/s1534-5807(03)00136-9 

 Zhang, Yan. "Tunneling-Nanotube: A New Way of Cell-Cell Communication." Communicative 

& Integrative Biology 4.3 (2011): 324-5.   

 Zhou, Y., Liu, S., Liu, G., Ozturk, A. & Hicks, G., "ALS-Associated FUS Mutations Result in 

Compromised FUS Alternative Splicing and Autoregulation", PLOS GENETICS, vol. 9, no. 10, 

(2013), pp. e1003895.  



98 

 

 Zhou, Y., Liu, S., Oztürk, A. & Hicks, G.G., "FUS-regulated RNA metabolism and DNA damage 

repair: Implications for amyotrophic lateral sclerosis and frontotemporal dementia pathogenesis", 

Rare diseases (Austin, Tex.), vol. 2, no. 1, (2014), pp. e29515.  

 Zinszner, H., Sok, J., Immanuel, D., Yin, Y. & Ron, D., "TLS (FUS) binds RNA in vivo and 

engages in nucleo-cytoplasmic shuttling", Journal of cell science, vol. 110, (1997),pp. 1741-1750. 

 Zhu, Xun, He, Zhenjian; Yuan, Jie; Wen, Weitao; Huang, Xuan; Hu, Yiwen; Lin, Cuiji; Pan, 

Jing; Li, Ran; Deng, Haijing; Liao, Shaowei; Zhou, Rui; Wu, Jueheng; Li, Jun; Li, Mengfeng. 

"IFITM3-Containing Exosome as a Novel Mediator for Anti-Viral Response in Dengue Virus 

Infection: Antiviral Effect of IFITM3 Mediated by Exosome." Cellular microbiology 17.1 

(2015): 105-18.  

 2017 Alzheimer’s Disease Facts and Figures, Alzheimer’s Association 

 日本神経学会、「筋萎縮性側索硬化症診療ガイドライン」作成委員会.（2013）筋萎縮性

側索硬化症診療ガイドライン 2013 

 平成 27年度東京大学大学院薬学系研究科修士課程修了 松本大成修士論文 

 平成 28年度東京大学大学院薬学系研究科修士課程修了 渡邊成晃修士論文 

 Taisei, M., Koji, M., Naruaki, W., Yuya, K., Hayato, K., Ryoko, I., Tomoko, W., Tadafumi, H., 

Takeshi, I. “Self-assembly of FUS through its low-complexity domain contributes to 

neurodegeneration”, Human Molecular Genetics (2018) 

 

 

 

 

 

 

 

 

 



99 

 

Acknowledgments 

 

 Professor Takeshi Iwatsubo of the Department of Neuropathology, Graduate School of Medicine, the University of 

Tokyo has given me enthusiastic guidance in advancing this research. Through discussions at his meetings and seminars, 

he revealed my blind spots, which led to my next experiment. In addition, I would like to express my deep gratitude 

for his concern for everything in my research life, despite his busy schedule.  

 

Associate professor Tadafumi Hashimoto of the Department of Neuropathology, Graduate School of Medicine, the 

University of Tokyo, not only gave me a lot of knowledge and suggestions through his experimental advice and daily 

discussions, but also supported me throughout my research life. Thank you so much. Lecturer Tomoki Kuwahara, 

Assistant Professor Tomoko Wakabayashi, and Assistant Professor Kaoru Yamada of the Department of 

Neuropathology, Graduate School of Medicine, the University of Tokyo provided a lot of advice through discussions 

at the seminar. Thank you.  

Dr. Koji Matsukawa (completed in 2016), a senior in the same group, not only gave me careful guidance especially 

during my master's course, but his attitude toward research was always a model for me. In addition, Yuya Kishino of 

the same group inspired me by the brilliant appearance of his enthusiastic research efforts when he was a student. I 

think it was very valuable to be able to do research with such people. In addition, I had some opportunity to teach 

various experiments to Master Ryota Miyazaki. I was impressed with his attitude of working without giving up even if 

his experiments did not go well, and I had a delightful time because he sometimes made me feel easy while doing 

research together. I'm really thankful to him.  

Professor Masayuki Miura of the Department of Genetics, Graduate School of Pharmaceutical Sciences, the 

University of Tokyo gave us the Drosophila necessary for our research. Moreover, the technical assistants in the same 

laboratory always provided feed for Drosophila. We would like to express our sincere gratitude for the indispensable 

help in carrying out the research. 

 I would like to thank everyone in the Department of Neuropathology, Graduate School of Medicine, the University 

of Tokyo, both publicly and privately. Yutaro Ito (Collaboration Researcher: Kobayashi Pharmaceutical Co., Ltd.), 

Toshihira Ochiai (Contract Researcher: Kaken Pharmaceutical Co., Ltd.), Toshiharu Sano, Mayu Hakozaki, Kazuhisa 

Ishida, Tadayuki Komori, Itaru Nishida, Tetsuro Abe, Maria Sakurai, Tomoko Hirasawa, Maiko Tanaka, Takeru 

Nagayama, Risa Nishiyama, Kyosuke Muramatsu, Kai Funagawa, and Gen Yoshii spent enjoyable days together. Thank 

you.  

I would like to thank Professor Taisuke Tomita and members of the Department of Neuropathology and Neuroscience, 

Graduate School of Pharmaceutical Sciences, University of Tokyo, for meeting at the joint seminar. At the seminar, I 

was able to receive advice from different angles, which was a driving force for my research. Thank you very much. 

Finally, I would like to express my sincere gratitude to my friends who spent the doctoral course together and my family 

who showed their understanding of my research activities and prepared the environment.  

January 8, 2021 Naruaki Watanabe 



100 

 

 

 

 

 

 


