Appendix A

Prediction results

Table A.1. List of pr d int

in the d reported by ito et al, [35].

“No. ORF1 Gene Namel | ORF2 Gene Name2 15T hit SVM score
1 YOR181W LAS17 YDR3BEW RVS167 2 2,46018
2 | YBR254C TRS20 YDRATIW TRS31 23 190983
3 | yDL13OW RPP1B YDR382W = RPP2B 1 1.72605
4 | YBR254C TRS20 YKR068C BET3 4 1.64551
5 | YKRO68C BET3 YBR254C TRS20 1 1.64467
6 YORIBIW  LAS17 YGR136W YGR136W 10 1.50523
7 | YORui7W RPTS YOR259C RPT4 2 1.38980
8 YLR423C APGL7 YLR423C APG17 4 1.31422
9 YNL263C YiF1 YNLO44W YiP3 4 © 1.29738

10 YDR020C YDR020C YDRO20C YDRO20C 6 1.28778
11 YNL147W. LSM7 YER146W LSMS 1 1.26430 °
12 | YORILIW  RPTS YDR394W RPT3 3 120642
13 YiL109C SEC24 YPR181C SEC23 1 110719
14 YNL263C YIF1L YGR172C YiPL 3 i
15 | YDR378C LSMB YER146W LSM5 1 115135
16 | YIR038C GTTL YIR038C GTT1 2 110524
17 YHR107C CDC12 YDL225W YDL22B5W 1 1.09960
18 | YORIS7C PUP1L YER094C PUPR3 1 1.08907
19 | YPL259C APM1 YKL135C APL2 5 1.07955
20 | YBRI3SW  CKS1 YLR210W C1LBe 2 1.06715
21 | YEROBIW SER3 YEROSIW SER3 9 104111
22 | YLR34OW RPPO YDR3s2w RPP2B 1 1.0%925
23 | YMRO95C SNO1 YFLOSOW SNZ3 i1 1.01378
24 | YPRIIOW cLez YBRIZEW CKSt 2 101201
25 YGR218W CRM1 YKLOSEW NUP100 1 1.00509
26 YORI59C SME1 YPRIBDW SMX3 17 1.00395
27 | YNL33C SNO2 YFLOSOW SNZ3 4 1.00354
28 YBLOdGW YBLOsIW YGRI172C ¥iPL 1 1.00234
29 | YDR38BW  RVSi67 YCROOSC RVS161 22 1e0217
30 YGR172C YiP1 YNLO44W YirP3 2 1.00136
31 | YNLO4SC SFB2 YPR18IC SEC23 1 ‘100091
32 | YBLO4SC COR1 YPRI19IW QCR2 1 1.00038
33 | YPRIGIW  QCR2 YBLOASC COR1 3 0.99957
34 | YBLOAOW  YBLOAOW YILO34C CAP2 1 0.09863
35 | YFLOSSW SNZ3 YFLOSOW SNZ3 2 0.99709
36 | YORis1wW LAS17 YILI00W YIL100W 2 0.99701
37 YDR313C PiB1 YNLO44W YiP3 1 0.99604
38 | YBRAIW  APG12 YLR423C APGI7 3 0.99602
39 | YKL103C LAP4 YKL103C LAPS 11 0.99547
40 | YNLOZAC YNLO9SC YNLOZ2W U 22 0.99536
41 | YMR236W  TAF17 YGL112C TAFS0 11 0.99515
42 | YGLII2C TAF60 YMR236W TAF1T 44 0.99494
43 | YFLOO3C MSH4 YDL154W MSHS 3 0.99472
44 | YKRO26C GCN3 YKRO26C GCN3 i3 0,99461
45 YGL237C HAP2 YLR423C APG17 35 0.99459
46 | YDL116W NUPB4 YGLO92W HUP145 2 0.99423
47 | YDR&TIW  SNFI YER027C GALES 6 0.99413
48 | YHRi7iw APG7 YNROOTC AUTL 2 0.99406
49 YFRO47C YFRO47C YFROATC YFRO47C 4 0.99404
50 YILOgTW YILO9TW YIR038C GTT1 1 0.99400
51 YMLO22W APT1 YDRA441C APT2 1 0.99359
52 YMLOTTW BETS YDR4TIN TRS3L 1 0.99395
53 YPR10SW RPN7 YEROZIW RPN3Z 10 0.99335
54 | YNLpsaw YiP3 YNLOJAW YIP3 41 0.99332
55 YNL333W SNZ2 YFLOSOW SNZ3 3 0.99316
56 | YBR170C NPL4 YGRO48W UFD1 20 099311
57 YNROO7C AUT1 YHR171W APGT 10 0.99208
58 YLR345W YLR345W YLR321C SFH1 5 0.99299
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“No. | ORF1 Gene Namel | ORFZ Gene Name2 | 151 hit | SVM score
56 T YOL09AC RFCa YNLZOW RFC3 6 0.95295
60 | YBRI3SW  CKS1 YBRIGOW €oC28 [ 0.99291
61 YGRO4BW UFD1 YBRI70C NPL4 7 0.99287
62 YLR261C GCD7 YGRO83C GCD2 3 0.99280
63 | YODRIZEC SKPL YHL3LIC YNL311C 1 0.99272
64 | YLR29IC GCoT YKROZ6C GCN3 5 0.95268
65 YHMLO9BW TAF19 YOR16TW TAF25 2 0.99267
66 YLR245C Chot YLR245C CoD1 9 0.99262
67 YOROG1W CKAZ YORO39W CKB2 1 0.99258
68 | YHMRLI3W  YHRIIIW YHR113W YHRIIIW 19 0.99255
69 YLR3IGZW STE1L YCLO32W STESO 5 0.99244
70 | YCLozaw STESO YLR362W STELL 25 0.99241
71 | YNL3MC SHO2 YNL3IIW SNZ2 5 0.99237
12 YBRI33C HSLY YIL187C SWE1L 1 0.99237
13 | YEROBIW SER3 YILOTAC SER33 2 0.99227
74 | YPLIGSW APLS YiLo2aC APS3 1 0.99226
7% YBR160W coCz8 YBRI135W CKS1 2 0.99190
16 | YMLOBAC TEML YLRAZ3C APGLT 4 0.99188
77 | YMRO95C SNO1 YNL33IW SNZ2 3 0.99181
78 | YLRO26C SEDS YDR189W SLY1 3 0.99165
79 | YDRIBOW  RRP45 YGRI9SW SKI6 H 0.99164
80 YGR158C MTR3 YDL111C RRP42 2 0.99158
81 | YLR328W YLR328W YLRIZ8W YLR328W 19 0.99148
82 YNL333W SNZ2 YMROY5C SNO1L 2 0.99128
83 | YMRO42W  ARGR1 YMLO099C ARGR2 2 0.99121
84 | YMRO55C BUB2 YER143W Do 2 0.99115
85 YDR328C SKP1 YOROSTW SGTL 1 0.99109
86 YNL152W YNL1S2W YMRO32W HOFL 6 0.99106
87 YMLOGAC TEML YKLOBTW YNK1 8 0.99101
88 | YNROOTC AUT1 YBLOTBC AUTY 5 0.95096
89 YPLILIW CAR1 YPLIIW CAR1 2 0.99069
00 | YFRODZW NIC96 YMR153W NUPS3 2 0.99047
g1 YBR135W CKS1 YGR108W CLB1 3 0.99041
92 | YDLLILC RRPA2 YGR158C MTR3 1 0.99011
93 YPL14OW APGS YBR21TW APG12 3 0.99006
94 | YDRO20C YDR020C YNRO12W URK1 13 0.98981
95 YJR113C YIR113C YIRO63IW RPA12 1 0.98971
96 YNROL2W URKL YOR020C YDRO20C 21 0.98963
97 | YARO2IW YARO2TW YARD2TW YARO2TW 1 0.98961
98 YNLOS6W YNLO56W YNLOZ2W Siw1a 24 0.98939
99 YNLOTSW MP4 Y IR002W MPP10 1 0.98929

100 YNL333W SNZ2 YNL33IW SNZ2 2 0.98900
101 YNROO7C AUTL YBR21TW APG12 1 0.98840
102 YOL1GOW STEY YGRO4OW K551 2 0.98813
103 | YORIIIW  YORINIW YOR11IW YORL1IW 3 0.96781
104 | YGLOSTC PRNC1 YGLO3TC PNC1 1 0.98670
105 YGR267C FOLZ YGR267C FOL2 2 0.98588
106 | YBLOS6W PTC3 YDROT1C YDRO71C 4 0.98495
107 | YKLOBTW YNK1 YKLO6TW YK 1 0.98479
108 | YPR1o4C FHL1 YDR174W HMO1 4 0.98459
109 YGL237C HAPZ YBLO21C HAP3 10 0.98432
110 YOLO06C TOPY YMR233W YMR233W 6 0.98408
111 | YHLOIBW YHLO18W YHLO1BW YHLO18W 1 0.98347
112 | YELOG6W HPA3 YELOGEW HPA3 25 0.98265
113 YPR173C VPS4 YLRO2SW SNF7 3 0.98233
114 | YDRIS2W  BTT1 YHR193C EGD2 1 0.97976
115 | YMLO9BW  TAF19 YOR174W HMO1 2 0.97859
116 | YDRS10W  SMT3 YDRS10W SMT3 1 0.97632
117 YLR3a0W RPPO YDLO81C RPP1A 19 0.97622
118 YOLO6AW uBCo YDR510W SMT3 1 0.97413
119 YLRO26W SNFT YLRO2S5W SNF7 1 0.9725%
120 YNLOS6W YNLO56W YNLOYIC YNL099C 23 0.97194
i1 YMRO9SC SNO1 YMRO%6W SNZ1 20 0.95667
122 | YLR3I0GW uBC12 YDR139C RUB1 1 0.95096
123 | YHR098C SFB3 YPR181C SEC23 2 0.95032
124 YOR3I2C PEX3 YOLO65C PEX19 2 0.94226
125 | YGL237C HAP2 YOR358W HAPS 4 0.93139
126 | YGL19BW YGL1OBW YGR172C YiPL 2 0.92527
127 | YMRO96W  SNZ1 YFLOSOW SNZ3 17 0.92154
128 | YPL203W PKAJ YILO33C SRA1L 3 0.61732
120 | YMROSG6W  SNZL YNL333W SNZ2 4 0.90911
130 YNL333W SNZ2 YMRO%OW SNZt 2 0.90859
131 | yiorac SER33 YiLoTac SER33 3 0.89281
132 | YGRI158C MTR3 YLR345W YLR345W 3 0.88670
133 | YMLO9BW  TAF19 YMLO15C TAF40 20 0.88158
134 | YJRO76C coC1 YHR107C CcDC12 2 0.84374
135 | YHR107C coc12 YIROT6C o 9 0.84370
136 | YBR264C YPT10 YOR370C MRSE 1 0.83726
137 YLR340W RPPO YOL130W RPP1B ] 0.83345
138 | YGROWOW  YGRO1OW YLR328W YLRI28W 20 0.82677
139 | YLR328W YLR328W YGRO10W YGRO1OW 16 0.82603
140 | YHLO19C APMZ YKL135C APL2 26 0.82428
141 | YPRO29C APL4 YKL135C APL2 16 0.81837
142 | YHRITIW  APGT YBR217TW APG12 3 0.81783
143 | YBR28BC APM3 YGR261C APLE 5 0.81723
144 | YOR167C RPS28A YBROGAW YBROGAW 1 0.81212
145 | YLR275W SMD2 YPR182W SMX3 5 0.80992
146 | YMRO4TC NUP116 YLRO78C BOSI 1 0.79963
147 | YMRIB6W  HSCB2 YLR319C BUDG 1 0.78763
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No_ | ORF1 Gene Namel | ORF2 Gene Name2 | 15T hit | SVM score
148 | YOLOGSW  'NUF2 YiLT4aW TID3 3 0.78539
149 | YGR218W  CRM1 YDLO6SC PEX19 & 0.78040
150 | YARO2TW  YARO2IW YBRIISW CKSt 1 0.77405
151 | YMRO4A7C  NUP116 YKLOSBW NUP100 3 0.77337
152 | YOR358W  HAPS YBLO21C HAP3 10 0.75585
153 | YER094C PUP3 YCLO09C L6 1 0.74243
154 | YGR2I8W  CRM1 YPLI2OW VPS30 2 0.73757
155 | YIRO76C CDCi1 YDR218C SPR28 H 0.73255
156 | YMLOB4C  TEMIL YKRO14C YPT52 1 0.70840
157 | YMLO6SC — TEMI YGL221C NIF3 6 0.70194
158 | YNROI2ZW  URK1 YNRO12W URK1 4 0.68744
158 | YMLOBAC — TEML YOR020C HSP10 6 0.66481
160 | YPROAIW  TIFS YDR224C HTB1 1 0.66318
161 | YKROG8C BET3 YDR472W TRS31 9 0.66227
162 | YMRO47C  NUP116 YOR344C TYE? 1 0.65896
163 | YFLO2IW  YFLO23W YLR200W YKE2 44 0.63453
164 | YLR200W  YKE2 YFLO2AW YFLO23W 4 0.62932
165 | YBLOGBW  PRS4 YOLOGIW PRSS 4 0.61567
166 | YER099C PRS2 YOLOGIW PRSS 8 0.60503
167 | YOLOGIW  PRS5 YER099C PRS2 50 0.60377
168 | YMRO47TC  NUP116 YDLO65C PEX19 6 0.57712
169 | YNLOBBW  TOP2 YDR510W SMT3 2 0.57600
170 | YDR3LIW  TFBL YLR4Z3C APGL7 9 0.54791
171 | YDLOSSC RADS9 YFLOSOW SNZ3 2 0.51999
172 | YJR125C ENT3 YORINW YORI1IW 14 0.50718
173 | YCRO33W  YCRO33W YGR172C YIP1 1 0.49955
174 | YARO3IW  YARO33W YARO33W YAR033W 4 0.48376
175 | YMRO47C  NUP116 YCLOIOW YCLO39W 1 0.47817
176 | YHR1l4W  BZZ1 YLR105C SEN2 1 0.47266
177 | YOROD7C ~ SGT2 YoL111C YOL111C 2 0.46983
178 | YBR170C NPL4 YDL126C cpcas 4 0.46536
179 | YKL166C TPK3 Y1L033C SRA1 10 0.45445
180 | YLRTC KAP95 YILO33C SRA1 1 0.45143
181 | YPRO72W  NOTS YPLOAIW NOP4 1 0.44392
182 | YiL164C TPK1 YILO33C SRAL 4 0.44022
183 | YERO8IW  SER3 YOR388C FOH1 1 0.43176
184 | YKLIBIW  PRS1 YER099C PRS2 1 0.35390
185 | YER099C PRS2 YKLISIW PRS1 3 0.35346
186 | YNL243W  SLA2 YKLO6BW NUP100 1 0.35264
187 | YBRI9BC TAF90 YGL112C TAF60 1 0.33542
188 | YHRO30C  SLT2 YLR268W SEC22 1 0.33304
189 | YPLOO2C SNF8 YLR41TW VPS36 10 0.32067
190 | YMRO4TC  NUP116 YLRI96W PWP1 1 0.32030
191 | YLROI&C PPRI YLRO14C PBRI i 0.31728
192 | YODR3IIW  TEB1 YKL103C LAP4 19 0.31715
193 | YMRO47C  NUPII6 YOR213C SASE 1 0.31247
194 | YLR423C APGL7 YNL182C YNLI82C 10 0.31175
195 | YNLIB2C YNL182C YLR423C APGLT 36 0.31098
195 | YPROSIW  MAK3 YELO53C MAK10 9 0.30580
197 | YiL1i0C GZF3 YNLO2IW HDAL 1 0.30410
198 | YKLIBIW PRSI YHLO11C PRS3 3 0.20808
199 | YNROOSW  VPS27 YHLOO2W YHLOO2W 4 0.20768
200 | YHLOOZW  YHLOO2W YNROOGW vPs27 13 0.29599
201 | YMLOBAC — TEMI YPRIGIW QCR2 2 0.27540
202 | YHLOI9C APMZ YPRO29C APL4 1 0.27141
203 | YJLOIW  NSP1 YLR423C APG17 2 0.26991
204 | YPRO2C APLA YHLOI9C APM2 1 0.26836
205 | YNL331C AAD14 YNL33IC AAD14 44 0.24792
206 | YMROA7TC  NUP116 YMLOOTW YAPL 5 0.23444
07 | YMLOS4C — TEMI YNRO12W URK1 1 0.22115
208 | YLRi70C APSL YPRO29C APL4 8 0.20991
209 | YPRO2C APL4 YLR170C APS1 8 0.20797
210 | YMRO32W  HOF1 YLR423C APGLY 2 0.19977
211 | YPLOSIW  ARL3 YKRO30W YKRO3OW 2 0.18992
212 | YLR347C KAPY5 YKLOGTW YNK1 3 0.18779
213 | YMRI2ZSW  STO1L YPL178W CBC2 3 0.18163
214 | YNL329C PEX6 YKL197C PEX1 20 0.18134
215 | YNLISSW  SRPL YDR510W SMT3 4 0.17458
216 | YGLISIC YGL161C YGL19BW YGL19BW a7 0.17083
217 | YGLI9BW  YGL19BW YGLI61C YGL161C 57 0.16954
218 | YDLOOGW  PTCi YDR162C NBP2 3 0.16386
219 | YMRO47C  NUP116 YHLO0SC YAP3 1 0.16239
220 | YKLOI2ZW  PRP40 YORA48W ADAZ 1 0.15995
21 | YiL034C CAP2 YDLIGSW CDC36 2 0.15413
222 | YORO20C  HSP1O YOR020C HSP10 1t 6.15214
223 | YMRO4TC  NUP116 YOL111C YOLL111C i 0.14767
224 | YMRO4TC  NUP116 YBR217W APG12 z 0.12350
225 | YMRO47C  NUPI1I6 YERI07C GLE2 4 0.11486
226 | YPRIOTC YTH1 YIR093C FIPL 3 0.10603
207 | YNLIBSW  SRPIL YERITTW BMH1 1 0.10259
228 | YOR3LIW  TFB1 YHRI1IW YHR113W 2 0.09433
29 | YLR423C APG17 YOR232W MGE1L 2 0.09074
230 | YMR236W  TAF17 YLRIGTW SIK1 1 0.08541
231 | YMRO47C  NUP1I6 YDR510W SMT3 1 0.06730
232 | YMRO47C  NUP1I6 YGROBOW TWF1 1 0.06647
233 | YLR347C KAPYS YKRO48C NAPL 1 0.06505
234 | YFLOZIW  YFLOZ3W YBRI54C RPBS 35 0.06491
235 | YBRIS4C RPBS YFLO2IW YFLOZIW 1 0.06341
236 | YMRO47C  NUP116 YDR207C UMEG 1 0.05497
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“Ho, | ORF1 Tene Namel | ORFZ Gene Named | 151 mt | GVM score
7 Io} 951 TYARIIAW | YHRIIGW (] 5.04315
238 | YKROSSW  RHO4 YDL125C RDIL 2 0.04287
238 | YORZI8W  CRM1 YMLOOTW  YAPL 19 0.04260
240 | YARGISC  KIN3 YARDGIBC KilG 1 6.02996
241 | YDL243C  AADS YNL33LC AADI4 1 0.02864
242 | YLRII6W  MSL5 YPLIOSC YPL105C 1 0.02229
243 | YHRigSC ~ CDC23 YORMEW  ADA2 1 0.02142
204 | YPROBSW  SUAT Y IRD65C ARP3 1 0.01680
245 | YMROATC  NUP116 YERL36W (v} 2 0.01533
246 | YMRISIW  NUPS53 YGLOTIW KUP145 2 0.01466
247 | YNROS2C  POP2 YOR259C YAPS 1 0.01185
248 | YMLOBAC  TEMI YBROT2W HSP26 6 0.01175
249 | YKLOD2W  YKLOOZW YLRA23C APGIT 31 0.00972
250 | YCRO9SC  YCRO9SC YNLO9OC YNLOS9C 5 0.00689
251 | YHRI14W  BZZ1 YMLI2ZIW  GTRL 1 0.00460
252 | YMLOG4C  TEMI YNLOAAW YIP3 5 -0,01408
253 | YMROATC ~ NUP116 YKLOBBW YKLOBEW 1 -0.01505
254 | YJLO3BW  SNX4 YLR423C APGLT 15 -0.01669
255 | YMROSAW STV YiL142W cCT2 1 -0.02393
256 | YMROA7C  NUP116 YOR112ZW  YOR1L12W 3 -0.05025
257 | YDRO34C  LYS14 YLR098C CHA4 1 -0.05556
258 | YMR205C  PFK2 YGR240C PFK1 2 -0.07059
250 | YMLOGAC  TEML YLR321C SFHIL 1 -0.07794
260 | YMLOG4C  TEML YHRO25W  THRL 3 -0.00586
261 | YBR260C  RGD1 YMRO32W  HOF1 3 -0.10410
262 | YDR259C  YAPG YLR423C APG1T 10 -0.10813
263 YLR423C APG17 YDR259C YAP6 6 -0.11016
264 | YNL1BOW  SRP1 YiLO33C SRA1 1 40.11135
265 YMR213W CEF1 YLR423C APGL7 1 -0.11684
266 | YNROGBC  YNROGSC YNRO6IC YNRO69C 3 -0.12047
267 | YFRO37TC  RSC8 YLR321C SFH1 1 -0.12320
266 | YKRO3aW  DALSO YNLO2IW HDAL 2 -0.13164
260 | YJRO9IC JSNL YOLO72W THP1 2 -0.13620
270 | YMLOGAC  TEML YKLO3SW uGP1 3 -0.14011
271 | YMLOBAC — TEMI YLR328W YLR328W 6 -0.14288
272 | YLROASC  STU2 ¥C1LO29C BIK1 1 -0.14508
273 | YPL169C MEX67 YBROT2W HS5P26 2 -0.15048
274 | YHRIIAW  BZZL YLR309C IMH1 i -0.15148
275 | YER144C  UBPS YMROZ2W  HOFL 6 -0.15326
216 YMRO32W HOF1 YER144C UBPS 15 -0.15344
217 | YMLOBAC  TEMI YPLIIW CARL 3 -0,15546
278 YMLOG4C TEMI1 YJiL218W YJL218W 5 <0.15906
219 | YGL2ITC  HAP2 YMRIS3W  NUPS3 1 -0,17196
280 | YLR347C KAP9S YMLOOTW  YAPL 1 -0.17288
281 | YLRO26C  SEDS YIRO3BC GTT1 1 -0.17463
282 | YLR208W  SEC13 YGLO92W NUP145 1 -0,18058
283 | YLR291C GCD7 Y1LR423C APG17 2 .0.18567
284 | YHRIIAW  BZZ1L YILO04TC RTT101 1 -0.18757
285 | YMLOBAC  TEM1 YKL103C LAPA 2 -0.18840
286 | YCLO32W  STES0 YLR423C APGLT 19 -0.19861
207 | YHR114W  BZZL YKLOOTW CAP1 1 -0.20822
288 | YCLOSTC  ALPHA2 YOLO06C TOP1 1 -0.21197
280 | YMLOBAC  TEMIL YOR2IZW  MGE1L 1 -0.22937
200 | YMR232W  FUS2 YCRO09C RVS161 5 -0.23186
291 | YGLIGIC  YGLIGIC YGR172C YiP1 2 0.23247
202 | YHRIM4W  BZZ1 YOR224C RPB8 1 -0.23573
203 YJL218W YiL2iew YJilL218wW YJL218W 7 -0,24107
294 | YDRO3C  LYS14 YDLOGSC PEX19 1 -0.24273
205 | YNL1BOW  SRP1 YKLOSTW YNK1 3 -0,24282
206 | YMRO47C  NUP116 YNROOTC AUTL 1 -0.24820
297 YKR014C YPT52 YDR164C SEC1 1 -0.24933
208 | YPROBSW  SUA? YNL2BBW YNL28BW 1 -0.25654
209 | YDR250C  YAPG YKRO48C NAPL 1 -0.26644
300 | YMROA7C  NUPL16 YDLOBIC RPP1A 1 -0.26979
301 °| YLR347C KAPD5 YDR418W RPLIZB 1 -0.27049
302 | YMRO47C  NUP116 YGL236C MTO1 1 -0.27817
303 YER144C UBPS YBRO59C AKLY 2. +0.30004
304 | YPROBBW  SUAT YILO33C SRAL 1 -0.30087
305 | YPRI04C  FHL1 YDRSIOW  SMT3 1 -0.31394
306 YDL167C NRP1 YBR212W NGR1 3 -0.31922
307 | YorRIw  TFB1 YIL144W TID3 1 -0.33459
308 YLR277C | YSHL YDR045C RPCI1 1 -0.33522
309 | YMROA7TC  NUP116 YCLO2TW FUSL 1 -0.33978
310 YHR114W BZZ1 YPL174C NIP100 1 +0.34318
311 | YDR3C  PEPT YKRO14C YPT52 1 0.34383
312 | YMROATC  NUP1I6 YOR020C HSP10 1 -0.35092
313 | ynLisSW  SRPL YNL333W SNZ2 2 -0.35651
314 | YNLIBOW  SRP1 YFLOSOW SNZ3 '8 -0.36158
315 | YNLO20C  ARK1 YDR250C YAP6 1 0.37149
316 YDRO3aC LYS14 YKR048C NAPL 2 -0.37307
kivg YBLO16W FUS3 YDRAGIW YDRa6OW 1 -0.37537
318 | YHRI4W  BZZL YERI25W RSP5 2 -0.38628
319 YLR147C SMD3 YJRIO3W URASB 1 -0.38662
320 | YMROATC  NUP116 YOR423C CADL 3 -0.39710
321 YMLO64C TEML YGR267C FOL2 2 -0.40017
322 YHR114W BZZ1 YILO4SW PIG2 2 -0.40253
323 | YOR275C  YOR275C YLRO2SW SNF7 15 -0.40719
324 YJIR0S0C GRR1 YMRO32W HOF1 2 -0.42043
325 YNLOS9C YNLO99C YMR236W TAFI7 2 -0.42106
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No. I ORFI Gene Namel | ORFZ Gene NomeZ | 15T Wt 1 SVM score
3% | YOR3IGW  HSHAT YGL2AaW RTF1 T A48
327 | YORIGIW  RISL YDR5I0W  SMT3 1 -0.42749
328 | YMRO47C  NUP116 YPRIT2W YPRITZW 1 0.42048
32 | YMRO47TC  NUPLIS YORI57C PUPY 1 -0.43007
330 | YMRO47TC  NUPLi6 YGL229C SAP4 1 -0.43258
331 | YMLO92C  PRES YOR020C H5P10 2 -0.43785
332 | YILoO7C YILOOTC YORIIZW  RPTS 3 0.44560
333 | YORLI7TW  RPTS YILOOTC YILOOTC 4 -0.44870
334 | YLR208W  SEC13 YDL195W SEC31 5 0.45206
335 | YBLOOZW  HTB2 YCLOGEW ALPHAIL 1 -0.45541
33 | YHRI4W  BZZ1 YGL236C MTO1L 2 -0.45567
337 | YJRO9IC JSN1 YGR172C YiP1 2 0.45854
338 | YMLOG4C  TEMI YNL33IC AADI4 1 -0.46091
339 | YHR14W  BZZ1 YLR136C TiS11 1 -0.46243
340 | YNL1BOW  SRP1 YPRIOIW QCR2 1 +0.46492
341 | YORIGAC  YOR164C YLR423C APG17 1 -0.46548
342 | YMRO47C  NUP116 YLR397C AFG2 1 -0.46715
343 | YHRO30C  SLT2 YLR147C SMD3 1 -0,46716
344 | YOLOIBC  TLG2 YMRIS3W  NUP53 1 -0.46891
345 | YGL112C TAF60 YNLO16W PUBI 1 -0.45900
36 | YBROSOC  AKL1 YBROS9C AKLL 4 0.A4TTTT
347 | YMRO47C  NUP116 YOR362C PRE10 1 0.47936
348 | YHRL4W  BZZ1 YDR422C SiP1 5 -0.47082
349 | YPROBSW  SUA7 YNLOS2C GCD1O 1 -0.48000
350 | YHRI4W  BZZ1 YDR148C KGD2 1 -0.48513
351 | YHRI14W  BZZ1 YOLO18C TLG2 3 -0.48518
352 | YCLO29C BIK1 YERO16W BIM1L 4 -0.48626
353 | YNLIBSW  SRP1 YOR020C HSP10 13 0.46938
354 | YLR347C KAP95 YNLO44W YIP3 1 -0.48958
356 | YER118C  SHO1 YER118C SHO1L 8 -0.49220
356 | YNLIBOW  SRP1 YKL103C LAP4 4 -0.49261
357 | YMLOGAC  TEM1 YLRITTC FBP1 3 -D.50321
358 | YHRIAW  BZZ1 YER159C BUR6 1 -0.50599
359 | YHLOOAW  MRP4 YLR423C APG1T 52 -0.50787
360 | YNLIBOW  SRP1 YGR136W YGR136W 4 051223
361 | YMLOS4C  TEMI YIR159W SORI 2 -0.,52032
362 | YHR114W  BZZ1 YPLILIW CARL 1 -0.52228
363 | YJRO63W  RPAI2 YBLOSOW SEC17 1 -0.52307
364 | YMLOGAC  TEM1 YLR245C coD1 2 -0.52560
365 | YGLOI3C PDR1 YGLO13C PDR1 1 0.52644
366 | YMRO47C  NUP116 YDR490C PKHI1 1 ~0.52701
367 | YJRO9IC JSN1 YMRIOOW  CLN1L 2 -0.53018
368 | YNLIBIW  SRP1 YCLOIC GBP2 1 -0,54074
369 | YHRIl4W  BZZ1 YDLI3C PPH21 6 -0,54076
370 | YORITSC  YOR275C YPRI73C PS4 6 054312
371 | YILO4SW PIG2 YOR178C GACL 2 -0.54335
372 | YNLIBOW  SRPI YH YAP3 2 0.54380
373 | YPROS4W  SMKI YPRIOIW  QCR2 1 -0.54797
374 | YLRESIC  VMAG YPLOSOC MNNY 1 -0.55293
375 | YMLOB4C  TEMIL YDL224C WHI4 1 0,55521
376 | YBRIOSC  MSi YLRA418C €DC73 1 -0,55735
317 | YLR347C KAP95S YELOBSW HPA3 1 -0.85803
378 | YNLIBOW  SRP1 YNLO4sW ¥iP3 4 -0.57090
379 | YCRO3BC  BUDS YDLO65C PEX18 1 0.57320
380 | YMRO4TC  NUPLIG YiLO7AC SER33 1 -0.57388
381 | YORIW  TFB1 YGLIgBW YGLI1g8W 1 0.57554
382 | YiL034C caP2 YBR173C UMP1 1 0,58386
383 | YOR3BOW  YOR38OW YOR3SOW  YOR380W 6 -0,58622
384 | YNLIBOW  SRP1 YGR267C FOL2 14 058719
385 | YLR291C GCD7 YDR4SW = ADAZ 1 +0.58832
386 | YLR291C GCD7 YHLO18W YHLO1BW 2 | -0.58088
387 | YEROBIW  SER3 YFLO3TW TUB2 1 0,59146
388 | YEROBIW  SER3 YOR362C PRE10 1 059551
389 | YNLI®W  SRP1 YDRI74W  HMOIL 13 -0.59707
390 | YJRO9IC JSNL YJL110C GZF3 1 £,59740
391 | YEROBIW  SER3 YPROI6C €DCg5 1 060041
392 | YPROB6W  SUA7 YLRO45C STU2 1 -0.60305
393 | YNL244C  Sun YDRI1Z8W  YDRI2BW 1 0.60422
394 | YMLOBAC  TEMI1 YHRI1IW  YHRILIW 1 -0.60559
395 | YMRO47C  NUP116 YKLOTOW SKMY1 2 -0.60597
396 | YKLOBSW  UGP1 YKLOISW uGP1 1 -0.60842
397 | YPROSSW  SUAT YPLOSIW ARL3 1 -0.60939
398 | YHRilAW  BZZ1 YGLO3TC PNCI 1 -0.61148
399 | YGLIBIC  COX4 YGL213C SKig 5 -0.61307
400 | YIR091C JSNL YDLI47TW RPN5 3 0.61407
401 | YLR347C  KAP9S5 YFRO47C YFROATC 1 -0.61725
402 | YIR09IC JSNL YORIGTW  TAF2S 1 D.62570
503 | YHRI4W  BZZ1 YDROS9C DOAs 2 -0.62576
404 | YMROGBW  YMROGBW YLRAZAC APGIT 1 062874
405 | YHRI4W = BZZI YNRO35C ARC35 1 0.62942
406 | YHR11AW  BZZ1 YiL203wW PRP21 5 £0,63123
407 | YLR347C KAPOS YPLILIW CARL 1 0.63229
408 | YLR447C  VMAS YDRASIW  SAC2 L1 0,63397
400 | YPROBSW  SUA7 YGROOSC TFG2 1 062470
410 | YGLO44C RNAIS YNLO4SW YiP3 1 -0.63513
411 | YJROG3IW  RPAI2 YDRITBW  SDH4 1 -0.63818
412 | YOLIISW  TRF4 YNLOZSW TFCS 1 -0.64130
413 | YDRO34C  LYSi4 YARDO7C RFAL 1 -0.64511
414 | YHRL14W  B271 YCRO3EC RRP43 5 065077

81



“HNo. | ORFI Gene Namel | ORFZ Gene Hame2 | 151 Wit | SYM score
15 | VERGEIW ~ THGL | YDLOBAW SUB2 B 065348
416 | YDLLI3C  YDLISC YPLITAC NIPIOO i -0.65373
a7 | YFLOZIW  YFLO23W YERI33W GLCT 1 -0.65897
418 | YIR031C GEAL YFRO3TC RSC8 2 -0.65924
419 | YMRIOGW  CLNIL YORZIIW ZPR1 1 -0.66487
420 | YNROIZW  URKL YDR510W SMT3 1 0.66775
421 | YDR397C  NCB2 YER159C BURS 1 -0.66826
422 | YMROATC  NUPLI6 YIRO19C TESL 1 -0,67205
423 | YDRe8AW  SAC2 YGR245C SDAL 1 -0.67396
424 | YORITZW  SUP35 YOR297C TimMis 1 -0.67537
425 | YNL31IC  YNL3LIC YKLOOIC MET14 3 -0.67684
426 | YHRIMW  BZZ1 YNROOTC AUTI 1 067966
421 | YBRI9BC  TAF90 YHRI3TW ARO9 1 -0.68436
428 | YALDIGC YALOZEC YOLOGEC PEX19 1 -0.68442
429 | YNLIBOW  SRPI *YGL221C NIF3 14 -0.68644
430 | YMRO4TC  NUP116 YDRO9IC RLIL 1 -0.68895
431 | YMRI53W  NUPS3 YMRIS3W  NUPS53 5 -0.69289
432 | YMRO47TC  NUP116 YOR28SW  YOR289W 3 -0.69429
433 | YNL1BSW  SRP1 YFRO47C YFROA7C 3 -0.69580
434 | YMROATC  NUP116 YOR054C YNGL 1 0,69961
435 | YLRITTW  YLRITIW YPL203W PKA3 1 -0.70049
436 | YDROJC  LYSI4 YIRO7EW HOCL 1 -0,70366
437 | YPROBEW  SUAT YHR172W SPCo7 1 -0,70524
438 | YNL1BOW  SRP1 YPR182W SMX3 2 -0.70648
439 | YNLIBOW  SRP1 YDR148C KGD2 2 0.70662
440 | YGROABW  UFD1 YHRO39C-A  VMA10 1 -0.71141
441 | YELO36C ANPL YOLO38W PRE6 1 -0.71530
442 | YPROBSW  SUA7 YORO64C YNG1 1 -0.71554
443 | YBLOGSC SEFL YDRO9OW BMH2 2 -0.71672
444 | YHRO30C ~ SLT2 YLR262C YPT6 1 0.71721
445 | YNLIBSW  SRP1 YBRO72W HSP26 15 -0.71870
446 | YPLZZW  YPL222W YOR232W  MGEL 2 -0.71897
447 | YNLIBOW  SRP1 YPLILIW CARL 3 -0.72098
248 | YPL240C HSPB2 YIR042C YIR042C 1 -0.72905
449 | YJRO9IC JSN1 YJiL047C RTT101 1 -0.72914
450 | YJLO4TC RTT101 YFLOSOW SNZ3 1 -0.73015
451 | YORIS9C  SME1L YLR182W SWI6 1 -0.73289
452 | YCLOAOW  GLK1 “YCLOsOW GLK1 7 -0.73822
453 | YGLD44C RNA1S YMRI53W  NUPS3 1 -0.74145
454 | YDRO3C  LYSIA YLR105C SEN2 1 -0,74309
455 | YDR3LIW  TFBL YDR259C YAPG 6 -0.74946
456 | YNL18OW  SRP1 YNL182C YNL182C 1 -0.76134
457 | YLR4ATC  VMAG YMR127C SAS2 1 -0.76291
458 | YGRO92W  DBF2 YIL106W MOB1 15 -0.76409
456 | YNL263C  YiF1 YPRO2BW YiP2 1 -0,76445
460 | YHR1AW  BZZ1 YPLIS2W RRD2 2 -0.76543
461 | YDL14IW  RPNS YDR3SIC YDR341C 1 -0.76599
462 | YPROBGW  SUAT YPLODZC SNF8 2 -0.76822
463 | YMR240C  CUS1 YOR123C LEOL 1 -0.76886
464 | YGR2IIW  YGR27IW YER04OW YEROAOW 1 -0.77041
465 | YER0B2C  YER082C YPL212C PUSL 1 -0.77310
466 | YDRO3AC  LYSI4 YPLI78W cBC2 2 077735
467 | YDL226C  GCS1 YGR172C YIFL 31 -0.77991
468 | YLR423C  APGI7 YDR148C KGD2 1 -0.78553
469 | YPROBGW  SUA? YFLO3BC YPT1 1 -0.78674
470 | YDRO34C  LYSI4 YPRIBTW RPOZ6 1 -0.78708
471 | YMROATC  NUP116 YNL204C SPS18 1 -0.79954
472 | YMLO92C  PRES YLR3B6W YLRIBSW 13 -0.80035
473 | YHROOSC  GPA1 YDL100C YDL106C 2 -0.80066
474 | YMRO4TC  NUP116 YLRO9OW XDJ1 1 -0.80105
475 | YPR1IOW  CLB2 YBRO24W SCO2 1 -0.80105
476 | YDROMC  LYS14 YJL002C 0ST1 2 -0.80440
477 | YGR218W  CRM1 YKL143W LTVL 21 -0.81259
478 | YCLO32W  STES0 YBRO59C AKL1 1 -0.81402
419 | YOL130W  RPPIB YDLOS9C RAD59 1 -0.81721
480 | YDR39aW  RPT3 YGR232W  NASG 16 0.82170
481 | YGR2312W  NAS6 YDR3%MW RPT3 18 -0.82278
482 | YGLO7OC  RPBY YFLOM4C-B  MOB2 1 -0.82906
483 | YGR209C  TRX2 YOLOBIC — RPPIA 3 -0.83009
484 | YHR114W  BZZ1 YDL217C TIM22 3 -0.83723
485 | YPROBSW  SUAT YDLOBIC RPPIA 3 -0,83931
485 | YLR3ISGBW  YLR3BSW YLR386W YLR386W 2 -0.84257
487 | YMROATC  NUP1I6 YOR251C YOR251C 2 -0.84405
488 | YNL1BOW  SRP1L YGRO10W YGRO10W 5 -0.84785
489 | YGR193C  PDX1 YNLIZIC TOMTO 1 -0.84829
490 | YNL1BIW  SRP1 YKLI35C APL2 2 -0.84942
491 | YGLOSBW  RADS YOR194C TOAL 1 -0.85006
492 | YNLIBOW  SRP1 YLRIMSW YLR345W 1 -0,85982
493 | YDL226C  GCS1 YGL161C YGLI6IC 2 -0.86389
494 | YLR347C KAPO5 YDR256C CTAL 1 -0.86567
495 | YOLOOGC  TOPL YNLO9IC YNLO99C 1 -0.86857
496 | YNLISIW  SRP1 YMLO42W  CAT2 3 -0.87291
497 | YHROOSC  GPAl YOR2I2W ~ STE4 10 -0.87537
498 | YPROBSW  SUA7 YML105C SEC6E5 1 -0.87896
499 | YMROATC  NUP116 YDR148C KGD2 1 -0.87936
500 | YJIR091C JSNL YHRIT2W sPCo? 1 -0.87975
501 | YERI3W  GDI YPR180W AOS1 1 -0.88049
502 | YORL1TW  RPTS YJL008C €CT8 - 1] 08814
503 | YPROSSW  SUAT YERI54W OXAL 1 -0.88463
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583 | YMRZGOC  HASL VKIL103C [AP& bl 0868530
505 | YGLIISW  SNF4 YERO2TC GALB3 9 -0,88843
506 | YDRagaw  SAC2 YDR259C YAPG 1 -0.88898
507 | YMLOBAC  TEMIL YPR193C HPAZ 1 -0.88504
508 | YDRO34C  LYSi4 YPLI38C YPL138C 1 -0.69265
509 | YDRO3C  LYSI4 YKLOG8W NUP100 2 0.89632
510 | YNLIBOW  SRP1 YLR328W YLR328W 5 -0,90311
511 | YHRI4W  BZZ1 YML092C PRES 1 0.90740
512 | YMRO47C  NUPI16 YDRO40C ENAL 1 -0.90828
513 | YHLOO2W  YHLOOZW YDR259C YAPG 2 -0.90931
514 | YNLISOW  SRP1 YNROG9C YNROS9C 2 0.92172
515 | YIR091C JSN1 YBLOAGW YBLO4OW 1 -0,92338
516 | YOROI4W  RTS1 YGL100W SEHL 1 -0.92368
517 | YMLOGSC  TEMI YELOGEW HPA3Z 3 -0.92604
518 | YPLIIIW  CAR1 YGRI36W  YGRI6W 1 -0.92826
519 | YGR250C  YGR250C YMRO32W  HOF1 1 -0.92889
520 | YPROBSW  SUA7 YOL111C YOL111C 2 093552
521 | YJROSIC  JSNI YOR122C PFY1 2 -0.94139
522 | YLR347C  KAPSS YDLO55C PSAL 2 -0.94227
523 | YGLO#4C  RNAIS YLR335W NUP2 1 -0.94603
524 | YNL18IW  SRP1 YDLO55C PSAL 1 -0.94896
525 | YMRO4TC  NUPLI6 YHRO89C GAR1 2 -0.94968
526 | YHRL4W  BZZ1 YLLO54C YLLOSAC 1 -0.95052
527 | YNLIBSW  SRP1 YHROZW  THR1 3 -0.95113
528 | YGL115W  SNF4 YGL20BW siP2 3 -0.95166
520 | YMRO47TC  NUP116 YBLO45C COR1 1 -0.95258
530 | YLR409C  YLR409C YJLOBSC YJLO6SC 1 -0.95604
531 | YNLO20C = ARK1 YCR241C YAP1802 6 -0.96048
532 | YILOSTC 1KS1 YMRIS3W  NUP53 5 |  -0.06069
533 | YMLOG4C  TEMI YBRI176W ECM31 3 .0,06134
534 | YPLOBBW  YPLOBBW YPLOBSW YPLOBBW 36 -0.96182
535 | YMLOG4C  TEMIL YDR32IW  ASP1 1 -0.96308
53 | YDR3LIW  TFBL YOR089C vPS21 2 -0.96500
537 | YMRO7IC  YMROT7C YMLO15C TAF40 3 -0.97199
538 | YMRO47TC  NUP116 YLRI75W CBF5 1 -0.97238
539 | YPROSSW  SUAT YGL145W TIP20 1 -0.97300
540 | YNL1BOW  SRP1 YMR239C RNT1 3 -0.97506
541 | YLR201C  GCO7 YLR3BEW YLR386W 1 -0.97652
542 | YMLOS4C  TEM1 YPLOTOW YPLOTOW 1 -0,97670
543 | YPROBSW  SUA7 YPROGEW UBA3 1 -0.97775
544 | YNLISOW  SRP1 YHLOIBW YHLO18W 16 -0.98233
545 | YHRIIW  BZZ1 YPLOSC SURL 1 -0.98251
546 | YLRIOSC  SEN2 YNROSBW  YNROSBW 1 -0.98555
547 | YLRMIC  KAP9S YOL143C RIB4 1 -0.98573
548 | YMROATC  NUP116 YML09ZC PRES 2 -0.99200
549 | YIROSIC  JSN1 YILIDEW IME2 1 +0.99568
550 | YMRIS3W  NUPS53 YERI18C SHO1 2 -0.99650
551 | YMROATC  NUPLI6 YMRIOTW  GASL 2 0,9670
552 | YMLOSTW  CMP2 YNLOATC YNLOSTC 5 -0.99942
553 | YMLOS4C  TEML YHR112C YHR112C 1 -1.00489
554 | YMRO4TC = NUP116 YHLOO3C LAGL 1 -1.00960
555 | YOL1ISW  TRF4 YILO79C YILOT9C 1 -1.01118
556 | YLR423C  APGIT YIR024C Y IRO24C 1 -1.01153
557 | YMLOB4C  TEML YGRI44W  THI4 1 101371
558 | YNLIBSW  SRP1 YHLOIIC PRS3 2 -1:01413
550 | YBRIOIW - SiF2 YIL112W YiL11aw 1 -1.01632
560 | YFROS2W  RPNI2 YDLISSW — YDLIS6W 1 -1.01574
s61 | YPLOS3W  NOP4 YBR143C SUP45 1 -1.01725
562 | YDRASW  YDR42SW YGL19BW YGL198W 4 -1.02133
563 | YLR347C  KAP9s YLR328W YLR328W 1 -1.02415
564 | YNLISOW  SRP1 YGLO3TC PNC1 5 ~1.02551
565 | YLRM4TC = KAPS YHRZI6W  IMD2 2 -1.02838
566 | YOR0O26W  BUB3 YGRI8BC B8UBL 5 103085
567 | YERISAW  OXAL YNROO3C RPC34 1 -1.03111
568 | YNLISIC  GIM3 YDR207C UMEG 1 -1.03364
569 | YGLIBIC  COXa YMLOSZW  CAT2 2 -1,03581
570 | YOROOTC  SGT2 YOR164C YOR164C 1 -1.03660
571 | YLR®IC  GCD7 YLR245C cpb1 15 -1,03738
572 | YLR347C  KAPSS YNL331C AADI4 g ~1.04049
573 | YMLOBAC  TEML YFLOI0C YFLOIOC 2 -1,04540
574 | YNLIBSW = SRP1 YNLOATC YHLO47C 1 -1,04547
575 | YMROATC = NUP116 YKL143W LTvi 7 -1.08656
576 | YDROMC  LYS14 YIR026C YVHL 1 104706
577 | YJRO9IC J5NL YHRI129C ARP1 i 104947
578 | YDRO34C - LYS14 YiLossw PIG2 1 -1.05121
579 | YBROGIC - YBROGIC YIL146W RPB4 1 105136
580 | YLR29IC - GCD7 YDRABAW  SAC2 1 -1.05297
581 | YDR3IW - TFB1 YPLITOW YPLITOW 1 ~1.05847
582 | YMLOG4C  TEM1 YOR128C ADEZ 1 105918
583 | YDLIGOC  DHH1 YERI2SW RSPS 1 +1.06521
584 | YHRIL4W  BZZI YGLO18C JACL 1 -1.06531
585 | YNLISOW  SRP1 YILZIBW YIL218W 6 -1.06593
586 | YERI%6W  GDI1 YIRO0OW MSL1 1 -1.06869
587 | YORI7TIC  LCB4 YORIB5C 6SP2 1 -1.06904
588 | YORLIIW  YORILIW YDLIGIW ENTL 23 -1.07063
580 | YGLZ20W  YGL220W YDROS8C GRX3 3 107448
500 | YNLISSW = SRP1 YIRISGW SOR1 1 -1.07502
591 | YCLO4OW  GLKI YDR516C YDR516C 2 -1.07622
592 | YDR516C  YDRS516C YCLOSOW GLKI1 14 -1,0769
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553 YBROZC YEBRDISC YHLZGTW YNLIOTW 1 157638
594 | YJIR091C JENL YFRU28C CoCi4 1 -1.07927
595 YORO34C Lvs14 YDRZ59C YAPS 1 ~1.08461
596 YDLZ26C GCsy YGL19BW YGL19SW 12 -1.08532
597 YGR2I8BW CRM1L YOR188W SER1 1 -1.08633
598 YLR247C KAPS5 YGR25TC FOL2 1 -1.08811
£99 YHR114W BZZ1 YOL100C YDL100C 2 -1.09101
600 YLR447C VMAS YHR119W SET1 1 -1.09290
601 YPROBOW SUAT YORAS2W PHMS 1 -1.09396
602 YPROSOW SUAT YPRO20W ATP20 2 -1.09715
603 YIR091C JSN1 YER029C SMB1 1 -1.10020
604 YHNL189W SRP1 YDL246C YDL246C 1 -1.10047
605 | YMLOBAC TEM1 YOR380W YOR380W 1 -1.10364
606 | YBR198C TAF90 YDR259C YAPG 1 -1.10500
607 YCRO38C BUDS YHR119W SET1 1 -1.10672
608 YHRO35W YHROISW YLLO13C YLLO13C 1 -1.10782
609 | YNL1BOW SRP1 YNL331C AAD14 6 -1.11331
610 YMRZISW TAFLT YNL308C KRil 1 -1.12240
611 YPROBSW SUA7 YGR232W NAS6 1 -1.12284
612 | YLR014C PPR1 YIROO5W APLL 1 -1.12436
613 YNRO50C LYS9 YNL292W PUS4 1 -1.12437
614 YJR091C JSN1 YGR241C YAP1802 i -1.12454
615 YNL18OW SRP1 YALOG2W GDH3 2 -1.12545
616 YOLOD16C CMK2 YOR007C 5GT2 1 -1.12612
617 YNL18OW SRP1 YFLOWOC YFLO10C 4 -1.12789
618 YDL116W NUP84 YJLo90C DPB11 1 -1.13027
619 YGLO70C RPB9 YER029C SMB1 1 -1,13064
620 YBLO23C MCM2 YOR196C LIPS 1 -1,13337
621 YJR091C JSN1 YOR116C RPO31 1 -1.13421
622 YOLI151W GRE2 YLR196W PWP1 1 ~1.13517
623 | YIR091C JSNL YGRO82W TOM20 2 -1.13965
624 YMR146C TIF34 YDR429C TIF35 1 -1.14218
625 | YNL234W YNL234W YMR153W NUPS53 -1 -1.14388
626 YJRO63IW RPAL2 YBR18TW YBR187TW 1 -1,14666
627 | YBR2OTW FTH1 YGR152C RSR1 1 -1.15531
628 | YPROBSW.  SUAT YiLOB6C RNR3 1 -1.16535
620 | YBLOO1C ECM15 YDRE1OW SMT3 2 -1.15641
630 YGRIGTW [ X} YOR028C CING 1 -1.15854
631 | YPL169C MEX67 YLR3I7T7C FBP1 1 -1.15876
632 YJRO91C JSN1 YLRIOIW PEX13 1 -1.16081
633 YKLOORW YKLOO2W YDL165W CDC36 5 -1,16363
634 YKLOO2W YKLOO2W YGRO20C VMAT 1 -1.16809
635 YPROSBW YMCE | YNL246W YNL246W 1 -1,17012
636 YDROMAC LY514 YLRIOIW PEX13 1 -1.17188
637 YNL18OW SRP1 YDR4S3C YDR453C 7 -1.17418
638 | YKLOAIW PHD1 YDR510W SMT3 4 «1.17484
6390 | YOR1IW RASL YDR264C AKR1 3 -1.17656
640 | YGLOT0C RPBO YDRD54C CDC34 1 <1.17734
641 YPLO20C ULP1 YIR038C GTT1 1 -1.18103
642 YLR447C VMAG YPL1S2W RRD2 1 -1.18120
643 YMRO47C NUP116 YARD42W SWH1 1 -1.18361
644 YMLO42W CAT2 YMR038C LYS? 1 -1,18557
645 YJRO91C JSN1 YGL19BW YGL198BW 1 -1.18723
646 YMRO47C NUP116 YCRO0BW SAT4 1 -1.18914
647 YHR114W BZZ1 YKL1STW APE2 2 -1.19208
648 YGR218W CRM1 YMmL120C NDRn 1 -1.19332
649 YGLOAMC RNA1S YER143W Dol 1 -1.19530
650 | YPROSSW SUAT YOR110W TECT 2 ~1:19655
651 YNL18OW SRP1 YLR245C CDD1 21 -1.19668
652 YJIR091C JSNL YLR370C ARC18 1 -1.19804
653 YLR347C KAPGS YGLO3TC PNC1 1 -1.19817
654 YMLO6AC TEML YFLOS4C YFLO54C 1 +1.19897
655 YDR309C GIC2 YDR136C YDR116C 1 ~1,19068
Table A2, List of predicted fons In the dataset reported by Uetz et al. [70}.

“No. | ORFT Géne Namel | ORFZ2 Gene Name2 | High-throughput | Protein Array | SVM score

1 | YOR&T2W — TRS31 VBRI54C  TRS20 ¥ B 1.00832

2 YDL13aw CDC53 YDR328C SKP1 - + 1.60606

3 YIRO22W LsMa YNL1ATW LSM7 - + 1.47086

4 YIRO22W LSMms YER146W LSMS - + 1.46495

5 YDR3%4W RPT3 YOR259C RPT4 - + 1.36118

6 YMLOBBW yMLogsw YDR328C SKP1 o+ - 1.27316

7 | YIRO22W LSM8 YDR378C LSM6 - + 1.24739

8 YDR394W RPT3 YOR11TW RPTS - + 1.20818

9 YDR304W RPT3 YDR394W RPT3 - + 1.18733

10 YJRO22W LSM8 YBLO26W LSM2 ~ B 2 1,103%0

11 YBLO26W LSM2 YER146W LSM5 - + 1.08542

12 YPRL259C APM1 YKL135C APL2 4+ - 1.07955

13 YDR328C SKP1 YJIR090C GRR1 - + 1.06691

14 YBLO26W LSM2 YDR378C LSM6 - + 1.05539

15 YPLO31C PHOB85 YOLI2TW PCL2 - + 1.02809

16 YPR119W cLB2 YBR135W CKS1 + - 1.01201

17 YBLO26W LsSm2 YLR275W SMD2 - + 1.01007

18 YBLO26W LSM2 YiLi24C LSM1 - + 1.00732
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“No. | ORFi Gene Namel | ORF2 Gene Name? | High-throughput | Protein Array | SVM scors_
19 | YORISSC ~ SMEL YPRISZW  SMX3 s STTTTTTL00395
20 | YERHIZW  LSM4 YIL124C LSM1 - + 1.00325
2t | YDR3SSW  RVSI67 YCROOSC  RVSI6L + - 100217
22 | YPLO3IC PHOSS YDLITOW  PCL9 - + 100127
23 | YBLO26W  LSM2 YNLIATW  LSM7 - + 1.00040
24 | YGRZB2W  GCNs YDR44SW  ADA2 + - 1.00036
25 | YDLISSW  CLB3 YBRIBW  (KSL + - 0.99952
26 | YOR225W  HTAL YKRO48C  NAP1 + + 0,99682
27 | YERLIZW  LSM4 YNLISTW  LSM7 - + 0.99656
28 | YERIIZW  LSM4 YDR378C  LSM6 - + 0.99565
29 | YKL103C LAP4 YKLIOIC  LAP4 + . 0.99547
30 | YGL112C TAF60 YMR236W  TAF17 + . 0.99494
31 | YLR229C CDC42 YDLI135C  RDR + . 0.99467
32 | YKRO26C  GCN3 YKRO26C ~ GCN3 + - 0.99461
33 | YDRATTW  SNF1 YERO2IC  GALS3 + + 0.99413
34 | YHRITIW  APG7 YNROO7C  AUT1 + . 0.99406
35 | YFRO47C YFRO47C YFRO4TC  YFRO47C + - 0.99404
36 | YBRITOC  NPL4 YGRO4BW  UFDI1 + - 0.99311
37 | YMROSSC  BUB2 YHROSIC  GICI - + 0.99303
38 | YLR34SW  YLR345W YLR321C SFH1 + - 0.99299
39 | YLR245C CbD1 YLR245C CDD1 + - 0.99262
40 | YOROSIW  CKA2 YORO39W  CKB2 + . 0.99258
41 | YGLOSBW  RAD6 YCRO66W  RAD18 + - 0.99257
42 | YLR36ZW  STE11 YCLO32W  STES0 + . 0,99244
43 | YILOT4C YILO74C YEROBIW  YEROBIW + . 0.99213
44 | YMLOS4C  TEMI1 YLR423C YLR423C - + 0.99188
45 | YMRO95C  SNO1 YNL333W  SNZ2 + - 0.99181
46 | YGRISSC  MTR3 YDLI1IC  RRP42 + - 0.99158
47 | YLR3ZBW . YLR328W YLR328W  YLR328W + . 0.99148
48 | YHRIZIW  APG7 YBLOTBC  AUTY + - 0.69147
49 | YOR375C = GDH1 YiL124C L5M1 + . 0.99121
50 | YMR30SC  NIPL YNL244C  SUlL + - 0.99119
51 | YMROSSC  BUB2 YERI43W DDl - + 0.99115
52 | YDR328C  SKP1 YOROSTW  SGT1 - + 0.99109
53 | YPLILIW  CARIL YPLIIW  CARIL - + 0.99069
54 | YNL21BW  YNL218W YNL21BW  YNL218W + - 0.99068
55 | YDR4TIW  SNF1 YGL208W  SIP2 - + 0.99064
56 | YFROOZW  NIC96 YMRI53W  NUP53 + - 0.98047
57 | YPLIAGW  APGS YBR2ITW  APGI2 + + 0.99006
58 | YGR108W  CLB1 YBRIBW  CKSL + . 0.98990
59 | YNROIZW  URK1 YDRO20C  YDR020C + - 0.98963
60 | YNLOS6W . YNLOS6W YNLO32W  SiwWi4 + - 0.98939
61 | YFRODAW .  RPN11 YOR261C  RPNB - + 0.98880
62 | YBR2ITW  APGI2 YNROOTC  AUT1 - + 0.98837
63 | YGL2IZW  VAMT? YORIO6W  VAM3 - + 0.08826
64 | YLLOS0C COF1 YFLOIOC ACTL . + 0.98683
65 | YGROJOW  KSS51 YDLISOW - STE7 - 4 0.98664
66 | YGR267C  FOL2 YGR67C  FOL2 + - 0.98568
67 | YKLOSTW  YNK1 S| YRLOBTW  YNK1 + . 0.98479
68 | YGL1SOC INOBO YOLO0ZC  NHPI1O + . 0.98450
69 | YGL2I7C HAP2 YBLOZ1C HAP3 + - 098432
70 | YOLOO6C  TOPIL YMR233W  YMR233W + . 0.98408
71 | YHLOIBW  YHLOIBW YHLOISW  YHLOIBW + - 0,98347
72 | YPRITBC VPS4 YLROZBW  SNF7 + « 0.96233
73 | YMLOSAW  GIMS YLR200W  YKE2 + . 0.97878
74 | YLR34OW.  RPPO . YDLOBIC  RPPIA . + 0.97622
75 | YORS1IOW  SMT3 YDLOG4AW  UBCY - + 0.97384
76 | YLR264W  RPS28B YBROGAW  YBRO9AW 4+ . 0.97222
77 | YNLOS6W  YNLOS6W YNLO9IC  YNLOGOC + » 0.97194
78 | YDR328C  SKP1 YLRIGBW  YLR368W . + 0.96539
79 | YMRO9SW  SNZ1 YMRO95C  SNO1 + . 0.95677
80 | YFLOGOC SNO3 YNL33IW  SNZ2 + - 0.95281
81 | YGL237C HAP2 YOR358W  HAPS + “ 0.93139
82 | YKLO28W  TFA1 YKROS2W  TFA2 + - 0.92244
83 | viLo74C YILO74C YILO74C YILOT4C + - 0.89281
84 | YLR3MEW  YLR4S5W YGRISSC ~ MTR3 4+ - 0.88423
85 | YERLIZW  LSM# YIROZZW  LSM8S . + 0.84818
86 | YCLO24W  YCLO24W YKRO48C  NAPIL 4+ - 0.84049
87 | YLR3Z8W  YLR328W YGROIOW  YGROIOW + - 0.82603
88 | YHLOIOC  APM2 YKL135C  APL2 + . 0.82428
89 | YHRITIW  APG7 YBR2IIW  APGI2 + - 0.81783
90 | YFLOGOC SNO3 YMROZEW  SNZ1L + - 0.81583
91 | YPRI®ZW  SMX3 YLR2TSW  SMD2 + E 0.81047
62 | YLR42OW  CRN1 YDR328C  SKP1 + - 0.76308
93 | YFLO38C YPTL YLROTBC BOS1 - + 0.75996
94 | YBLO2IC HAP3 YOR358W  HAPS + - 0.75615
95 | YDR218C  SPR28 YIRGT6C €oct + - 0.72833
9 | YGROIOW  YGROIOW YGROIGW  YGROIOW + . 0.70889
97 | YMLOB4C — TEML YORO20C ~ HSP10 . + 0.66481
98 | YDR472ZW  TRS31 YKROSBC ~ BET3 4 - 0.65974
99 | YDR328C  SKP1 YLR399C BDF1 Lo + 0.65819
100 | YILII3W YILI13W YHRO30C  SLT2 - + 0.65138
101 | YPRIIOC RPC40 YNLII3W  RPC19 + + 0.63949
102 | YBLO26W  LSM2 YDLI6OC — DHH1 - + 0.62948
103 | YDR328C  SKP1 YDRIZC  RUBI - * 0.61332
104 | YOLOSIW  PRSS YERG99C PRS2 + . 0.60377
105 | YER0S89C  PTC2 YDRO7IC  YDRO7IC - + 0.55137
106 | YKLIG6C  TPK3 YKLIESC  TPK3 - + 0.54712
107 | YPLI7AC NIP10G YHR120C  ARP1 + - 0.52625
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108 VIRGTAW LSH8 YGRIBSC MTR3 - + 0.52380
109 YJIR125C ENT3 YORIIIW YOR11IW + B 0.50718
110 YMLO15C TAF40 YORISTW TAFZS + - .49918
111 YIRo22W LSMg YOR319W HSH4G - + 0.49434
112 YOROT1C YORO7T1C YBR125C YBR125C + - 0.48377
113 YOL111C YOLIIC YORGO7C SGT2 + - 0.47137
114 YDLI32W D53 YLR368W YLR368W + 0.45394
115 YKL166C TPK3 YiLo33c SRAL + - 0.45445
116 YGLIS8W RCK1 YLR113W HOGL + - 0.44328
117 YGL2I2W VAKAT YLRAZ23C YLR423C - + 0.44300
118 YPL140C MKK2Z YHRO30C SLT2 + - 0.41565
119 YKLO2ZBW TFAL YDR31IW TFBL + - 0.40272
120 YGLOSIW YGLOSIW YAROIIW YARO33W + - 0.39544
121 YDLOGAW uBCY YOLOG4AW UBCY - + 0.37468
122 YLRALTW VPS36 YPLOO2C SNFB + - 0.32997
123 YOR311W TFB1 YKL103C LAP4 + B 0.31715
124 YHRO16C YsCea YBLOOTC SLA1 + - 0.31018
125 YPROSIW MAK3 YELO53C MAK10 + - 0.30580
126 YJL110C GZF3 YNLOZIW HDAL + - 0.30410
127 YHLOg2W YHLOO2W YNROGEW vPS27 + - 0.29599
128 YBLOZ6W LSM2 YGR158C MTR3 - + 0.28178
129 YOR328C SKPL YiL.oasw MET30 - + 0.27769
130 YPL174C NIP100 YiL144aw TID3 + - 0.24254
131 YGR250C YGR250C YIR001C YIR001C + - 0.22463
132 YPROS4W SMK1 YFLO29C CAK1 + - 0.21390
133 YOR328C SKP1 YFLOOOW CDCa + + 0.20227
134 YGL19BW YGL198W YGL161C YGL161C + - 0.16954
135 YLR293C GSP1 YIROT4W MOG1 + - 0.16891
136 YDLOO6W PTCL YDR162C NBP2 + - 0.16386
137 YGR123C PPT1 YDR216W ADR1 - + 0.13557
138 YIROTAW MOG1 YOR185C GSP2 + - 0.12152
139 YPR10TC YTHL YJIR093C FiP1 + - 0.10603
140 YLR335W NUP2 YOR020C HSP10 - + 0.07102
141 YNL135C | FPR1 YER052C HOM3 + - 0.06964
142 YDR148C KGD2 YDR510W SMT3 + B 0.04906
143 YERO31C YPT31 YKRO30W YKRO30W - + 0.00598
144 YARO14C YARO14C YER133W GLCT + - -0.02052
145 YOLOLTW oy YOL160C DHH1 + B -0.10173
1456 | YNRO68C YNROGBC YNROGGC YNR069C + - -0.12047
147 YMLOGAC TEM1 YDR174W HMO1 . - + -0.13412
148 YMLOBAC TEML YOR220W WTM2 - + -0.20499
149 YMLOBAC TEML YPR182W SMX3 = + -0.22266
150 YMLOBAC TEMI YNL333W SNZ2 - + -0.22543
151 YDL154W MSHS YBR133C HSLY + - -0.24351
152 YHR135C YCKL YDLI0IC DUNT - + -0.26234
153 YOR362C PRE10 YFLO17C GNAL + - -0.28397
154 YDROOZW YRB1 YKR048C NAPL + B -0.28398
1685 YER144C uBPs YBRO59C YBRO59C + - -0.30004
156 YER133W GLCT YDLO7OW BDF2 - + -0.31297
157 YiL113w YiLii3w YLLO19C KNS1 - + -0.31491
158 YDL132W CDCs3 YOLOLTW oy - + -0.36774
159 YDRO17C KCS1 YOROSOW BMI2 + - -0.38858
1650 YMR308C PSEL YOR020C H3P10 - + -0.40593
161 YDLO9TC RPN6 YELDOO9C GCN4 + - -0.44126
162 Y JIRO22W L5M8 YULR264W RPS288B - + -0.45801
163 YIR022W LSM8 YOR167C RPS28A - + -0.45923
164 YMLD64C TEML YARO18C KIN3 + -0.48872
165 YNRO32W PPG1 YMR186W HSC82 - + -0.50816
166 YMLOGAC TEM1 YDL246C YDL246C - + -0.51568
167 YMLOBAC TEM1 YJIR150W SOR1 - + -0.52039
166 | YER162C RADS YELO37C RAD23 - + -0.52909
169 YiLos1iC SNP1 YAR018C KIN3 - + -0.53782
170 YNLiBOW SRP1 YHL009C YAP3 + - -0.54389
171 YHRIO5W YHR105W YNL263C YiF1 - + -0.55759
172 YDL154W MSHS YiL144w TID3 + - -0.55799
173 YER105C NUP157 YMR153W NUPS3 + B -0.57521
174 YIR005W YIROOSW YER148W SPT15 B + -0.59273
175 YPLO31C PHO85 YNL201C YNL201C - + -0.61125
176 YLR432W YLR432W YOR167TW TAF25 + - -0.62614
144 YMLO6AC TEM1 YNL218W YNL218W B + -0.65828
178 YNL311C YNL311C YKLO01C MET14 + - -0.67684
179 YNL18OW SRPY YGL221C NIF3 + - -0.68644
180 YDLOSOC RAM1 YKLO1OW RAM2 + - -0.69872
181 YNL113W RPC19 YHLO18W YHLO1BW - + -0.71140
182 YNL1BOW SRP1 YPLILIW CAR1 + - -0.72098
183 YDL154W MSHS5 YMR224C MRE1L1 + - -0.73387
184 YIRO22W LSMB YPROITC DSS4 - + -0.76748
185 YOR303W CPAlL YORO39W CcKB2 + - -0.77349
186 YMLOG4C TEM1 YHRO38W FiLl - + -0.80151
187 YOR304W RPT3 YGR232W YGR232wW + - -0.82170
188 YMR300C NiPL YNLO4TC YNLO47C + - -0.82626
189 YDR4TIW SNF1 YNL21BW YNL218W - -0.82756
190 YPLOIBW MET31 YELO0OC GCN4 + -0.82831
191 YGLISSW CDC43 YKLOTOW RAM2 + B -0.83203
192 YiLi12w Yitiiaw YLLODIW DNML + - -0.83866
193 YMR308C PSEL YDR148C KGD2 - + -0.85694
194 YGLIISW SNFa YERO27C GALSB3 + + -0.88843
195 YDL132W COCs3 YLR128W YLR128W - + -0.88873
196 YHRI58C KELL YiR122W CAF17 + - -0.89581
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187 | YJLOOIW PRE3 YLRIB6W  YLR386W ¥ - G871
198 YDL246C YOL246C YIRIS9W SOR1 + -0.90080
199 YOLZ246C YOL246C YDL246C YDL246C + - -0.80423
200 YMR308C PSEL YKL135C APL2 - + -0.93038
201 YMLO15C TAF40 YDRIT4W HMO1 + - -0.54010
202 YPL222W YPL222W YGRO48W UFD1 + - -0.94099
203 YBRO17C KAP104 YNRO69C YNROG9C - + -0.04770
204 YGL221C NIF3 YGL221C NIiF3 + - -0.94888
205 YDLI2TW PCL2 YDR146C Swis + B -0.94908
206 YGL208W SiP2 YGL1ISW SNF4 + + -0.95230
207 YHR105W YHR105W YGL161C YGL161C - + -0.95705
208 YGL212W VAM7? YNL263C YiF1 + -0.96489
209 YMR308C PSEL YOR229W WTM2 - + -0.96696
210 YPR110C RPC40 YLR238W YLR238W B -0.96707
211 YKL116C YKL116C YLR389C STE23 - + -0.98159
212 YGL212W VAM? YGL161C YGL161C + -0.98432
213 YMR308C PSEL YIR159W SOR1 - + <0.98463
214 YGL242C YGL242C YKRO99W BASL - -0.98781
215 YGLOIEW YGLO9EW YOR319W HSH49 - + -0.99167
216 YNRO32W PPG1 YGR123C PPT1 - + -0.99782
27 YNL189W SRP1 YPRO62W FCY1 + - -0.99835
218 YMR308C PSE1 YDL246C YDL246C - + -1.00320
219 YBR103W YBR103W YiL1iaw YiL112w + - -1.01532
220 YER105C NUP1S57 YLO30W MAD2 + - -1.02355
21 YERII2W LSM4 YOR0O39W CKB2 - + -1.03551
222 YBLO26W LSM2 YOR167C RPS28A - + -1.03626
223 YNL18OW SRP1 YER065C ICL1 + B -1.03714
224 YBLO26W LSM2 YLR264W RPS288B - + -1.03808
225 YNL189W SRP1 YJR159W SOR1 + - -1.07502
226 YOR132w VPS17 YOR0O69W VPS5 + B -1.07904
227 YML0O64C TEM1 YKLOOBC LAC1 - + <1.08511
228 YLR433C CNA1 YNLO47C YNLO47C + - ~1.08880
229 YBR155W CNS1 YDR463W STP1 - + -1.10409
230 YNL189W SRP1 YMLO28W TSAL + - -1.12514
231 YARO31W YARO31IW YBR21TW APG12 + “ -1.12055
232 YPR119W cLBs2 YNL135C FPR1 + - -1.14408
233 YER133W GLC7 YIR006C PAN1 = + -1.17864
234 YMR322C YMR322C YFLOSOW SNZ3 + - -1.19961
Table A.3. List of predicted interactions in the dotaset reported by Rual et al. [62].
No! Gene ID1 Gene Namel | Gene ID2_ Gene Named | YoH | LCI T SVM score
T | 10921 “RNPST (53 SFRS6 + - A30H
2 2885 GR82 2885 GRB2 - + 4.771951
3 3932 LCK 3932 LCK B + 4.13571
4 6429 SFRS4 6431 SFRS6 + « 4.10715
5 2534 FYN 2534 FYN - + 375139
6 2885 GRB2 6714 SRC “ + 3.70141
7 6714 SRC 6714 SRC B + 3.6063%7
8 5111 PCNA 5111 PCNA B + 3817172
9 83755 KRTAP4-12 83755 KRTAP4-12 + - 3.40090
10 10188 THK2 2885 GRB2 . + 3.33559
11 4145 MATK 6714 SRC B + 317626
12 3055 HCK 3055 HCK “ + 3.13210
13 2885 GRB2 7409 VAVY - + 3.12509
14 2534 FYN 5781 PTPNiL - + 310511
15 3932 LCK 57717 PTPNG6 - + 310122
15 3932 LCK 5781 PTPNIL + 3.03687
17 2885 GRB2 30011 SH3KBP1 - + 2.99037
i8 4778 NFE2 4778 NFEZ « + 2.97490
19 2885 GRB2 5177 PTPNG - + 2.49145
20 2885 GRB2 5781 PTPNI1 - + 2.8B060
21 6286 5100P 6286 S100P - + 287126
2 10188 THNK2 4690 NCK1 - RS 2.86717
23 3932 LCK 6850 SYK B + 2.84802
24 3055 HCK 5921 RASAL B + 281434
25 2885 GRB2 5921 RASAL - + 2.78461
26 3932 LCK 7535 ZAPTO - + 2.76058
27 4778 NFEZ 4780 NFE2L2 - + 2.735%0
28 2534 FYN 6850 SYK + 2.11021
29 5111 PCNA 5883 RADYA - + 267622
30 3383 iCAM1 3383 ICAML - + 261108
31 2534 FYN 5336 PLCG2 - + 261101
32 10772 FUSIPL 29896 TRAZA - + 2.55498
33 2885 GRB2 29760 BLNK - + 253825
34 5159 PDGFRB 6714 SRC - + 253678
35 10912 GADD45G 5111 PCHA - + 252947
36 2908 NR3C1 2908 NR3C1 “ + 251276
37 6271 S100A1 6286 S100P + B 250618
38 10188 TRK2 2534 FYN - + 250012
39 2534 FYN 7535 ZAPTO - + 2.49242
40 2908 NR3C1 7704 Z8TB16 - + 2.48513
41 5451 POU2F1 5451 POUZF1 - + 2.46270
42 6271 SI00AL 6271 S100A1 + - 241732
43 7727 INF174 7727 ZNF174 - + 2.39079
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44 3718 JAKS 3932 LCK . + P 233599
45 2139 EWSRI 7536 SF1 - + 2,30078
46 5159 POGFRE 5781 PTPNIT - + 2.28949
47 6426 SFRS1 7307 LU2AF1 * + 2.28814
48 10152 ABI2 8440 NCK2 + . 2.26626
45 5111 PCNA 5985 RFC5 - + 226316
50 3065 HDAC 8841 HDAC3 - 4 2.25472
51 7704 IBTB16 7704 87816 - 4 2.23594
52 7431 ViM 7431 ViM - + 2.23251
53 5350 . PLN 5350 PLN - + 2.19667
54 10818 FRS2 2885 GRB2 - + 2.19361
55 548 AXL 6714 SRC - + 2.18001
56 10538 BATF 2353 FOS - + 218172
57 2885 GRB2 2866 GRB7 - + 2.17382
58 2670 GFAP 7431 ViM + - 2.16730
59 563 AZGP1 563 AZGPL - + 215946
60 5590 PRKCZ 8172 FADD - + 2.15640
61 83755 KRTAP4-12 83897 KRTAP3-2 + - 2.15523
62 8615 vDP 8615 VDP - + 2.11478
63 | 6714 SRC 6850 SYK - + 2.11044
64 4086 SMAD1 9698 PUML - 4+ 2.09567
68 10019 LNK 2885 GRB2 - + 209516
66 | 5970 RELA 8841 HDAC3 - + 2.08038
67 27343 POLL 5111 PCNA - + 2.07975
68 | 4690 NCK1 868 CBLB - + 2.05778
69 2885 GRB2 51517 NCKIPSD - + 205715
70 2908 NR3C1 7157 TP53 - 4 2.02764
n 2534 FYN 7400 VAVL B Ex 2.01268
72 2885 GRB2 868 CBLB - + 1 2.00871
73 2885 GRB2 6850 SYK - + 2.00800
74 3937 LCP2Z 9402 GRAP2 + 4 2.00608
75 4436 MSH2 5111 PCNA - + 1.99916
76 10019 LNK 3932 LCK - + 1.99236
77 5159 PDGFRB 8440 NCK2 - + 1.99105
78 29760 BLNK 4650 NCK1 - + 1.98438
79 11052 CPSF6 2130 EWSR1 + - 1.98369
80 2534 FYN 5159 PDGFRB - “+ 1.97377
81 5111 PCNA 5424 POLDL . + 1.93888
82 2885 GRB2 5159 PDGFRB - + 1.92245
83 3937 LCP2 4650 NCK1 - + 1.92221
84 5166 PDOGFRA 5781 PTPNI1 - + 192016
85 2885 GRB2 7454 WAS - + 191131
86 8440 NCK2 868 CBLB + - 1.90670
47 3032 LCK 6774 STAT3 - + 1.89072
88 065 HDACI 5111 PCNA - + 1.88550
89 6503 SLA 7409 VAV1 - + 1.87248
80 | 4097 MAFG 4097 MAFG - + 1.87207
91 23624 CBLC 2885 GRB2 - + 1.87188
92 2908 NR3C1 4691 NCL « + 1.85778
93 558 AXL 6464 SHC1 - “+ 1.84631
094 27301 APEX2 5111 PCNA - + 1.84622
95 1647 GADDASA 5111 PCNA - + 1.83109
96 10053 APIM2 8907 AP1IM1 - + 1.82628
97 | 8841 HDAC3 8841 HDAC3 - + 1.82542
98 2205 FCERIA 2205 FCERIA - + 1.82462
9 6271 $100A1 6285 $1008 + + 1.82072

100 |- 5159 PDGFRB 6464 SHC1 - 4 1.81085
101 6925 TCFa 6925 TCY"*‘» - + 1.81054
102 2885 GRB2 85021 REPS1 - + 1.80192
103 6285 $1008 6285 51008 - + 1.79561
104 408 ARRB1 5745 PTHRL - + 1.78753
105 3932 LCK 558 AXL - + 1.78703
106 978 CD81 975 CD81 - E S 1.76897
107 7157 TP53 7157 TP53 - + 1.76838
108 713 ci1g8 714 C1QG - “+ 1.76692
109 920 CDa 920 CDa = + 1.76132
110 3133 HLAE 3133 HLAE . o+ 1.76092
111 4089 SMAD4 4205 MEF2A - + 1.75892
112 4088 SMAD3 4088 SMAD3 - + 1.75504
113 20760 BLNK 868 CBLB - + . 1.74787
114 7188 TRAFS 958 CD40 - o 1.74615
nus 7070 THY1 7070 THY1 - + 1.74568
116 1153 CIRBP 27316 RBMX + - 1.74425
117 3726 JUNB 3726 JUNB - + 1.73880
118 713 C1QB 715 CIR - + 1.73234
118 5111 PCNA 9156 EXO1 - + 1.73227
120 4089 SMADS 4089 SMAD4 B + 1.71491
21 253980 KCTD13 5111 PCNA - + 1.70989
122 3364 HUS1 5111 PCNA - + 1.70688
123 2885 GRB2 5786 PTPRA - + 1.70377
124 6217 S100A6 6217 S$100A6 - + 1.69883
125 6844 VAMP2 8773 SNAP23 B + 1.69472
126 30011 SH3KBP1 868 CBLB - + 1.69269
127 2908 NR3C1 4088 SMAD3 B + 1.69055
128 4916 NTRK3 6464 SHC1 - + 1.68540
129 1104 CHC1 3839 KPNA3 - + 1.67964
130 4778 NFE2 90993 CREB3L1 - + 1.67659
131 3937 LCP2 5711 PTPNG - + 1.66939
132 3312 HSPAS 8841 HDAC3 - + 1.65862
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No. | GeneIDI _ Gene Namel | GeneID2  Gene NameZ2 VIR T LT T 3VM score
133 | 511 “PCNA 5429 POLH < R ¥
134 | 4086 SMAD1 4089 SMAD4 - + 165497
135 | 1277 COL1AL 1634 DCN . + 165224
136 | 4007 MAFG 4178 NFE2 - + 1.64605
137 | 10256 CNKSRI1 9265 PSCD3 + - 1.64211
138 | 4690 NCK1 5921 RASA1 - + 164118
139 | 1816 DRDS 2768 GNAI2 - + 163553
140 | 1475 CSTA 1475 CSTA - + 1.63069
141 | 10923 PC4 5111 PCNA . + 1.62702
142 | 29760 BLNK 6850 SYK - + 1.62356
143 | 5111 PCNA 935 €DC25C - + 1.61664
144 | 5925 RB1 8341 HDAC3 - + 161516
145 | 29760 BLNK 5777 PTPNG - 4 1.60820
146 | 4086 SMAD1 4086 SMAD1 - + 1.60546
147 | 3032 LCK 9046 DOK2 - + 1.60484
148 | 3043 HBB 3043 HBB - + 1.58739
149 | 3040 HBA2 3040 HBA2 - + 1.58635
150 | 2073 ERCC5 5111 PCNA - + 1.58270
1581 | 2209 FCGRIA 214 FCGR3A - + 1,58017
152 | 2130 EWSR1 79869 FL112529 + - 157941
153 | 29760 BLNK 5336 PLCG2 - + 156179
154 | 4097 MAFG 4779 NFE2L1 . + 155773
155 | 3726 JUNB 4097 MAFG . + 1.54380
156 | 4088 SMAD3 4089 SMAD4 . + 1.54303
157 | 10538 BATF 3726 JUNB - + 1.54242
158 | 1173 AP2M1 1601 DAB2 - + 153575
159 | 1667 DEFA1 713 [ele]:} - + 153245
160 | 3726 JUNB 4779 NFE2L1 - + 153102
161 | 57617 vPS18 57617 VPS18 . + 1.53087
162 | 4007 MAFG 4780 NFE2L.2 - + 152541
163 | 6257 RXRB 7067 THRA . + 1.52141
164 | 5159 PDGFRB 5021 RASAL - + 151879
165 | 7376 NRIHZ 7376 NR1H2 . + 1.51104
166 | 355 FAS 8772 FADD - + 1.50903
167 | 2260 FGFRL 6464 SHCL® - + 150833
168 | 10538 BATF 3131 HLF - + 150698
169 | 4086 SMAD1 4090 SMADS - + 1.49485
170 | 3183 HNRPC 3183 HNRPC + - 1.49413
171 | 10174 SCAM-1 868 CBLB + B 149132
172 | 6257 RXRB 6257 RXRB - + 1.48609
173 | 5590 PRKCZ 6714 SRC - . + 1.48609
174 | 5111 PCNA ‘6949 TCOF1 - + 148222
175 | 11282 PACSINZ 20993 PACSINL ¥ - 1.48093
176 | 6256 RXRA 7376 NR1H2 N g 147607
7 | 511 PCNA 7374 UNG . + 147179
178 | 4618 MYDBS 51135 IRAK4 - + 1.46020
179 | 6256 RXRA 7067 THRA - 4 1.46804
180 | 7040 TGFB1 7040 TGFB1 - + 146772
181 | 6257 RXRB 7376 NR1HZ - + 146703
162 | 6281 $100A10 6281 S100AL “ + 1.46416
183 | 2624 GATAZ ° 8841 HDAC3 - + 146220
184 | 2885 GRB2 9112 MTAL - + 1.45928
185 | 2896 GRN 8788 DLK1 - + 1.45693
185 | 1398 CRK 7535 ZAPTO - + 1.44847
187 | 4780 NFE2L2 5468 PPARG - + 1.44700
188 | 156 ADRBK1 5037 PBP - + 1.44239
189 | 3055 HCK 8935 SCAPZ - + 1.44034
190 | 10672 GNA13 1816 DRDS - + 143187
191 | 2885 GRB2 554 AXL - + 1.43076
192 | 4174 MCMS 4176 MCM? . + 142983
193 | 1004 COHG 1004 CDHS - + 1.42538
194 | 919 D3z 919 o3z - + 142179
195 | 11252 PACSIN 11252 PACSINZ + B 1.41997
196 | 3604 TNFRSFO 7186 TRAF2 . + 1.41596
197 | 5336 PLCG2 268 CBLB - + 141402
198 | 2534 FYN 8935 SCAP2 * + 1,41008
199 | 29993 PACSINL 20993 PACSIN1 - + 1.40983
200 | 1280 COLZAL 1634 DCN - * 1,40886
201 | 302 ANXAZ 5111 PCHA - + 1.40111
202 | 2950 GSTP1 2950 GSTP1 . + 1.39973
203 | 10538 BATF 7008 TEF . + 1.39363
204 | 328 APEX1 5111 PCNA - + 1.35080
205 | 11338 U2AF2 6426 SFRS1 + + 1:38954
206 | 29760 BLNK 30011 SHIKBP1 - + 138770
207 | 3320 HSPCA 7157 TP53 - + 1,38355
208 | 2908 NR3C1 7341 SUMO1 - + 1.38312
209 | 2043 EPHAA4 2534 FYN . + 1.38196
210 | 6714 SRC 6776 STATSA - 4 1.37370
211 | 23411 SIRT1 1857 TPS3 - + 1.36765
212 | 7531 YWHAE 81565 NDELL - + 1.36514
213 | 928 (¢°] 975 cosi B 1.36084
214 | 207 AKTL 5170 PDPK1 - + 1.35773 .
215 | 1385 CREB1 2908 NR3C1 - + 1.35678
216 | 2214 FCGR3A 920 [« - + 135236
217 | B98s PLOD3 8985 PLOD2 « + 1.35152
218 | 6464 SHC1 6714 SRC - + 1.33960
219 | 6500 SKP1A 6502 SKP2 . + 133653
220 | 3183 HNRPC 3839 KPNA3Z + - 1.33451
21 | 7528 YY1 8341 HDAC3 - + 1.33391
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Wo. | GeneiD1  Gene Mamel | Gene D2 ___Gene Name2 T ViH T LG | SVM score
F77 08 W 710 FBXOS 8560 SKPIA P ¥ 133293
223 | 1280 COLZAL 1280 COL2AL . + 1.33098
224 | 2022 ENG 7046 TGFBL - + 1.32961
25 | 6717 SRI 6717 SRI + + 1.32782
226 | 6503 SLA 6503 SLA - + 1.32659
277 | 3383 1CAMI 7430 viLz . + 1.32345
228 | 5679 RACL 9181 ARHGEF2 - + 1.32259
225 6464 SHC1 9402 GRAP2 - + 1.32193
230 | 0255 SCYEL 9255 SCYEL - + 1.31969
231 | nay TRAF6 958 Coso - + 1.31728
232 | 10253 SPRY2 2885 GRB2 - + 1.31281
233 | 4615 MYDBS 8772 FADD - + 1.31250
234 | 511 PCNA 5425 POLD2 - + 1.30875
23 | 31 APP €650 NUMB - + 1.30245
236 | 5327 BLAT 5327 PLAT - + 1.30159
237 | 87 ACTHI a7 ACTNI - + 1.29992
238 | 5624 PROC 5624 PROC - + 1.29728
239 | i1l PCNA 5984 RFC4 - + 1.20630
240 | 581 BAX 7416 VDACI - + 1.29271
241 | 2046 EPHAS 2534 FYN - + 1.29208
242 | 3135 HLA-G 3135 HLA-G + 1.29068
243 | 7187 P53 7329 UBE2I - + 1.28964
244 | 6843 VAMP1 8773 SNAP23 - + 1.28727
245 | 660 BMX 6714 SRC E + 1.28616
246 | 1831 TSC2203 1831 TSC2203 . + 1.28616
247 | 10307 APBB3 351 APP . + 1.28527
248 | 7106 TSPANS 928 co9 - + 1.28326
240 | 10152 ABIZ 30011 SHIKBPL - + 1.28159
250 | 351 APP 857 CAVL - + 1.28155
251 | 6811 STXEA 8615 voP - + 1.27992
252 | 9262 STK17B 9262 STK17B + 1.27917
263 | 1816 DRDS 2781 GNAZ - + 1.27875
254 | 5159 PDGFRB 5747 PTK2 - + 1.27827
255 | 1026 CDKNIA 5111 PCNA + + 1.26979
256 | 5104 SERPINAS 5327 PLAT - + 1.26801
257 | 4690 NCK1 9046 DOK?2 - + 1.26323
258 | 862 RUNXIT1 862 RUNXLT1 - + 1.26201
250 | 1604 DAF 1604 DAF - + 1.25980
20 | 567 BIM 912 co10 . + 1.25899
261 | 7186 TRAF2 958 CD40 - + 1.25744
262 | 1217 COL1AL 6678 SPARC - + 1.25551
263 10342 TFG 10342 TFG - + 1.25405
264 | 5228 PGF 5228 PGF - + 1.25397
265 | 2885 GRB2 5621 PRNP - + 1.25314
266 | 468 ATF4 4780 NFE2L2 - + 1.25248
267 | 2065 ERBB3 5747 PTK2 - + 1.25052
268 | 5347 PLKL 995 CDCBC - + 1.24857
269 | 1004 COHB 1016 COHI8 - + 1.24574
270 | 51 PCNA 896 CCND3 . + 1.24522
21t | an MCM2 4172 MCM3 . + 1.24508
212 | 5004 PCBP2 5004 PCBP2 - + 1.24262
213 | 3190 HNRPK 3190 HNRPK + - 1.24183
214 | 57182 RTNa4 7385 UQCRC2 - & 1.24138
216 | 15 CIR 715 CIR - + 1.24041
216 | 6714 SRC 6772 STAT1 - + 1.23834
217 | 5894 RAFL 6714 SRC - + 1.23733
28 | 0 ACTC 81 ACTN4 - + 1.23499
219 | 2534 FYN 7454 WAS - + 1.23377
280 | 634 CEACAMI1 634 CEACAMI - + 1.22402
281 | 26904 RNF11 868 CBLB - + 1.22396
282 | 10399 GNB2L1 2782 GNB1 - + 1.22166
283 | 5664 PSEN2 6717 SRI - + 1.22136
284 | 1856 DvL2 9531 BAG3 ¥ . 1.22117
285 | 257307 TAB3 7189 TRAF6 - + 1.21810
286 | 0457 FHLS 9457 FHLS - + 1.21786
287 | 3689 1TGB2 3732 cos2 - + 1.21319
288 | 5021 RASAL 6714 SRC - + 1.21252
280 | 3065 HDACI 9112 MTAL - + 1.21184
290 | 4205 MEF2A 4205 MEF2A - + 1.21015
201 | 23170 FKBPS 5530 PPP3CA - + 1.20612
202 | 7791 A2 4 87 ACTNI - + 1.20608
203 | 12 SERPINA3 1504 CTRB1 - + 1.20556
204 | 7430 viL? 7430 ViIL2 . + 1.20339
205 | 842 CASPY 842 CASPY - + 1.20310
296 10859 LILRB1 3134 HLA-F - + 1.20209
207 | 6812 STXBP1 8615 voP - + 1.20093
208 | 1601 DAB2 4088 SMAD3 - + 1.19968
209 | 2087 FKBP3 3065 HDAC1 - + 1.19548
300 | 7186 TRAF2 9020 MAP3K 14 - + 1.19546
301 | 51564 HDACTA 7704 Z87B16 - + 1.10353
302 | 8743 TNFSF10 8795 TNFRSF108 - + 119230
303 | 1280 COL2AL 1299 COLYA3 - + 1.19161
304 6642 SNX1 6642 SNX1 - + 1.19170
305 6256 RXRA 8856 NR1I2 - + 1.19124
3086 10307 APBB3 334 APLP2 « + 1.19101
307 | 6789 STKa 6789 STK4 - + 1.18897
308 | 2534 FYN 5786 PTPRA - + 1.18830
300 | 3937 LCP2 7409 VAVL - + 118730
310 22948 CCTs 58 ACTAL § - + 1.18685
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No. | GenelDI  Gene Namel | GenelD2  Gene Named | Y2H T LT T SVM score
311 | 4089 SMADZ 61 ACVRIB . ¥ 118677
312 | 2885 GRB2 5079 RET - + 1.18541
313 | 5804 RAF1 7532 YWHAG - + 1.18127
314 | s710 PSMD4 5887 RAD238 - + 1.18038
315 | 2132 EXT2 2132 EXT2 - + 117971
316 | 2908 NR3C1 5452 POUF2 - + 1.17851
37 | 4920 NR4A2Z 6257 RXRB . + 1.17784
318 | 1020 COKS 1020 €DKS - + 117737
319 | 11082 ESM1 3689 ITGB2 - + 117715
320 | 4149 MAX 4149 MAX - + 1.17660
321 | 164 CKS2 1164 CKS2 - + 1.17397
322 | 4089 SMAD4 4090 SMADS . + 117221
323 | 3816 KLK1 5104 SERPINAS - + 1.16904
324 | 10487 CAPL 5271 SERPINBS . + 1.16781
325 | 2266 FGG 2266 FGG - + 1.16491
326 | 5585 PKN1 87 ACTN1 - + 1.16034
327 | 11059 WWP1 4090 SMADS - + 1.16018
328 | 4089 SMAD4 57510 XPOS - + 1.16001
329 | 7409 VAVL 868 CBLB . + 1.15840
330 | 27258 LSM3 84967 LSM10 + + 1.15756
331 | 5054 SERPINE1 5327 PLAT - + 1.15437
332 | 598 BCL2L1 7416 VDAC1 - + 1.15434
333 | 1604 DAF 2534 FYN . + 1.15291
334 | 6278 S100A7 6278 S100A7 - + 1.14974
335 | 23658 LSMS 27257 LSM1 - + 1.14661
33 | 369 ARAF 55872 PBK . + 1.14566
337 | 8682 PEALS 8772 FADD - + 1.14406
338 | 5579 PRKCB1 7532 YWHAG - + 1.14340
339 | 23658 LSM5 27258 LSM3 - + 1.14309
340 | 11338 U2AF2 7307 U2AF1 + + 1.14273
341 | 4690 NCK1 5159 PDGFRB - + 1.14125
342 | 5465 PPARA 6256 RXRA - + 1.14064
43 | 6714 SRC 6774 STAT3 - + 1.13937
344 | 1487 cT8P1 3065 HDAC1 . + 1.13926
345 | 5597 MAPK6 5597 MAPK6 - + 1.13741
346 | 4176 MCM7 8318 CDC4sL - + 113714
347 | 6850 SYK 6850 SYK - + 1.13209
348 | 2767 GNA11L 5998 RGS3 - + 1.13283
349 | 336 APOA2 5360 PLTP - + 1.13221
350 | 7186 TRAF2 8764 TNFRSF14 - + 1.13076
351 | 10482 NXF1 10482 NXF1 - + 1.12914
352 | 5914 RARA 6257 RXRB + - 1.12674
353 | 835 CASP2 835 CASP2 - + 1.12563
354 | 22797 TFEC 2197 TFEC . + 1.12448
355 | 6256 RXRA 6256 RXRA + 1.12374
356 | 3122 HLA-DRA 3127 HLA-DRBS - + 112372
357 | 2608 NR3CI 3557 LIRN - + 1.12260
358 | 3146 HMGB1 7157 TP53 - + 112900
389 | w72 CFL1 58 ACTAL. . + 1.12179
360 | 6352 ccLs 6352 cCLs - + 1.12120
361 | 138046 LOC138046 2136 EWSR1 + . 1.12025
362 | 4691 NCL 7157 TP53 . + 1.11993
363 | 2770 GNAIL 6000 RGS7 - + 1.11013
364 | 4632 MYLL 58 ACTAL - + 1.11718
65 | 332 BIRCS 332 BIRCS . + 1.11404
366 | 51564 HDAC7A 8841 HDAC3 - + 1.11386
67 | 3624 INHBA 90 ACVRI - + 1.11087
368 | 3zor HSF1 6879 TAF? . + 111074
89 | 4172 MCM3 8318 €DCasL - + 1.11071
370 | 23085 RABSIP2 8500 PPFIAL - + 1.10994
3711 | 23201 FBXWIL 23201 FEXWI1 . + 1.10913
372 | 10399 GNB2LL 8900 CCNAL - + 1.10913
373 | 12 SERPINA3 354 KLK3 - + 1.10474
378 | 37126 JUNB 4089 SMAD4 . + 1.10424
375 | 5300 PIN1 5347 PLK1L + 1.10416
376 | 55916 NXT2 56001 NXF2 . + 1.10372
377 | 2008 NR3C1 811 CALR - + 1.10071
378 | 4179 MCP 4179 MCP - + 1.10066
379 | 4179 MCP 7106 TSPANS - + 1.09987
380 | 862 RUNXIT1 8841 HDAC3 . + 1.09926
381 | 5979 RET 9046 DOK2 . + 1.09888
382 | 2242 FES 5921 RASA1 . + 1.09685
383 | 156 ADRBK1 9815 GIT2 . + 1.09844
384 | 114569 MAL2 7163 TPDS2 - + 1.09790
385 | 808 CALM3 8721 EDF1 - + 1.09789
38 | 805 CALM2 8721 EDF1 . + 1.09789
387 | 801 CALM1 8721 EDF1 - + 1.09789
388 | 483 NME1L 4830 NMEL + + 1.09419
389 | 23360 FNBP4 2534 FYN . + 1.09376
39 | 4809 NHP2L1 5884 RAD17 - + 1.09362
391 | 50619 DEF6 5879 RAC1 - + 1.09200
392 | 12717 COLIAL 960 CD4as - + 1.09185
393 | 2260 FGFR1 2885 GRB2 - + 1.09155
394 | 3688 ITGB1 7106 TSPANS - + 1.09045
305 | 1432 MAPK14 7867 MAPKAPK3 - + 1.09044
3% | 6613 SUMO2 6513 SUMO2 - + 1.09002
397 | 6464 SHC1 868 cBLs - + 1.08943
388 | 2623 GATA1L 7704 ZBTB16 - + 1.08904
399 | 4172 MCM3 4174 MCM5 - + 1.08891
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Wo. | Gene DI Gene Hamel | GenelDZ  Gene Namel [ ¥2H | LCT T SYM score
460 10396 GNB2ZLY 5579 PRKCB1 - + 1.08843
401 62 RUNX1TL 9139 CBFA2TZ - + 1.08695
402 4086 SMAD1 657 BMPRIA - + 1.08654
403 16487 CAPL 10487 CAPL - + 1.08581
404 128 ADHS 128 ADHS - + 1.08481
405 1072 CFL 0 ACTC - + 1.08240
406 4085 MAD2LY 4085 MAD2LL - + 1.08233
407 4088 SHMAD3 7704 287816 - + 1.08074
408 10538 BATF 1649 ODIT3 + “+ 1.07858
469 90 ACVRL 91 ACVR1B - + 1.07850
410 118 ADDI 801 CALML - + 1.07802
411 3297 HSFL 45021 REPS1 + 1.07693
412 1385 CREBL 8721 EDF1 - + 1.07629
413 12 SERPINAZ 3817 KLK2 - + 1.07569
414 7430 viL2 960 D44 - + 1.07139
415 4066 SMADL 90 ACVR1 B + 1.07059
416 2885 GRB2 6300 MAPKIZ - + 1.07010
417 257397 TAB3 1186 TRAFZ B + 1.07003
418 7529 YWHAB 993 COC25A B + 1.06972
419 10912 GADDESG 5465 PPARA . + 1.06954
420 5216 PFNL 58 ACTAL - + 1.06936
421 1280 CoL2Aa1 6678 SPARC « + 1.06886
422 5300 PIN 995 CDCIC B + 1.06879
423 237170 FKBPB 598 acLat - + 1.06850
424 5347 PLK1 5695 PSMBY - + 1.06745
425 488 ATP2A2 6271 S100A1 - + 1.06736
426 87 ACTNL 9124 PDLIML - + 1.06732
427 7157 TP53 7251 T5G101 - + 1.06600
428 3135 HLA-G 567 B2M « + 1.06492
429 10013 HDAC6E 7704 8TB16 - + 1.06397
430 7414 vCL 7431 Virg - + 1.06369
431 6005 RORA 6095 RORA - + 1.06369
432 12 SERPINA3Z 1511 CTsG - + 1.06113
433 5347 PLKL 5689 PSMBL - + 1.06110
434 11218 DOX20 6633 SNRPD2 - 4 1.06023
435 5327 PLAT 811 CALR . + 1.05989
436 10808 HSPH1 118 ADD1 - + 1.05967
437 3135 HLA-G 6891 TAP2 B + 1.05944
438 10656 KHDRBS3 202559 KHDRBS2 + - 1.05749
439 6273 S100A2 6273 5$100A2 + + 1.05700
440 7531 YWHAE 993 CDC25A - + 1.05522
441 6271 S100A1 6275 S100A4 + + 1.05328
442 1937 EEF1G 833 CARS - + 1.05320
443 1601 DAB2 983 coez - + 1.05262
A4 4089 SMAD4 7329 UBE2L + + 1.05259
445 573 BAGL 5014 RARA - + 1.05137
446 5111 PCNA 57157 PTMA B + 1.04987
447 351 APP 8883 APPBP1 - + 1.04970
448 5071 PARKZ 9246 UBE2L6 : - + 1.04951
449 2056 MSHE 5111 PCNA « + 1.04847
450 §167 PTHMA 083 b2 « + 1.04825
451 5055 SERPINB2 5328 PLAU - + 1.04771
452 5159 PDGFRB 8503 PIK3R3 B + 1.04668
453 2508 NR3C1 3320 HSPCA - + 1.04585
454 5925 RB1 8900 CCNAL B + 1.04529
ass | 417 MCM2 417t MCM2 + 1.04496
456 5156 PDGFRA £159 PDGFRB - + 1.04397
457 4176 MCMT 4176 MCM7 . + 1.04347
458 8851 COKS5R1 8851 CDKSR1 - + 1.04337
459 4Tt NF2 960 Ch4a - + 1.04281
460 1277 COL1AL 7045 TGEBI - + 1.04257
461 Hin STRAP 4088 SMAD3 B + 1.04037
462 7186 TRAF2 7189 TRAFB + B 1.03991
463 57617 vPsig 8417 STX7? - + 1.03923
464 21718 GNAS 7265 TTC1 - + 1.03826
465 140885 PTPNSY 5177 PTPNG . + 1.03760
466 7157 TP53 9112 MTAL B + 1.03651
467 4171 MCM2 4175 MCM6E + + 1.03647
468 3107 HLAC 6891 TAP2 - + 1.03476
469 5781 PTPNI11 634 CEACAML - + 1.03432
470 11036 ALF 2958 GTF2A2 - + 1.03401
471 10818 FRS2 5979 RET - + 1.03401
472 4172 MCM3 4176 MCM7 - + 1.03221
473 11075 STMN2 8601 RGS20 - + 1.03187
474 7157 TPS3 7319 UBE2A - + 1.03060
475 5274 SERPINIL 5327 PLAT - + 1.03050
476 202559 KHDRBS2 27316 RBMX + B 1.03007
477 5914 RARA 6258 RXRG + - 1.02939
478 4171 MCM2 4174 MCMS - + 1.02646
479 10062 NR1H3 5914 RARA - + 1.02558
480 5991 REX3 5991 RFX3 - + 1.02538
481 5475 PPEFL 808 CALM3 + 1.02428
482 5475 PPEF1 805 CALM2 - + 1.02428
483 5475 PPEF1 801 CALMI - + 1.02428
484 5804 RAF1 993 CDC2BA + 1.02221
485 11218 DDX20 6635 SNRPE - + 1.02210
486 10859 LILRBY 3107 HLA-C + 1.02158
487 8900 CCNAL 983 o2 . - + 1.02120
488 8777 PTPNG 634 CEACAM1 - + 1.02061
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489 10273 STUB1 573 BAGI - + 1.02044
490 | 6277 S100A6 6285 S1008 - + 1.01942
491 3133 HLA-E 567 B82M - + 1.01002
492 3180 HNRPK 5004 PCBP2 + 1.01896
493 | 488 ATP2A2 5350 PLN - + 1.01842
494 5329 PLAUR 7448 VTN - + 1.01686
495 5579 PRKCB1 5597 MAPKS - + 1.01673
496 5914 RARA 6256 RXRA - + 1.01672
497 6714 SRC 7189 TRAFS - + 1.01543
498 | 23339 VPS39 23339 VPS39 . + 1.01525
499 | 2885 GRB2 5573 PRKARIA - + 1.01497
500 1017 CDOK2 5757 PTMA - + 1.01406
501 5217 PFN2 60 ACTB - + 1.01401
502 5717 PTPNG 971 o7 - + 1.01346
503 | 26353 HSPB8 26353 HSPB8 . + 1.01280
504 | 2534 FYN 983 coc2 - + 1.01238
505 3105 HLA-A 4103 MAGEA4 - + 1.01217
506 3308 HSPA4 8841 HDAC3 - + 1.01157
507 5347 PLK1 5682 PSMAL - + 1.01147
508 26073 POLDIP2 5111 PCNA - + 1.01068
509 | 2534 FYN 9094 UNC119 - + 1.01053
510 | 26136 TES 87 ACTN1 - + 1.01035
511 4771 NF2 4771 NF2 . + 1.01013
512 10273 STUBL 3320 HSPCA - + 1.01007
513 5315 PKM2 5315 PKM2 - + 1.01003
514 3122 HLA-DRA 3123 HLA-DRB1 - + 1.01002
515 302 ANXA2 5327 PLAT - + 1.01000
516 207 AKT1 5894 RAF1 B + 1.00905
517 | 2810 SFN 2908 NR3C1 - + 1.00890
518 11033 CENTAL 4691 NCL B + 1.00860
519 | 9138 ARHGEF1 9138 ARHGEF1 - + 1.00832
520 4176 MCM7 5925 RB1 - + 1.00818
521 3113 HLA-DPAL 920 CD4 - + 1.00791
522 55367 LRDD 8738 CRADD - + 1.00651
523 3122 HLA-DRA 3732 co82 - + 1.00624
524 3932 LCK 960 CD44 - + 1.00599
525 3785 KCNQ2 808 CALM3 - + 1.00593
526 | 3785 KCNQ2 805 CALM2 . + 1.00593
527 3785 KCNG2 801 CALML - + 1.00593
528 10912 GADDA45G 983 coC2 B + 1.00566
520 | 55367 LRDD 835 CASP2 - + '1.00544
530 | 10859 LILRB1 3106 HLA-B - + 1.00512
531 | 2213 FCGR2B 325 APCS . + 1.00499
532 1983 EIFs 8566 EIF354 B * 1.00400
533 | 5155 PDGFB 5165 POGFB “ + 1.00488
534 | 6810 STX4A B674 VAMP4 + - 1.00481
535 351 APP 811 CALR - + 1.00423
536 | 3105 HLA-A 567 82M - + 1.00371
537 10859 LILRBY 3105 HLA-A - + 1.00364
538 | 4438 MSH4 4439 MSHS . + 1.00355
539 | 5347 PLK1 5687 PSKMAS - + 1.00324
540 | 2022 ENG 80 ACVRL . + 1.00322
541 2267 FGLL 2267 FGLY « + 1.00321
542 | 2963 GTF2F2 2963 GTF2F2 - + 1.60316
543 | 7535 ZAPTO 868 caLB . + 1.00315
544 | 2209 FCGRIA 328 APCS B + 1.00309
545 | 7157 TP53 7341 SUMO1 - + 1.00305
546 | 5347 PLK1 5685 PSMA4 . + 1.00303
547 | 5979 RET . 6714 SRC - + 1.00272
548 | 5720 PSME1 5720 PSME1 + 1.00269
549 7186 TRAF2 8767 RIPK2 - + 1.00265
550 | 5159 PDGFRB 6642 SNX1 B + 1.00262
551 27336 HTATSF1 2963 GTF2F2 . + 1.00226
552 156 ADRBK1 5579 PRKCB1 - + 1.00223
553 7186 TRAFZ 7186 TRAFZ + + 1.00221
554 | 2162 F13A1 2162 F13A1 B + 1.00196
555 1 3107 HLA-C 3804 KIR20L3 - + 1.00172
556 1027 COKNIB 6502 SKP2 . + 1.00167
557 2597 GAPD 2597 GAPD B + 1.00150
558 | 369 ARAF 5605 MAP2K2 - + 1.00140
559 11183 MAP4KS5 7186 TRAF2 B + 1.00124
560 23636 NUP&2 23636 HNUP62 B + 1.00123
561 6772 STAT1 6772 STATL - + 1.00122
562 7337 UBE3A 9246 UBE2L6 - + 1.00112
563 4292 MLHL 4438 MSH4 - + 1.00093
564 | 5350 PLN 6588 SLN “ + 1.00065
565 4090 SMADS 90 ACVR1 - + 1.00043
566 | 5990 RFX2 5991 RFX3 - + 1.00024
567 2944 GS5TML 2944 GSTM1 - + 1.00020
568 4909 NTES 4909 HTFS5 . + 1.00015
569 164 APIGE 164 AP1GE B + 1.00015
570 | 329 BIRC2 8767 RIPK2 - + 1.00006
571 7170 TPM3 7170 TPM3 - + 0.99995
572 | 657 BMPRIA 657 BMPRIA - + 0.99992
573 | 1004 CDHe 28513 COH19 - + 0.99992
574 | 1604 DAF 3932 LCK - + 0.95984
575 55367 LRDD 8772 FADD B + 0.99961
576 | 51517 NCKIPSD 8440 NCK2 + “ 0.99955
577 | 34 ACADM 34 ACADM - + 0.99950
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No. [ Genelbl  Gene Hamel Gere 102 Gene NameZ T %2R T LC1 T 5VM score
578 | 4691 wer | 6482 SI60AIL - F 5.95538
579 1398 CRK 23624 8L - + 0.95937
560 652 BMP4 652 BMP4 - + 0.99921
581 10063 COXIT 10063 COX1T - + 0.99911
682 | 73032 USPI3 6923 TCEB2 - + 0.99907
583 5452 POU2F2 5452 POUZF2 - + £.99850
584 3075 CFH 3078 CFHLY - + 0.99880
585 2865 GRB2Z 6352 CcCLs - + 0.99879
586 | 336 APOAZ 336 APOA2 - + 9.99867
587 2194 FASN 2194 FASN - + 0.99859
588 | B65 CBFB 865 CHFB - + 0.99857
589 5308 PITA2 5308 PITA2 - + 0.99840
590 | 4176 MCMT 7337 UBE3A - + 0.99837
591 1390 CREM 997 CDC34 - + 0.99828
592 | 3065 HDACL 9869 SETDB1 - + 0.99828
593 | 4292 MLHL 5378 PMSL - + 0.99826
594 10923 PCA 10923 PCa - + 0.99822
595 are7 RIPK2 8837 CFLAR - + 0.99820
596 1308 CRK 5156 POGFRA - + 0.99796
597 8048 CSRP3 87 ACTNL - + 0.99795
598 | 3320 HSPCA 6449 SGTA - + 0.99794
599 | 55748 CNDP2 55748 CHNDP2 - + 0.99792
GO0 4049 LTA 4049 LTA - + 0.99788
601 3065 HDAC1 57708 MI-ER1 - + 0.99785
602 1398 CRK 5159 PDGFRB - + 0.99784
603 | 4089 SMAD4 8945 BTRC - + 0.99783
604 | 5440 POLR2K 5440 POLR2K - + 0.99782
605 | 2040 STOM 2040 STOM B + 099778
606 | 326 APCS 325 APCS - + 099775
607 5997 RGS2 9276 corB2 - 4 0.99767
608 1017 CDOK2 5583 PRKCH - + 0.99765
609 | 5054 SERPINEL 7448 VTN - + 0.99763
610 23032 usP33 6921 TCEBL B + 0.99763
611 5660 PSAP 5660 PSAP - + 0.99758
612 5245 PHB 5933 RBL1 - + 0.99757
613 6274 $100A3 6274 S100A3 - + 0.99756
614 | 10401 PIAS3 6774 STAT3 - + 0.99756
615 1984 EIFSA 6125 RPLS - + 0.99753
616 kg7 cpsz2 920 D4 - * 0.99748
617 6449 5GTA 6449 SGTA - + 0.99747
618 6844 VAMPZ 9217 VAPB - + 0.99746
619 23468 CBXS 3930 LBR - + 0.89746
620 6843 VAMP1 9217 VAPB - + 0.99739
621 1382 CRABP2 896 CCND3 - + 0.99738
622 | 3109 HLA-DMB 3112 HLA-DOB - + 099738
623 4760 NEURODI1 808 CALM3 - o+ 0.99738
624 | A760 NEUROD1 805 CALM2 -~ + 0.99738
625 | 4760 NEUROD1 801 CALMI1 . 4 0.99738
626 | 1263 PLK3 995 CDCAsC - + 099734
621 4830 NME1 4832 NME3 “+ + 0.99732
628 5350 PLN 6271 S100A1 - + 099726
629 7037 TFRC 7037 TFRC N + 0.99725
630 7424 VEGFC 7424 VEGFC - + 0.99724
631 | o004 UNC119 910 D3z - + 0.99719
632 328 APEX1 6418 SET - + 0.99718
633 | 5001 RFX3 5002 RFX4 - + 0.99716
634 10521 DOX17 3065 HOACL - + 0.99714
635 | G844 VAMP2 8676 5TX11 = + 0.99714
636 | 1432 MAPK14 5608 MAP2K6 - + 0.99711
637 3065 HDACL 6304 SATB1 - + 0.99710
638 | 7052 TGM2 7052 TGM2 . + 0.99710
630 | 8904 CPNEL 8904 CPNEL - + 0.99708
640 100 ADA 2908 NR3C1 - + 0.99708
641 | 51776 ZAK 51776 ZAK - + 0.59707
642 2280 FKBP1A 5534 PPP3R1 - 4 0.99707
643 | 3956 LGALS1 3959 LGALS3BP - + 0.99707
644 3726 JuNB 4088 SMAD3 - + 0.99706
645 1104 CHC1 5757 PTMA - + 0.99706
646 | 5260 SERPINBG 5624 PROC - + 0.99704
647 1163 CcKs18 1163 CKS1B - + 0.99704
648 10859 LILRBY 3135 HLA-G - + 0.99704
649 5925 RB1 7052 TGM2 - + 0.99702
650 5802 PTPRS 8500 PPFIAL - + 0.99701
651 | 2697 GJAL 6271 S100A1 - + 0.99699
652 335 APOAL 335 APOAL - + 0.99698
653 | 5037 PBP 5037 PBP - + 0.99696
654 2019 CXCLL 2919 CXCL1 - + 0.99695
655 9518 GDF15 9518 GDF15 - + 0.99694
656 1163 CKS1B 6502 SKP2 - + 0.99694
657 | 51567 TTRAP 058 D40 - + 0.99691
658 567 B2M 09 CDIA - + 0.99689
659 875 cBS 875 cBs + + 0.99687
660 5184 PEPD 5184 PEPD - + 0.99687
661 nu21s DDX20 6637 SNRPG - + 0.99686
662 | 7529 YWHAB 7529 YWHAB - + 0.99686
663 355 FAS 7341 SUMO1 - + 0.99685
664 | 3133 HLAE 3824 KLRD1 - + 0.99685
665 3040 HBA2 3043 HBB - + 0.99684 .
666 | 23468 CBX5 6839 SUV39H1L + + 0.99683
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No. | GereiDl  GeneNamel | Gene D2 Gene Namel Y 7 ia A score
BT ] 11183 MAPAKS 1598 TRR : ¥ THO96ES
663 | 10923 PC4 3207 HSF1 . + 0.59682
669 | 5804 RAF1 5925 RB1 - 4+ 0,09682
670 | 6626 SNRPA 6626 SNRPA + 4 0.99682
671 | 3106 HLA-B 567 B2M . + 0.00682
672 | 5320 PLA2G2A 5320 PLAZGZA - + 0.00681
673 | 51567 TTRAP 7186 TRAF2 - + 0.99681
674 | 1081 CGA 93650 CGBS - * 0.99681
675 | 10672 GNAL3 5579 PRKCBL - + 0.99673
676 | 3958 LGALS3 3959 LGALS3BP N s 0.99672
677 | 6282 S100A11 §282 S100A11 . + 0.99669
678 | 3309 D3 3399 D3 - + 0.95669
679 | 481 ATP1B1L 5348 - EXYD1 « + 0.99669
680 | 236% NUPE2 5757 PTMA . + 0.99669
681 | 4832 NME3 4532 NME3 - + 0.90667
682 | 10912 GADD45G 1647 GADD45A . + 0.00667
683 | 3624 INHBA 3624 INHBA . + 0.95665
684 | 5028 RBBP4 8841 HDAC3 . + 0.99665
s8s | 3732 cps2 871 CANX . + 0.99663
686 | 336 APOA2 381 APOCL - + 0.99662
687 | 2280 FKBP1A - 2280 FKBP1A - + 0.09662
688 | 1072 CFLL 54961 SSH3 - + 0.99662
689 | 7167 TPi1 7167 TP - + 0.99661
6%0 | 1072 CFLL 10808 HSPHL A 0.99660
691 | 336 APOA2 347 APOD - + 0.99659
692 | 3945 LDHB 3045 LDHB . + 0.99659
693 | 10945 KDELRL 55738 ARFGAP1 - + 0.09650
694 | 2237 FEN1 328 APEX1 - + 0.99658
695 | 57142 RTN4- 7384 UQCRC1 - + 0.90658
696 | 10478 SLC25A17 5824 PEX19 - + 0.00657
697 | 3950 LGALS3IBP 3950 LGALS3BP - * 0.99657
608 | 1026 CDKN1A 6418 SET - + 0.09657
699 | 5925 RB1 6839 SUV3gHL . + 0.99655
700 | 3303 HSPALA 5830 PEX5 - + 0.50655
701 | 6118 RPA2 7374 UNG . + 0.99654
702 | 39032 LCK 9094 UNC119 - + 0.99654
703 | 2022 ENG 655 BMP7 . + 0.99653
708 | 2775 GNAO1 6000 RGS7 - + 0.99653
705 | 10023 PC4 11033 CENTA1 . + 0.00653
706 | 5817 PVR 7448 - + 0.99652
707 | 4833 NME4 4833 NME4 . + 099647
708 | 6240 RRM1 6240 RRM1 - + 0.09647
706 | 2624 GATA2 5914 RARA . + 0.99646
710 | 5720 PSMEL 5721 PSMERZ + * 0.99645
711 | 655 BMP7 90 ACVRIL - + 0.99645
712 | 10053 TOMMM4 3320 HSPCA - + 0.99644
713 | 23062 GGA2 23062 GGAZ - + 0.99644
714 10912 GADDASG 5408 PPARG - + 0.99644
715 | 10923 PC4 1478 CSTF2 - + 0.09643
716 | 2100 ESR2 808 CALM3 « + 0.99643
717 2100 ESR2 805 CALM2 - + 0.09643
718 2100 ESR2 801 CALM1 - + 0.99643
719 10013 HDACH 79885 HDAC11 - + 0.69642
720 335 APOAL 949 SCARB1 - + 0.99642
721 | 703 TFFL 7031 TFF1 . + 0.99640.
722 10016 PDCDE 355 FAS - + 0.99630
723 | 10013 HDAC6 22933 5IRT2 - + 0.00639
724 10912 GADD4sSG 5467 PPARD - + 0.99639
725 836 . CASP3 836 CASP3 - + 0.99638
726 821 CANX 8720 MBTPSL - + 0,99638
727 | 5805 PTS 5805 PTS * - 0.99637
728 | 4331 MNAT1 6112 MTAL . + 099637
720 | 10401 PiAS3 3065 HDACE . + 0.99636
730 | 6843 YAMPL 9218 VAPA, . + 0.99633
731 | 100 ADA 2885 GRB2 - + 0.99633
732 | 6347 ccLz 6347 ccL2 - + 0:99633
733 | 2147 GLUD2 2747 GLUD2 - + 0.99633
734 | 969 D69 969 CD69 . + 0.99633
735 | 156 ADRBK1 5957 RCVI - + 0.99632
736 | 598 BCL2L1 83985 SPINL . + 0.99632
737 | se28 RBBP4 9112 MTAL . + 0.99632
738 | 4830 NME1L 6095 RORA . . + 0.99632
739 1017 CDOK2 8900 CCNAL - + 0.99631
740 | 6675 UAPL 6675 - UAPI - + 0.99631
741 | 5245 PHB 7157 TP53 - + 0.99630
742 | 1511 CTS6 5473 PPBP - + 0.99630
743 | 4072 TACSTDL 4072 TACSTDL - * 6.99630
744 | 374 AREG 896 CCND3 - + 0.99630
745 | 354 KLK3 5104 SERPINAS . + 0.99629
746 | 3055 HCK %004 UNC119 « + 0.99629
747 | 3 APOC1 341 APOCI - + 0.99628
748 | 9718 VAPA 9218 VAPA - + 0.99628
749 | 4292 MLH1 9156 EXO1 - + 0.99627
750 | 5216 PENL 60 ACTB - ¥ 0.99627
751 | 4192 NFKBIA 823 CAPNL - + 0.95627
752 | 1072 CFL1 85464 SSH2 . + 0.99627
753 | 3320 HSPCA 6767 ST13 - 4 0.99627
754 | 131034 CPNE4 60 ACTB - + 0.99626
755 | 301 ANXAL 7052 TGMZ - + 0.99626
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~No [ Gere IDT Gene Hamel | Gene D2 Gene NameZ | V2H | LCI | SVM score
1 wee0 RGeA | 9216 COPEZ T T 556605
757 | 2488 IGFBPS 5054 SERPINEL . + 0.99625
758 | 11117 EMILING 17 EMILIN . + 0.99624
759 | 4221 MEN] 5570 RELA - + 0.95624
760 | 4171 MEM2 4176 MCMT? . + 0.99624
761 | 5824 PEX19 8504 PEX3 + | o+ 0.69624
762 1277 COL1AL 5155 POGFB - + 0.99623
63 | 1026 CDKN1A 7083 TKL . + 0.99623
784 | 8743 TNESF10. 8743 TNFSF16 - + 0.99621
785 | 10775 POPA 51367 POPS . + 0.99621
766 | 7020 TEAP2A 7157 TP53 . + 0.99619
767 | 17119 DHER 2280 FKBP1A . + 0.99619
768 | 5245 PHE 5925 RB1 . + 0.99619
769 | 10226 MEPREP1 10226 MEPRBPL - + 0.99619
770 | 8110 PSMDA 5886 RAD23A - + 0.99618
7 | s714e PAKT 5879 RAC1 - + 0.99618
72 | 163 DCN 5320 PLA2G2A . ¥ 0.99618
773 | 10877 NPC2 79947 DHDDS R 099618
77a | 4086 SMAD1 5001 PIGQ - + 0.99617
775 | 9513 FXR2 9513 FXR2 + |+ 0.99616
776 | 6678 SPARC 5678 SPARC - + 0.99616
777 | 358 AQP1 358 AQP1 . + | 009615
778 | 3364 HUST 5883 RADOA . + 0.99615
79 | 10912 GADDA5G 6256 RXRA . + 0.99615
780 | 5195 PEX14 5195 PEX14 . + 0.99614
781 3303 HSPALA 6767 ST13 - + 0.99613
782 | 3611 1K 3987 LiMS1 - + 0.99613
783 | 18514 cTst 6256 RXRA . + 0.99612
784 | 7186 TRAF2 8877 SPHK1 . + 069612
785 | 6304 SATBI 6304 SATB1 . + 0.99612
786 | 6303 SAT 6303 SAT + |+ 0.90612
81 | 213 AMPH 8851 COKSR1 - + 0.99612
788 | 4057 LTF 4069 vz . + 0.99611
789 1081 CGA 1081 CGA - + 0.99611
790 | 5990 RFX2 5992 REX4 . + 0.99611
791 8767 RIPK2 258 CD4ao - + 0.99611
792 | 3363 ICAM1 3663 ITGAL . + 099610
793 | 6990 TCTELL 7416 VDAC1 . + 0.99609
704 | 2000 GUSB 2090 GUSB - + 0.99609
795 | 4006 SMAD1 5692 PSMB4 - + 0.99609
796 | 1060 CETNZ 5887 RAD238 . + 0.99500
797 | 1508 CTSB 8530 csT7 - + 0.99508
798 | ;75 MCM6 475 MCMB + |+ 0.99608
700 | 7052 TGM2 7280 TUBB2 . + 0.99507
00 | 308 ANXAS 71 ACTG1 . + 0.99607
go1 | 635 BHMT 635 BHMT + |+ 0.99607
802 | 1647 GADDASA 6256 RXRA - + 0.99606
803 | 6256 RXRA 9025 RNF8 . + 0.99606
804 4282 MIF 4282 MIF - £ 0.99605
805 | 4605 MYBL2 8900 CCNA1 - + 0.99604
806 1104 CHC1 1104 CHC1 - + 0.99603
807 | 60 ACTB 8904 CPNE1 - + 0.99602
808 | 325 APCS 813 CALU . * 0.99602
809 | 1511 CTS6 6362 SDC1 - ¥ 0.99602
810 | 5701 PSMC2 5708 PSMC4 . + 0.99600
811 | 2760 GNA15 7265 TTC1 - + 0.99600
812 | o;7 VAPB 9217 VAPB - * 0.99600
813 | 1160 CKMT2 1160 CKMT2 - + 099600
a14 | 5304 PIP 920 cbs - + 0.99600
815 | @90 EIF284 8590 EIF284 - + 0.99599
816 | 216 ALDH1A1 216 ALDHIAL |+ 0.99599
817 | 3816 KLK1 5267 SERPINAG . + | oooses
818 | 10026 PIGK 8733 GPAAL . + 0.99598
819 | 28088 DBNL 7535 ZAPT0 . + 0.99598
820 | 20016 NCBP2 4686 NCBP1 - + 0.99596
821 | 469 NCK1 8892 EIF2B2 . + 0.99596
82 | 1514 CTsL 8530 csT7 - + 0.9959
823 | 3207 HSF1 6772 STAT1 . + 0.99506
824 6279 $100A8 6279 S100A8 - + 0.99595
825 | 26220 BIGAT3 26220 B3GAT3 . + 0.99594
826 | 1870 E2F2 23420 RYBP - + 0.99594
827 | 3002 GZMB 5552 PRG1 - + 099592
828 | 2058 GTF2A2 9519 TBPLL - + 0.99592
520 | 7390 UROS 7390 UROS . + 0.09592
830 1432 MAPK14 4205 MEF2A - + 0.99592
831 | 23214 XPO6 60 ACTE - + 099592
832 | 1638 DeT 1638 pCT - + 0.99592
833 | 6844 VAMP2 9218 VAPA . + 009592
834 865 CBFB 9139 CBFA2T2 - + 0.99591
835 6035 RNASEL 6035 RNASE1 - + 0.99591
8% | 2246 FGF1 2246 FGF1 . + 0.99590
837 6678 SPARC 7052 TGM2 - + 0.99588
838 1678 TIMMBA 8027 STAM - “+ 0.99588
8% | 5810 RADL 5883 RAD9A - + 0.99588
840 | 1647 GADD4SA 983 coc2 - + 0.99588
841 2313 FLi1 2623 GATAL - + 0.99587
842 2697 GJAL 2702 GJAS . - + 0.99586
843 81 ACTNS 9124 PDLIML + + 0.99586
844 | 835 CASP2 840 CASPT . + 0.99586
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845 | 2113 ETS1 7320 UBEZ S OB YT
846 328 APEX1 4830 NMEL w & 0.99582
847 | 4509 NTF5 621 BONF . 4+ 0.99582
848 | 2885 GRB2 971 corz - + 0.99581
849 5970 RELA 64320 RNF25 - 4 0.99581
850 | 2885 GRB2 5716 PSMD10 - 4 0.99581
851 | 5028 RB1 8507 ENC1 - + 0.99561
852 57142 RTN4 598 BCL2L1 . + 099579
853 11218 DDX20 27161 EiF2C2 - 4= 0.99579
854 | 3251 HPRT1 3251 HPRT1 . + 0.99578
855 | 2720 GLBL 4758 NEUL . + 0.99578
856 | 4605 MYBL2 4605 MYBL2 - + 0.99577
857 10401 PIAS3 4088 SMAD3 ~ + 0.99577
858 10987 COPSs 4282 MIF . - + 0.99574
859 328 APEX1 3303 HSPAIA “ + 0.99572
860 3106 HLA-B 4100 MAGEAL - + 0.99572
861 10537 usbd 4085 MAD2L1 - + 0.99572
862 5277 PIGA 9091 PIGQ » + 0.99572
863 | 22048 cCTs 59 ACTA2 - + 0.99571
864 | 6376 CX3CL1 6376 CX3CL1 - + 0,99570
865 | 23214 XPO6 5216 PFNIL - + 0.99570
866 4005 LMO2 4005 LMO2 - + 0.99569
867 | 25801 GCA 6717 SRI . + 0.99569
868 | 55737 VPS35 6642 SNX1 . + 0.99569
869 3162 HMOX1 3162 HMOX1 - + 0.99568
870 10549 PRDX4 5052 PRDX1 - + 0.99568
871 | 114569 MAL2 7164 TPDS2L1 . + 0.99566
872 10672 GNA13 6004 RGS16 * A+ 0.99565
873 | 9522 SCAMP1 9522 SCAMP1 - + 0.99564
874 5347 PLK1 5692 PSMB4 - + 0.99564
875 10549 PRDX4 10549 PRDX4 - + 0.99564
876 5834 PYGB 87 ACTN1 = + 0.99564
877 | 30m ANXAL 6282 S100A11 - + 0.99563
878 | 10469 TIMM44- 10460 TIMMA44 . + 0.99563
879 | 26993 AKAPSL. 3930 LBR . + 0.99563
880 | 3320 HSPCA . 5170 PDPK1 - + 0.99562
881 3050 HBZ . 3050 HBZ - + 0.99562
882 | 10434 LYPLAL 10434 LYPLA1 . + 0.99558
883 | 2539 G6PD 2539 G6PD - * 0.99556
884 | 50855 PARDGA 5879 RAC1 - + 0.99555
885 2022 ENG 3624 INHBA - + 0.99555
886 | 2272 FHIT 7329 UBE2! - + 0.99553
887 | 9227 LRAT 9227 LRAT - + 0.99551
888 | 1072 CFL1 59 ACTAZ . + 0.99551
889 | 5260 SERPINGG 5328 PLAU - + 0.99550
830 | 5468 PPARG 8841 HDAC3 - + 0.99550
891 | 6241 RRM2 7157 TP53 . + 0.99550
852 | 3100 HLA-DMB 3732 o8z . + 0.60548
893 | 2203 ¥8P1 2203 FBP1 ¥ +* 0,99548
834 | 25801 GCA 936 Lcp1 . 4 0.99544
895 | 64689 GORASP1 64689 GORASP1 . + 0.99543
896 | 3488 IGFBPS 6696 SPP1 . + 0.99543
897 | 7216 TTR 7276 TTR - + 0.99543
898 | 7024 TECP2 7024 TFCP2 . + 0.99541
899 | 3398 D2 3398 2 “ ¥ 0.99541
900 | 10253 SPRY2 23624 CBLC B + 0.99541
o01 | 5347 PLK1 5691 P5MB3 B + 0,99539
902 | 10026 PIGK 250 ALPP . + 0.90538
503 | 10007 ACTR2 3059 HCLS1 . + 0.99537
904 | 4835 NQO2 4835 NQO2 . + 0.99535
905 23474 ETHEL 5970 RELA - + 0.99535
906 4179 McP 6714 SRC - + 089533
907 | 10902 BRDS 6256 RXRA - + 099533
908 | 6888 TALDO1L 6988 TALDO1 - + 0.99531
909 655 BMPT 657 BMPR1A - 4 0.99531
910 | 140461 AsSB8 6921 TCEB1L - + 0.99530
o11 | 51433 ANAPCS 996 cOC27 . + 0.99530
912 | 4504 MUT 4594 MUT . + 0.99530
913 6232 RPS27 6232 RPS27 - + 0.99530
914 5055 SERPINB2 5925 RB1 - 4 0.99529
915 | 2071 ERCC3 7157 TP53 . + 099528
916 | 8454 cuLl 8454 cuLL . + 0.99522
917 | 2048 GSTM4 2048 GSTM4 . + 0.99522
918 | 5054 SERPINEL 5054 SERPINEL . + 0.99521
919 | 11218 DDX%20 6632 SNRPD1 - + 0.99517
920 | 2203 FBP1 87 ACTNI - + 0.99510
921 | 3074 HEXB 3074 HEXB . + 0.59507
922 | 1621 DBH 1621 DBH - + 0.99503
923 | 5473 PPBP 5473 PPBP - + 0.99498
924 | 6502 SKP2 997 CDC34 - + 0.99489
925 | 6256 RARA 7704 ZBTBi6 - + 0.99459
926 1504 CTRB1L 5265 SERPINAL - + 0.99331
927 1743 DLST 46967 OGDH - + 0.99314
928 | 2266 FGG 7448 VTN . + 0.99259
929 5894 RAF1 7529 YWHAB - + 0.99195
930 2175 FANCA 27131 SNXS - + 0.99187
931 | 6678 SPARC 7040 TGFB1 - + 0.99158
932 | 5465 PPARA 5465 PPARA - ¥ 0,99140
933 7189 TRAF6 8767 RIPK2 - + 0.99135
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934 2908 HNHICT 251 SLEZ5AA “ + 0.949044
635 3552 iL1A 4764 NFKBIE - + 0.99008
936 6775 STAT4 9663 PIAS2 - + 0.98982
937 10487 CaPt 1672 CFLt - + 0.98982
938 1634 BCN 7040 TGFB1 - + 0.98939
939 3987 LIMST 8440 NCK2 - + 0.98938
940 51949 PFC 629 BF - + 0.98909
941 4089 SMAD4 4093 SMADY + - 0.98889
942 3122 HLA-DRA 3125 HLA-DRB3 - + 0.98843
943 2885 GRB2 5747 PTK2 “ + 0.98834
44 2131 EXT1 2131 EXTL + 0.98822
G45 2010 EMD 26993 AKAPEL - + 0.98795
946 836 CASP3 8615 vOP - + 0.98734
947 4172 MCM3 4175 MCME - + 0.98730
948 1280 COL2AL 7040 TGFBL - + 0.98698
949 3065 HOACL 5928 RBBP4 - + 0.98692
950 8371 (2018 1341 SUMO1 = + 4.98675
951 3303 HSPALA 7157 TP53 - + 0.98647
952 2131 EXT1 2132 EXT2 . + 0.98609
953 2266 FGG 5104 SERPINAS - + 0.98604
454 3688 iTGB1 3959 LGALS3BP - + 0.98554
955 10401 PIAS3 4089 SMAD4 - + 0.98547
956 3109 HLA-DMB 3122 HLA-DRA - + 0.98385
957 | 6352 cCLs 6382 SDC1L - + 0.98337
958 309 ANXAG 5921 RASAL - + 0.98179
959 2534 FYN 1397 TYK?2 - + 0.98149
960 10273 STust 3337 DNAJBL - + 0.98147
961 1977 EIF4E 8672 EIF4G3 - + 0.98108
G962 4691 NCL 4869 NPM1 - + 0.98055
963 29760 BLNK 7409 VAV1 - + 0.97839
964 6256 RXRA 8721 EDF1 B + 0.97797
965 7389 UROD 7389 UROD - + 0.97792
966 10808 HSPH1 3312 HSPAB . + 0.97754
967 4690 NCKYL 5879 RACY B + 0.97739
968 2908 NR3Ct 6776 STATSA - + 0.97652
969 1020 COKS 2580 GAK - + 0.97540
970 5605 RANGAPL 5905 RANGAP1 - + 0.97507
971 2100 ESR2 67109 XPMC2H - + 0.97454
972 10273 STUB1 3303 HSPALA . + 0.97380
973 3123 HLA-DRB1 3123 HLA-DRBI1 - + 0.97356
974 5810 RAD1 5884 RAD17 - “+ 0.97326
75 1072 CFL1 2} ACTGL + - 0.97303
976 7408 VASP 7454 WAS - + 0.97277
ar? 2157 Fa g1t CALR + 0.97168
078 3134 HLA-F 6890 TAPL - + 0.97088
979 23479 RYBP 6015 RINGY + + 0.97073
980 172 CFLL 60 ACTB + - 0.96841
981 468 ATF4 4779 NFE2LL - + 0.96698
982 5070 RELA 7088 TLEL B + 0.96601
983 4688 NCF2 5876 RAC1 - + 0.96512
984 26056 LASS2 527 ATPEVOC - + 0.96451
985 10656 KHDRBS3 10656 KHDRBS3 - + 0.96389
086 5777 PTPNG 7535 ZAPTO - + 0.96376
987 10062 MNRIH3 5465 PPARA B + 0.96324
988 3937 Lep2 6464 SHCL - + 0.96267
989 4929 NR4A2 6256 RXRA B + 0.96258
890 23429 RYBP 7528 YYL - + 0.96252
991 10538 BATF 4783 NFIL3 + 0.96209
992 5590 PRKCZ 5607 MAP2KS - + 0.96101
993 5914 RARA 7704 287816 - + 0.96021
954 2624 GATA2 7704 2BTB16 - + 04.96002
945 173 AP2M1 2580 GAK B + 0.95987
996 1432 MAPK14 1846 DuUsSPa - + 0.95905
agr 51808 CALMLS 7414 vCL B + ¢.957711
998 1277 COL1AL 3678 ITGAS - + 0.95582
999 840 CASPTY 840 CASPT - + 0.95559
1000 3031 LCP2 84106 PRAM-1 - + 0.95484
1001 23640 H5PBP1 3306 HSPA2 + - 0.95428
1002 3718 JAK3 so27 STAM - + 0.95148
1003 29979 UBQLNI 5664 PSEN2 - + 0.95120
1004 23136 EPB41L3 7529 YWHAB B + 0.94998
1005 2813 GP2 2813 GP2 - + 0.94902
1006 3303 HSPALA 3855 KRT? - + 0.94898
1007 5777 PTPNG 7409 VAVL - + 0.94853
1008 2908 NR3C1 7329 UBE2 - + 0.94744
1009 4086 SMAD1 51588 PIASA = + 0.94671
1010 4286 MITF 7942 TFEB B + 0.94422
1011 6257 RXRB 8856 NR112 + 0.94332
1012 3932 LCK 920 D4 - + 0.94292
1013 4632 MYL1 59 ACTA2 - + 0.94141
1014 5104 SERPINAS 5328 PLAU + 0.94114
1015 4088 SMAD3 5933 RBL1 - + 0.94024
1016 2214 FCGR3A 952 CD38 - + 0.94010
1017 3853 KRT6A 3866 KRT15 + - 0.93857
1018 5300 PINT 7157 P53 - + 0.93675
1019 7408 VASP 7791 ZyX - + 0.93670
1020 23678 SGKL 2032 GSK3B - + 0.93321
1021 4088 SMAD3 996 cbear - + 0.93285
1022 3113 HLA-DPAL 3115 HLA-DPBI1 - + 0.93279
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1623 10538 BATF 468 ATFA - + 0.93148
1024 835 CASP2 8738 CRADD - + 0.93028
1025 23640 HSPBP1 3312 HSPAS + + 0.93010
1026 587 BCAT2 587 BCAT2 - + 0.92875
1027 7186 TRAF2 7704 ZBYB16 + B 0.92780
1028 2534 FYN 9672 SDC3 - + 0.92650
1029 6648 SOD2 6648 S0D2 - + 092637
1030 3312 HSPAB 7203 €T3 B + 0.92537
1031 10399 GNB2LY 3693 ITGBS B + 0.92336
1032 3854 KRT6B 3866 KRT15 - 0.92326
1033 10273 STuBL 3312 HSPAS B + 0.92308
1034 3364 HUSL 5884 RAD17 - + 0.92261
1035 1635 0CTD 1635 DCYD + + 0.92217
1036 10818 FRS2 5781 PTPNI1 - + 0.91962
1037 4176 MCMT 4331 MNATL - + 0.91904
1038 2214 FCGR3A 325 APCS - + 0.91808
1039 2932 GSK3B 5747 PTK2 - + 0.91685
1040 3624 INHBA 91 ACVRIB - + 0.91677
1041 2357 FPR1 2771 GNAIZ = + 091652
1042 5468 PPARG 8721 EDF1 B + 0.91528
1043 6810 STX4A 8773 SNAP23 - + 0.91179
1044 5498 PPOX 5498 PPOX - + 091123
1045 6714 SRC 7454 WAS - + 0.91106
1046 1432 MAPK14 9149 DYRK1B - + 0.91046
1047 11100 HNRPULL 3215 HRMT1L1 « + 0.91031
1048 3903 LAIRY 5777 PTPNG - + 0.90065
1049 10053 AP1IM2 1174 AP1S1 B + 0.90849
1050 3164 NR4A1 6258 RXRG - + 0.90657
1051 23291 FBXW11 8945 BTRC B + 0.90641
1052 3135 HLA-G 6890 TAP1 - + 0.60489
1053 2059 EPS8 2059 EPS8 + + 0.90466
1054 106399 GNB2L1 3689 ITGB2 B + 0.90438
1055 2596 GAP43 805 CALM2 B + 0.90259
1056 2596 GAP43 801 CALMY - + 0.90259
1057 59349 KLHL12 59349 KLHL12 + B 0.90147
1058 26234 FBXLS 6500 SKP1A - + 0.85969
1059 3107 HLA-C 567 82m - + 0.89965
1060 29956 LASS2 433 ASGR2 - + 0.89951
1061 23640 HSPBP1 3303 HSPALA B + 0.89844
1062 3688 ITGB1 3732 cD82 “ + 0.89783
1063 7132 TNFRSF1A 7186 TRAF2 - + 0.89642
1064 2162 F13A1 2266 FGG - + 0.89337
1065 3561 IL2RG 6776 STATSA « + 0.89160
1066 6616 SNAP2S BET6 STX11 + « 0.85972
1067 10016 POCDE 10016 POCDS 4 B 0.88970
1068 29760 BLNK 971 corz - + 0.88917
1065 10254 STAM2 3718 JAK3 B + Q.88750
1070 3903 LAIRL 5781 PTPNIL - + 0.88466
1071 5104 SERPINAS 5624 PROC B + 0.88463
1672 30818 CSEN 5664 PSEN2 . + 0.68462
1073 4771 NF2 7430 ViL2 B + 0.88262
1074 1281 COL3AL 6678 SPARC - + 0.88260
1075 3002 GZMB 5212 SERPINBY “ + 0.88246
1076 1017 COK2 1017 COKz2 - + 0.88204
1077 3937 Leez 5336 PLCG2 - + 088187
1078 4149 MAX 4610 MYCLL B + 0.88105
1079 4086 SMAD1 79753 SNIPL « & 088073
1080 2071 ERCC3 5705 PSMCS - + 0.88020
1081 2947 GSTM3 2547 GSTM3 + B 0.87953
1082 3106 HLA-B g1l KIR30L1 - + 0.87915
1083 4176 MCM7? 5933 RBL1 - + 0.87788
1084 8764 THNFRSF14 8841 HDAC3 - + 0.87746
1085 207 AKT1 3320 HSPCA - + 0.87540
1086 5468 PPARG 5468 PPARG - + 0.87530
1087 6860 SYT4 6860 SYY4 - + 0.87394
1088 58 ACTAL 6525 SMTHN - + 0.87371
1089 2508 NR3C1 573 BAG1 - + 0.87303
1090 10054 UBA2 10055 SAE1 + . 0.87293
1091 51684 SUFU 8945 BTRC - + 0.87031
1092 760 CAZ 9498 SLC4A8 B + 0.86958
1093 3817 KLK2 5104 SERPINAS . + 0.86734
1094 3726 Jung 80561 FOSL1 + + 0.86640
1095 5905 RANGAPL 7329 UBE2I - + 0.86606
1096 3932 LCK 9485 COC2sC - + 0.86592
1097 156 ADRBK1 23413 FREQ - + 0.86554
1098 3005 HIFO 3838 KPNA2 - + 0.86268
1099 5894 RAF1 7531 YWHAE + 0.66168
1100 3678 ITGAS 6696 SPP1 - + 0.86048
1101 7008 TEF 7008 TEF B + 0.85882
1102 2534 FYN 919 D32 - + 0.85850
1103 4221 MEN1 7431 ViM - + 0.85829
1104 3303 HSPAIA 7917 BAT3 B + 0.85775
1105 6925 TCFs 808 CALM3 - + 0.85263
1106 6925 TCF4 805 CALM2 - + 0.85263
1107 6925 TCF4 801 CALM1 - + 0.85263
1108 4174 MCMS 4998 ORC1L - + 0.85200
1109 4089 SMAD4 5933 RBL1 “ + 0.84985
1110 22797 TFEC 7942 TFEB - + 0.84984
un | 3107 HLA-C 811 CALR - + | 08669
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1113 | 7704 287816 862 RUNXITL - + 0.84621
1114 | 1189 CHKMTL 1159 CKMTI1 . + 084432
1115 | 156 ADRBK1 857 CAVi - + 0.84401
1116 | 5468 PPARG 6256 RARA - + 0.84256
1117 | 1385 CREBL 1432 MAPK14 - + 0.84254
1118 | 2908 MNR3CE 7061 TGFBLL - * 6.84241
1119 | 6810 STXAA 6860 SYT4 - + 0.84185
1120 | 3569 L6 5744 PTHLH - + 0.84162
1121 | 7414 vCL 7414 vCL - + 0.84113
1122 | 2008 NR3C1 6774 STAT3 - + 0.84059
1123 | 4001 LMNBI 5630 PRPH - + 0.84021
1124 | 5478 PPIA 5634 PPP3R1 - + 0.83828
1125 | 5500 PRKCZ 7529 YWHAB - + 0.83819
1126 | 5883 RADIA 598 BCL2LT . + 0.83727
1127 | 1288 COLAAG 5008 OsM - + 0.83589
1128 | 5347 PLKL 5684 PSMA3 - + 0.83480
1129 | 10928 RALBP1 5879 RACI - + 0.83445
1130 | 5467 PPARD 5467 PPARD - + 0.83352
1131 | 351 APP 6464 SHCL - + 0.83301
1132 | 8900 CCNAL 993 COC25A - + 0.83275
1133 | 1911 PHCL 1912 PHC2 + - 0.83048
1134 | 207 AKTL 3611 LK - + 0.82791
1135 | 1756 DMD 1756 DMD . + 0.82777
1136 | 10432 RBM14 6695 TARBPZ - + 0.82615
1137 | 4501 TRIM37 9787 DLGT + - 0.82590
1138 | %% FYN 960 [o>171 - + 0.82587
1139 | 5777 PTPNG 6850 SYK - + 0.82571
1140 | 1856 DVL2 1856 DvL2 4 - 0.82312
1141 | 7277 TUBAL 794 CALB2 - + 0.82248
1142 | 10987 COPSS 4089 SMADA - + 0.82238
1143 | 653 BMPS 657 BMPRIA - + 0.81990
1144 | 22877 MONDOA 7520 YWHAB - + 0.81955
1145 | 5925 - RB1 9984 THOCL - + 0.81047
1146 | 1432 MAPRK14 995 COCBC - + 0.81871
1147 | 26950 HBP1 4086 SMAD1 - + 0.81829
1148 | 1017 COK2 4088 SMAD3 - + 0.81806
1149 | 4093 SMAD9 90 ACVRL - + 0.81327
1160 | 23136 EPB4IL3 7532 YWHAG = + 0.81269
1151 | 25801 GCA 25801 GCA - + 0.81155
1152 | 1524 CX3CR1 6376 CX3CL1 - + 0.61113
1153 | 1601 DAB2 5300 PIN1 - + 0.81036
1184 | ar ACTN1 9499 TTID - + 0.80761
1155 10208 PAKA 3693 1TGBS - + 0.80408
1156 | 4088 SMAD3 7052 TGM2 . 4 0.60358
1187 1248 COLAAG 1634 DCN - kS 0.80343
1158 | 598 BCLALL 7157 TP53 - + 0.79995
1159 | 3032 LCK 58504 RAF1 E + 0.79987
1160 | 1026 CDOKNIA 1027 COKNIB . + 0.79873
1161 | 306% HDAC1L 862 RUNX1T1 - + 0.79795
1162 | 4085 MAD2L1 996 cner - + 0.79728
1163 | 27170 GNAIL 5147 PDEGD - + 0.79697
1164 | 1073 CFL2 60 ACTB + . 0.79631
1165 2885 GRB2 732 TNFRSF1A - + 0.79615
1166 | 51765 RP6-213M19.1 | 5604 RAF1 - + 0.79611
1167 | 6925 TCF4 9242 MSC - + 0.79308
1168 | 11278 KLHL2 59349 KLHL12 + - 0.79119
1169 | 10174 SCAM-1 10278 EFS + - 0.76063
1170 | 4436 MSH2 9156 EXO1 N 4 0.78996
un | 1280 COL2AL 7045 TGF8I - + 0.78980
vz | w2 COLIAL 22918 C1QRL - + 0.78939
1173 | 131034 CPNE4 8904 CPNE1L - + 0,78741
1174 | 5500 PRKCZ 5694 RAF1 - + 0.78722
1175 | 10483 SEC238 9632 SEC24C + - 0.78574
1176 | 3303 HSPAIA 5757 PTMA - + 0.78670
1177 | 2065 ERBB3 6464 SHC1 - + 0.78654
1178 | 10733 PLK4 2810 SFN + - 0.78559
179 | 2032 GSK3B 2032 GSK3B . + 0.78409
1180 | 7341 SUMO1 7341 SUMO1 - + 0.78269
1181 | 1737 DLAT 5164 PDK2 - + 0.76242
1182 | 3106 HLA-B 3824 KLRD1 - + 0,78140
1183 | 4690 NCK1 7454 WAS - + 0.77991
1184 1073 CFL2 71 ACTGL + - 0.77956
1185 | 51602 NOPS/NOPS8 | 8607 RUVEBL1 - + 077733
186 | 3207 HSF1 3303 HSPAIA . + 0.77685
187 | 1601 DAB2 2885 GRB2 - + 0.77672
1188 | 2059 EPSE 6714 SRC - + 0.77596
1189 | 3561 1IL2RG 6772 STAT1 - + 0.77569
1190 | 5156 PDGFRA 8723 SNX4 - + 0.77353
1191 | 5824 PEX19 5825 ABCDS - + 0.77328
1192 | 9020 MAP3K14 9020 MAP3K14 - + 0.77158
1103 | 10742 RAI2 1488 CTBP2 + - 0.77122
1194 | 1027 COKN1B 8300 CCNAL - + 0.77098
1195 | 11033 CENTAL 5584 PRKCI - + 0.77035
1196 | 22797 TFEC 4286 MITF - + 0.76967
197 | 3085 HDAC1 5883 RADIA B + 0.76905
1198 | 6500 SKP1A 8945 BTRC - + 0.76870
1199 | 3932 LCK 8878 SQSTML . + 0.76837
1200 | 6616 SNAP25S 6810 STX4A - + 0.76832
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1201 | 7138 TNRTL 7158 TRNT1 ¥ P 7
1202 | 10818 FRS2 2260 FGFR1 - 3 0.76760
1203 | 7157 P53 9314 KLF4 - + 0.76712
1204 | 217 ALDH2 217 ALDHZ . + 0.76663
1205 | 7132 TNFRSF1A 8767 RIPK2 . + 0.76577
1206 | 1128 CHRM1 2171 GNAI2 - + 0.76519
1207 | 84735 CNDP1 84735 CNDP1 - + 0.76502
1208 | 25827 FBXL2 6500 SKP1A . + 0.76311
1200 | 7454 WAS 9322 TRIP10 - + 0.76296
1210 | 50855 PARD6A 5590 PRKCZ + + 0.76188
1211 | 1647 GADDA5A 5465 PPARA . + 0.76009
1212 | 5704 PSMC4 5705 PSMC5 + . 0.75858
1213 | 207 AKT1 5590 PRKCZ - + 0.75604
1214 | 11033 CENTAL 5590 PRKCZ - + 0.75261
1215 | 1737 DLAT 5163 PDK1 - + 0.75179
1216 | 2331 FMOD 7040 TGFB1 . + . 0.75113
1217 | 3398 D2 6925 TCF4 - + 0.75074
1218 | 1026 CDKN1A 8900 CCNAL - + 0.75021
1219 | 5155 PDGFB 5156 PDGFRA - + 0.74999
1220 | 1288 COL4AG 22018 C1QR1 - + 0.74996
1221 | 222546 RFXDC1 5990 RFX2 + - 0.74960
1222 | 3251 HPRT1 56952 PRTEDCL + . 0.74011
1223 | nis7 P53 7337 UBE3A - + 0.74815
1224 | 3312 HSPAS 0531 BAG3 - + 0.74730
1225 | 6015 RING1 6015 RING1 - + 0.74513
1226 | 222546 RFXDC1 5991 RFX3 + . 0.74231
1227 | 10390 GNB2L1 7414 veL - + 0.74207
1228 | 22016 NCBP2 3185 HNRPF - + 0.74169
1220 | 1870 E2F2 7029 TFDP2 - + 0.74169
1230 | 598 BCL2L1 842 CASP9 - + 0.73748
1231 | 836 CASP3 8837 CFLAR . + 0.73685
1232 | 138046 LOC138046 3183 HNRPC + . 0.73613
1233 | 2547 G22P1 5111 PCNA . + 0.73488
1234 | 332 BIRCS 840 CASPT . + 0.73439
1235 | 202559 KHDRBS2 3100 HNRPK + - 0.73415
1236 | 6240 RRM1 6241 RRM2 - + 0.73408
1237 | 7132 TNFRSFIA 7329 UBE2! - + 0.73381
1238 | 4942 OAT i 4942 OAT - + 0.73200
1239 | s8i9 PVRL2 5819 PVRI2 - + 0.73143
1240 | 3065 HDAC1 5925 RB1 - + 0.72962
1241 | 1933 EEF1B2 1937 EEF1G + . 0.72896
1242 | 8676 STX11 8773 SNAP23 + + 0.72852
1243 | 22858 1CK 4086 SMAD1 . + 0.72833
1244 | 3053 SERPIND1 053 SERPIND1 - 4 0.72764
1245 | 26180 FBXW2 6500 SKP1A . + 0.72724
1246 | 7409 VAV 998 CpCaz E + 0.72691
1247 | 4841 NONO 4841 NONO + - 0.72691
1248 | 1909 EDNRA 2870 GRKE - * 0.72674
1249 | 3065 HDACL 5933 RBL1 “ + 0.72653
1250 | 1280 COL2AL 8797 TNFRSF10A . + 0.72517
1251 | 5878 RACL 7454 WAS ‘. + 0.72476
1252 | 5164 PDK2 8050 POHX . + 0.72475
1253 | 10254 STAM2 7297 TYK2 . 4+ 0.72438
1254 | 22806 INFNIAZ 22806 ZNENTAS - + 0.72331
1255 | 1737 DLAY 5165 PDK3 . + 0.72246
1256 | 7132 TNFRSFIA 8396 PIP5K2B - + 0.72146
1257 | 7531 YWHAE 8470 ARGBP2 + - 0.72080
1258 | 2237 FENL 5111 PCHA - + 0.71063
1259 | 134 ADORAL 2781 GNAZ . " 0.71847
1260 | 598 BCL2L1 6252 RTN1 . + 0,71660
1261 | 10254 STAM2 9146 HEGS + . 0.71620
1262 | 8856 NR112 8856 NR112 » + 0.71591
1263 | 6850 SYK 868 CBLB “ + 0.71405
1264 | 202550 KHDRBS2 2130 EWSR1 + « 0.71354
1265 | 3032 LCK 952 co3s - + 0.71345
1266 | 3303 HSPAIA 9531 BAG3 . + 0.71198
1267 | 1288 COLAAS 351 APP - + 0.71149
1268 | 1432 MAPK14 4208 MEF2C - + 0.71139
1269 | 5468 PPARG 6258 RXRG - + 0.70975
1270 | 7189 TRAFG 9020 MAP3K14 . + 0.70947
1271 | 10066 SCAMP2 9522 SCAMPL - + 0.70663
1272 | 1737 OLAT 5166 POK4 - + 0.70610
1273 | 1531 YWHAE 9610 RIN1 - ¥ 0.70542
1274 | 5894 RAF1 8837 CFLAR . + 0.70540
1275 | 6772 STAT1 6774 STAT3 . + 0.70492
1276 | 2534 FYN 5894 RAF1L - + 0.70385
1277 | 20068 BTBDIS 4086 SMADL . + 0.70350
1278 | 10309 GNB2L1 3688 ITGB1 - + 8.70200
1219 | 4176 MCM7 4998 ORCIL . + 0.70159
1280 | 3320 HSPCA 5804 RAF1 - + 0.70061
1281 | 4208 MEF2C 4208 MEF2C . + 0.69759
1282 | 329 BIRC2 842 CASPY - + 0.69637
1283 | 1488 CTBP2 1488 CTBP2 . + 0.69568
1284 | 140885 PTPNSL 961 coat . + 0.69354
1285 | 2735 GLIT 51684 SUFY - + 0.69234
1286 | 1487 cTer1 7050 TGIF . 4+ 069218
1287 | 4088 SMAD3 9372 ZFYVES - + 069211
1288 | 4987 OPRLL 9630 GNAl4 . + 0.69075
1289 | 51135 IRAK4 7180 TRAF6 - + 0.68949
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1290 7414 VCL 8665 EIF355 - + 0.68633
1291 3958 LGALSS 51684 SUFU - + 0.68627
1252 2885 GRB2 8751 ADAMIS - + 0.68626
1293 10392 CARDS 8767 RIPK2 + ©.68619
1294 4867 NPHPL 4867 NPHPL “ + 0.68327
1295 2516 NR5AT 6721 EDF1 E + 0.68281
1296 652 BmPa 657 BMPRIA - + 068231
1297 4171 MCHM2 4498 ORCIL - + 068133
1298 | 5625 RB1 5925 RB1 - + 0.68082
1299 1315 coree 8615 voP - + 0.68027
1300 1152 [£,4:] 1158 CKM - + 0.67914
1301 156 ADRBK1 6714 SRC - + 067881
1302 3383 ICAML 3689 ITGBZ . + 0.67799
1303 | 4916 NTRK3 6878 SQSTML - + 067738
1304 3135 HLA-G 3824 KLRD1 - + 0.67658
1305 121 COL1AL 5549 PRELP - + 067543
1306 1800 OPEPL 1800 DPEPL - + 0.67403
1307 10486 CAP2 10487 CAPL + 0.67270
1308 3693 1TGBS 5029 P2RY2 - + 0.67232
1309 2908 KNR3CL 6602 SMARCD1 - + 0.67207
1310 25804 LSM4 27257 LSM1 - + 0.67066
1311 2541 G22P1 958 CD40 - + 0.66816
1312 50855 PARDGA 5584 PRKCH + - 0.66813
1313 5608 MAP2K6 5608 MAP2K6E N + 0.66783
1314 | 8836 GGH 8836 GGH - + 0.66781
1315 5084 RFCa 5985 RFC5 + + 0.66756
1316 | 2213 FCGR28 5117 PTPNG - + 0.66729
1317 5652 PRGIL, 960 Chas - + 0.66669
1318 11043 MID2 11043 MID2 - + 0.66628
1319 11063 SOX30 7186 TRAF2 + - 0.66524
1320 1601 DAB2 23181 C21orf106 - + 0.66420
1321 81559 TRIM1L 81659 TRIM11 . + 0.66326
1322 3630 INS 3630 INS B + 0.66102
1323 10320 INFN1AL 1487 CTBP1 - + 0.65939
1324 | 84245 MGC3207 84245 MGCI207 + - 0.65654
1325 332 BIRCS 842 CASPY - + 0.65650
1326 | 27301 APEX2 7186 TRAF2 + . 0.65605
1327 2597 GAPD 351 APP - + 0.65586
1328 20127 RACGAP1 7283 TUBGL - + 0.65575
1329 4286 MITF 7341 SUMO1 + 0.65573
1330 | 5701 PSMC2 5708 PSMD2 - + 0.65523
1331 1870 E2F2 1027 TFDP1 . + 0.65367
1332 | 633 BGN 7040 TGFEL - + 0.65251
1333 1205 TRIPG 8440 NCK2 + - 0.65221
1334 2611 GP1BA 2811 GP1BA - + 0.65157
1335 1495 CTNNAL 7414 vCL g + 0.65142
1336 1009 EDNRA 2067 GNALL - + 0.65122
1337 29127 RACGAP1 7409 VAVL - + 0.65044
1338 2146 EZH2 3065 HDACL - + 0.64955
1339 10482 NXFE1 7307 U2AF1 - + 0.64854
1340 3313 HSPAOB 7416 VDAC - + 0.64721
1341 8743 TNFSF10 8ro7 TNFRSF10A - + 0.64658
1342 25804 LSM4 27258 LSM3 - + 0.64652
1343 27250 PDCD4 6207 RPS13 - + 0.64586
1344 5721 PSME2 5721 PSME2 + . 0.64502
1345 1026 CDKNIA 8318 CDCasL - + 0.64490
1346 | 6642 SNX1 91 ACVR1B - + 0.64339
1347 3065 HDACL 5970 RELA E + 0.64315
1348 | 4088 SMAD3 79585 SAP130 - + 0.64292
1349 3688 ITGB1 6520 SLC3A2 - + 0.64129
1350 10482 NXF1 65916 NXT2 B + 0.64108
1351 1856 DVL2 7157 TP53 + - 0.64043
1352 2260 FGFRL 2260 FGFR1 - + 0.63930
1353 2353 FOS 3726 JUNB - + 0.63924
1354 246329 STAC3 246329 STAC3 + N 0.63912
1355 2070 GNAIL 68157 NGB E + 0.63869
1356 1017 CDK2 993 CDC25A + 0.63838
1357 25793 FBXO7 6500 SKP1A - + 0.63820
1358 2149 F2R 6642 SNX1 - + 0.63619
1359 5781 PTPNI11 9019 MPZL1 - + 0.63598
1360 51127 TRIM17 56658 TRIM39 + - 0.63582
1361 1488 P2 7050 TGIF + - 0.63295
1362 10458 BAIAP2 5879 RAC1 - + 0.63293
1363 312 HSPAB 573 BAG1 - + 0.63230
1364 2597 GAPD 6277 S100A6 - + 0.63208
1365 5071 PARK2 7326 UBE2G1 - + 0.62877
1366 10399 GNB2L1 5925 RB1 - + 0.62810
1367 10483 SEC238 a871 SEC24D + B 0.62809
1368 5162 POHB 8050 PDHX E + 0.62782
1369 1191 («RV] 1191 <Ly + 0.62766
1370 2t GNAI2 58157 NGB - + 0.62747
1371 1996 ELAVLY 2130 EWSR1 - 0.62706
1372 5300 PINT 983 coc? - + 0.62703
1373 5451 POU2F1 6256 RXRA - + 0.62689
1374 2130 EWSR1 3159 HMGAL + - 0.62682
1375 10016 POCD6 131034 CPNE4 - + 0.62600
1376 1027 CDKN1B 896 CCND3 + + 062544
1377 4049 LTA 7132 TNFRSF1A - + 0.62535
1378 811 CALR 912 CDID - + 0.62441
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1379 | 4207 MEF28 4307 MEF2B - + 0.62420
1380 26003 GORASP2 7186 TRAF2 + - 0.62338
1381 5700 PSMCI 5708 PSMD2 + + 0.62323
1382 3875 KRT18 7532 YWHAG B + 0.62130
1383 | 23658 LSM5 57619 LSM2 + 0.62115
1384 331 BIRC4 7189 TRAF6 B kS 0.62076
1385 | 2041 GSTA4 2941 GSTA4 + 0.62072
1386 1211 CLTA 3312 HSPAS - + 0.62042
1387 5781 PTPNIL 6464 SHC1 - + 0.61856
1388 | 2781 GNAZ 6000 RGST . + 0.61736
1389 2806 GOT2 3312 HSPAB - + 061722
13%0 3297 HSF1 3312 HSPAS B + 0.61716
1351 | 4088 SMAD3 54778 RNF111 - + 0.61511
1392 5576 PRKARZA 7430 viL2 B + 0.61479
1393 | 351 APP 7040 TGFB1 . + 0.61450
1394 1995 ELAVL3 2130 EWSR1 + B 0.61108
1395 | 2810 SEN 3875 KRT18 - + 0.61105
1396 578 BAK1 581 BAX - + 0.60998
1397 | 7157 TPS3 7490 WT1 - + 0.60861
1398 2130 EWSR1 4879 NPPB + - 0.60852
1395 7040 TGFB1 7448 VTN - + 0.60781
1400 1495 CTNNAL 3728 Jup B + 0.60569
1401 9094 UNC119 920 D4 - + 0.60575
1402 435 ASL 435 ASL - + 0.60402
1403 8495 PPFIBP2 8500 PPFIAL - + 0.60355
1404 | 70 ACTC 7430 VIL2 - + 0.60162
1408 3561 L2RG 3718 JAK3 - + 0.60053
1406 207 AKT1 8682 PEAI1S + 0.59970
1407 29979 UBQLN1 5663 PSEN1 - + 0.59937
1408 | 7531 YWHAE 9181 ARHGEF2 - + 0.59789
1409 6996 TDG 7341 SUMO1 - + 0.59765
1410 | 22715 FHL3 2275 FHL3 - e + 0.59695
1411 11034 DSTN 71 ACTG1 + B 059678
1412 | 22823 M6 4088 SMAD3 - + 0.59580
1413 60 ACTB 83988 NCALD - + 0.50562
1414 1026 CDKNIA 896 CCND3 + 0.59531
1415 | 134 ADORAL 2 GNAIZ . + 0.59523
1416 983 coC2 995 CDC2s5C B + 0.59477
1417 | 57120 GOPC 7431 VIM + - 0.50473
1418 3312 HSPAS 3925 STMN1L - + 0.59415
1419 5584 PRKCI 8878 SQSTM1 - + 0.59370
1420 | 8837 CFLAR 9191 DEDD - + 0.59341
1421 54521 WODR44 6396 SECI3LY B + 0.59332
1422 1 3875 KRT1§ 7531 YWHAE . + 0.59145
1423 5584 PRKCH 5607 MAPIKS - + 0.58989
1424 4192 MDK 4691 NCL B + 0.56897
1425 1027 COKNIB 894 CCNDZ + - 0.58816
1426 | 7454 WAS 8051 PSTPIPL . + 0.58779
1427 6696 SPP1L 960 CD4s - + 0.56637
1428 3320 HSPCA 5859 QARS - + 0.58630
1429 25937 WWTRIL 7531 YWHAE - + 0.50624
1430 7531 YWHAE 801 CALM1 + 0.58498
1431 4093 SMADY 8663 EIF3S8 - + 0.58404
1432 60312 AFAP 6714 SRC - + 0.58303
1433 10672 GNA13 8698 EDGS - + 0.56208
1434 1027 COKNIB 7186 TRAF2 + B 0.58025
1435 4093 SMADY 8544 PIR B + 057929
1436 | 1288 CoL4as 5270 SERPINE2 . + 0.578850
1437 | 126823 KARCA1 8900 CCNAL - + 0.57660
1438 | 10567 RABACL 6844 VARPZ B + 0.57639
1439 7186 TRAF2 8837 CFLAR - + 0.57466
1440 355 FAS 7329 UBE2! “ 4 0.57417
1441 | 27250 PDCD4 6125 RPLS - + 057353
1442 | 134 ADORA1 2037 EPBALL2 B + 057332
1443 | 4205 MEF2A 5598 MAPKT P + 0.57328
1444 | 112483 SAT2 6303 SAT + . 0.5730%
1845 | 7132 TNFRSF1A 7132 TNFRSF1A B + 0.57304
1446 | 3875 KRT18 9146 HGS + - 057273
1447 | 5761 PTPNIL 945 CH33 - + 0.57266
1448 26003 GORASP2 868 ceLs + - 0.57226
1449 5590 PRKCZ ) 8878 SQSTMIL B + 057204
1450 | 138046 LOC138046 138046 LOC138046 + - 0.57067
1451 3383 ICAM1 3561 IL2RG « + 0.56893
1452 | 7207 TYK2 7297 TYK2 . + 0.56631
1453 10636 RGS1a 2770 GNAIL + 0.56484
1454 2339 FNTA 2342 FNTE B + 0.56451
1455 33z BIRCS 983 coC2 - + 0.56435
1456 | 351 APP 351 APP - + 056373
1457 2782 GNB1 2788 GNGY - + 0.56214
1458 | 7157 TPs3 983 cocz - + 0.56112
1459 | 2157 F8 821 CANX - + 0.56098
1460 3683 ITGAL 3683 ITGAL - + 0.56059
1461 | 5777 PTPNG 945 €D33 - + 0.55967
1462 | 4830 NMETL 4833 NME4 + - 0.55844
1463 | 4089 SMAD4 5603 MAPK13 - + 6.55800
1468 | 10672 GNA13 7253 TSHR . + 0.55683
1465 | 3611 WK 55679 LIMS2 + 0.55667
1466 204851 HIPK1 7157 TP53 - + 0.55619
1467 | 1020 CDKS 8851 CDK5R1 . + 0.55548
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1468 | 134 RDORAL 7775 GNAGT B ¥ 655455
1469 | 3313 HSPAGB 7157 TPs3 . + 0.55486
1470 | 4318 HMPY 7078 TIP3 - + 0.55486
1471 | 1103 RBPMS 2130 EWSR1 + . 0.55416
1472 | 2885 GRE2 5913 RAPSN - + 0.55381
1473 | 10902 BROB 5468 PPARG . + 0.55309
1474 | 4149 BIAX 4601 M1 + + 055256
1475 7529 YWHAB 9610 RINT - + 455245
1476 | 3817 KLK2 5267 SERPINAS . + 0.55188
1477 | 9875 KRT18 7529 YWHAS . + 455102
1478 | 2287 FKEBP3 7528 YY1 - + 0.54855
1479 | 27250 POCD4 6176 RPLPL . + 0.54786
1480 | 10083 USHIC 10083 USHIC - + 0.54725
1481 | 1027 COKNIB 2685 GRB2 - + 0.54581
1482 | 7027 TFOPL 7157 TP53 - + 0.54553
1483 | 8208 CHAF1B 983 coc2 - + 0.54542
1484 | 11034 DSTN 60 ACTB + - 0.54491
1485 | 2908 NR3CL 7251 T5G101 - + 0.54373
1486 | 8576 STK16 8576 STK16 - + 0.54097
1487 | 71532 YWHAG 7538 ZFP36 - + 0.54009
1488 | 10152 ABIZ 7414 vCL + - 053576
1489 | 5625 ABCD3 5825 ABCD3 - + 0.53463
1490 | 678 BAK1 7417 VDAC2 . + 0.53226
1491 | 87 ACTNL 8851 CDK5R1 - + 0.53163
1492 | 10218 ANGPTLY 10218 ANGPTL? - + 0.52945
1493 | 2872 MKNK2 2872 MKNK2 - + 0.52872
1494 | 51347 TAOK3 7186 TRAF2 - + 052732
1495 | 27258 L5M3 57819 LSM2 + 0.52716
1496 | 2019 CXCL 3579 IL8RB - + 0.52675
1497 | 2280 FKBP1A 7528 vyl - + 052535
1498 | 6495 SIX1 6495 51X1 - + 0.52456
149 | 332 BIRCS 836 CASP3 - + 0.52397
1500 | 10458 BAIAP2 2059 EPS8 + + 0.52265
1501 | 4601 NCL 5590 PRKCZ - + 0.52207
1502 | 1488 cTBP2 60528 ELAC2 . + 0.52205
1503 | 1487 cTept 5925 RB1 - + 0.52178
1504 | 3718 JAK3 6776 STAT5A - + 0.52062
1505 | 6038 RNASE4 6038 RNASE4 - + 0.52010
1506 | 1641 DCX 1641 Dex - + 0.51762
1507 | 4088 SMAD3 9728 KIAAQ256 . + 051733
1508 | 4313 MMP2 7078 TIMP3 . + 0.51519
1500 | 5155 PDGFB 5159 PDGFRB - + 051515
1510 | 4175 MCM6 8900 CCNAL - + 0.51459
1511 | 2920 CXCL2 2920 CXCL2 - + 0.51263
1512 | 3112 D 3712 o . + 0.51098
1513 | 4998 ORCIL 5000 ORCAL - + 0.51085
1514 | 2583 GALGY 2583 GALGT - + 0.51070
1515 | 2811 GP1BA 55644 OSGEP - + 0.51041
1516 | 4508 MVK 4598 MVK + . 0.50923
1517 | 2149 F2R 2768 GNAL2 ) + 0.50907
1518 | 7188 TRAFS 939 TNFRSF7 . + 0.50881
1519 | 60 ACTB 7430 viL2 - + 0.50877
1520 | 10174 SCAM-1 1856 bvL2 + - 0.50704
1521 | 1504 CTRBI 351 APP . + 0.50624
1522 | 9050 PSTPIP2 9050 PSTPIP2 - + 0.50618
1523 | 10053 AP1M2 164 AP1G1 . + 0.50314
1524 | 313 HLF 3131 HLF - + 0.50118
1525 | 11315 PARKY 11316 PARKY . + 0.50018
152 | 2008 NR3C1 5970 RELA . + 0.49986
1527 | 55663 FLJI20626 7775 ZNF232 + - 0.49872
1528 | 1912 PHC2 1912 PHC2 + - 0.49801
1520 | 2020 €XCL2 3879 ILGRB - + 0.49744
1530 | 331 BIRC4 3t BIRCA + - 0.49564
1531 | 10399 GNB2LL 7132 TNFRSFIA . + 0.49491
1532 | 1021 COK6 5111 PCNA - + 0.40479
1533 | 20079 UBQLN1L 20979 UBQLN1 + - 0.40428
1534 | 55 ACPP 55 ACPP - + 0.49382
1535 | 6464 SHCL 7535 ZAPTO . + 0.49172
1536 | 27257 LSM1L 27258 LSM3 - + 0.49160
1537 | 1876 E2F6 23429 RYBP - + 0.49137
1538 | 10743 RAIL 5300 PINT . 0.49061
1539 | 2507 GAPD 7414 veL - + 0,49039
1540 | 175 AGA 175 AGA - + 0.48963
1541 | 2355 FOSL2 7008 TEF . + 0.48936
1542 | 4176 MCM7 5000 ORC4L . + 0.48849
1543 | 10204 NUTF2 10204 NUTF2 . + 0.48767
1544 | 581 BAX 508 BCL2LY - + 0.48725
1545 | 10053 AP1M2 5817 PVR - + 0.48687
1546 | 286514 MGC33889 7157 TPS3 + - 0.48603
1547 | 3875 KRT18 9101 DEDD - + 0.48545
1548 | 3611 ILK 840 NCK2 . + 0.48434
1549 | 5603 MAPK13 7867 MAPKAPK3 . + 0.48414
1550 | 1909 EDNRA 21 GNA#2 - + 0.48363
1551 | 6850 SYK 7409 VAVL . + 0.48221
1552 | 1912 PHC2 648 PCGF4 - + 0.47998
1553 | 3817 KLK2 5269 SERPINB6 - + 0.47989
1554 | 2072 BRF1 7157 TPS3 - + 0.47843
1555 | 3119 HLA-DQB1 920 o4 - + 0.47593
1556 | 2771 GNAI2 3577 ILBRA - + 0.47574
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1557 5747 PTK2 6714 SRC - + 0.47570
1558 2214 FCGR3A 3932 LCK + 0.47524
1559 6477 SIAHL 7320 uBg2e - + 0.47330
1560 5068 REG3A 5967 REG1A - + 0.47321
1561 1280 CoL2a1 5549 PRELP - + 0.47298
1562 6304 SATB1 8467 SMARCAS - + 047207
1563 3043 HBB 3050 HBZ B + 0.47203
1564 5598 MAPK7 6446 SGK - + 0.47167
1565 10636 RGS14 Figs! GNAI2 - + 0.47166
1566 2885 GRB2 9649 RALGPS1 - + 0.47112
1567 212 FCGR2A 3958 LGALS3 - + 0.47095
1568 10538 BATF 1054 CEBPG - + 0.46897
1569 57120 GOPC 57120 GOPC - + 0.46572
1570 2781 GNAZ 6001 RGS10 - + 0.46292
1571 5747 PTK2 8440 NCK2 - + 0.46246
1572 23429 RYBP 8772 FADD N + 0.46197
1573 29127 RACGAPL 7217 TUBAL - + 0.46034
1574 5700 PSMCt 5701 PSMC2 - + 0.45853
1575 387 RHOA 5147 PDESD - + 0.45781
1576 156 ADRBK1 408 ARRB1 - + 0.45570
1577 1487 CT8P1 1488 crepz - + 0.45407
1578 1856 ovL2 79869 FLJ12529 + - 0.45392
1579 2770 GNAIL 6001 RGS510 - + 0.45378
1580 1288 COL4AG 4318 MMPO - + 0.45005
1581 3646 EIF356 64708 CoPST8 - + 0.44914
1582 70 ACTC 7414 vCL - + 0.44909
1583 857 CAVL 858 CAV2 - + 0.44848
1584 5879 RAC1 752 FMNL1 - + 0.44831
1585 5883 RAD9A 5884 RAD17 - + 0.44789
1586 23017 FAIM2 355 FAS - + 0.44695
1587 5500 PRKCZ 7189 TRAF6 - + 0.44582
1588 7138 TNNT1 8500 PPFIAL + - 0.44459
1589 3689 ITGB2 5747 PTK2 B + 0.44415
1590 2625 GATA3 4005 LMO2 - + 0.44327
1501 6426 SFRS1 6128 PRPF4 - + 0.44200
1592 4688 NCF2 998 cbca2 - + 0.44151
1593 3320 HSPCA 6714 SRC + 0.44146
1594 5970 RELA 8945 BTRC - + 0.44133
1595 328 APEX1 7329 uBe21 - + 0.44017
1596 2547 G22P1 328 APEX1 - + 0.44016
1597 660 BMX 6772 STAT1 - + 0.43784
1598 10148 EBI3 4088 SMAD3 - + 0.43450
1599 3856 KRT8 5327 PLAT - + 0.43399
1600 10987 CoPSs 6278 S100A7 - + 0.43284
1601 84106 PRAM-1 8935 SCAP2 « + 0.43246
1602 1936 EEFID 1936 EEFID - + 0.43038
1603 2224 FOPS 2260 FGFR1 - + 0.42056
1604 6774 STAT3 6850 SYK “ + 0.42602
1605 11157 LSMb6 21251 LSM1 B + 0.42328
1606 3312 HSPAS 3320 HSPCA - + GAZHG
1607 85007 MGC15875 85007 MGC15875 + - 0.42118
1608 1432 MAPK14 2885 GRB2 - + 0.41991
1609 | 2130 EWSR1 5359 PLSCRL + - 0.41835
1610 6503 SLA 7535 ZAPT0 - + 0.41807
1611 23650 TRIM29 7431 VviM + 0.41696
1612 320 BIRC2 840 CASPT . + 0.41695
1613 2035 EPB41 3838 KPNA2 - + 0.41671
1614 2313 FLi1 4093 SMADY - + 0.41560
1615 8260 ARD1 993 CDC25A - 0.41527
1616 1601 DAB2 6714 SRC . + 041514
1617 1017 CDK2 8208 CHAF1B - + 0.41496
1618 23650 TRIM29 23650 TRIM29 + + 0.41332
1619 3678 ITGAS 3593 ITGBS - + 0.41172
1620 54474 KRT20 7431 ViM + - 041133
1621 2885 GRB2 3183 HNRPC - + 0.41106
1622 2810 SFN 7538 ZFP36 B + 0.41065
1623 2246 FGF1 2260 FGFR1 - + 0.40989
1624 5925 RB1 6689 SPIB - + 0.40893
1625 | 1936 EEFID 1937 EEF1G + - 0.40809
1626 2520 CXcL2 3577 ILBRA - + 0.40795
1627 1365 CLDN3 9076 CLON1 - + 0.40761
1628 3688 ITGB1 5747 PTK2 - + 0.46731
1629 79869 FLJ12529 8440 NCK2 + - 0.40701
1630 3352 HTR1D 3352 HTR1D - + 0.40654
1631 207 AKTL 5770 PTPN1 - + 0.40472
1632 3148 HMGB2 7157 TP53 B + 0.40394
1633 3028 HADH2 351 APP - + 0.40383
1634 4088 SMAD3 4149 MAX - + 0.40355
1635 7529 YWHAB 7538 ZFP36 - + 0.40352
1636 598 BCL2L1 79370 BCL2L14 - + 040343
1637 3718 JAK3 919 Co3z - + 0.40321
1638 2355 FOSL2 3726 JUNB - + 0.40304
1639 23214 XPO6 7408 VASP - + 0.40254
1640 823 CAPN1 826 CAPNSL - + 0.40167
1641 183 AGT 5553 PRG2 - + 0.40120
1642 1856 DvL2 408 ARRBL . + 0.40097
1643 1488 cT8pP2 2275 FHL3 - + 0.40067
1644 2065 ERBB3 3732 CDsg2 - + 0.39990
1645 22893 BAHD1 7186 TRAF2 4 - 0.39923
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1646 2919 [&(45) 3577 TLBRA - + 0.39917
1647 10247 HRSE12 10247 HRSP12 - + 0.39772
1648 4488 KASK2 4488 MSX2 + 0.39724
1649 11200 CHEKZ 83942 TSSK1 - + 0.39563
1650 %572 ZHF24 lari INF174 - + 0.39526
1651 11171 STRAP 11171 STRAP - + 0.39446
1652 2954 GSTZ1 954 GSTZ1 + . 0.39416
1653 3163 HMOX2 351 APP - + 0.39382
1654 10179 REMT 27316 RBMX + - 0.39118
1655 3065 HDACI 5751 PTMA - + 0.38077
1656 4172 MCM3 5000 GRCAL - + 0.35071
1657 6426 SFRSY 6733 SRPK2 - + 0.39055
1658 | 331 BIRC4 840 CASPT7 - + 0.39008
1659 2161 F12 22918 C1QR1 - + 0.38977
1660 5624 PROC 5627 PROS1 - + 0.38762
1661 2175 GNAO1 58157 NGB - + 0.38748
1662 3579 LBRB 408 ARRBL - + 0.38732
1663 6714 SRC 7529 YWHAB - + 0.38635
1664 11200 CHEKZ 80198 MUSB1L - + 0.38604
1665 26810 SFN 983 cDC2 - + 0.38598
1666 3065 HDACL 51317 PHF21A - + 0.38510
1667 7086 TKY 7086 TKT - + 0.38477
1668 8172 FADD 8795 TNFRSF10B - + 0.38404
1669 578 BAK1 598 BCL2L1 + + 0.38348
1670 10363 HMG20A 4089 SMAD4 - + 0.38318
1671 2149 F2R 2769 GNA1S . + 0.38222
1672 1459 CSNK2A2 2353 Fas - + 0.38167
1673 2353 FOS 7494 XBP1 - + 0.37804
1674 3055 HCK 7456 WASPIP . + 0.37649
1675 5894 RAF1 7203 CcCT3 - “+ 0.37611
1676 1459 CSNK2A2 5300 PINL - + 0.37505
1677 3065 HDACL 7704 - 187816 - + 0.3747%
1678 2547 G22P1 5451 POU2F1 - + 0.37348
1679 6810 STX4A 9341 VAMP3 + - 0.37281
1680 3037 Lep2 7454 WAS - + 0.37147
1681 7188 TRAFS 8767 RIPK2 - + 0.37040
1682 5079 RET 6464 SHC1 . + 0.36962
1683 017 CTTN 2885 GRB2 - + 0.36879
1684 6503 SLA 6850 SYK - + 0.36876
1685 o874 TLKL 9874 TLK1 + - 0.36861
1686 2021 CXCL3 3579 ILBRB - + 0.36829
1687 5177 PTPNG a57 CAvy - + 0.36796
1688 95 ACYL a5 ACY1 + - 0.36568
1689 23256 SCFOL 1414 viL - + 0.36498
1680 5704 PSMC4 5716 PSMOD10 + + 0.36188
1691 660 BMX 6716 STATSA - + 0.36175
1692 10656 KHORBS3 3190 HNRPK + - 0.36130
1693 10636 RGS14 278 GNAO1 . + 0.36099
1694 10672 GNA13 2149 FIR - + 0.35047
1695 10589 DRAPL 64107 POLE3 + . 0.35836
1696 a674 VAMP4 8907 APIM1 - + 0.35696
1667 14 ETS2 2625 GATA3 . + 0.35693
1608 7431 vIM 70050 MGC3162 + - 0.35663
1699 26003 GORASP2 4282 MiF + - 0.35559
1700 51429 SNX9 8751 ADAMIS - + 0.35549
1701 11157 LSM6 27258 LSM3 - + 0.35537
1702 5781 PTPNI1L 6776 STATSA - + 0.35431
1703 10656 KHDRBS3 27316 RBMX + B 0.35335
1704 218 ALDH3A1 218 ALDH3AL - + 0.35266
1705 4207 MEF2B 56159 TEX11 + - 0.35066
1706 5804 RAF1 7409 VAV1 - + 0.35054
a7 4049 LTA 8764 TNFRSF14 B + 0.34944
1708 3313 HSPAOB 7184 TRAL + 0.384727
1704 2065 ERBB3 2065 ERBB3 - + 0.34491
1710 | 3159 HMGA1 51684 SUFU - + 0.34321
1711 2769 GNA1S 3579 ILBRB - + 0.34316
112 1019 COK4 5757 PTMA B + 0.34268
1713 2353 FOS 5925 RB1 - * 0.34131
1714 883 CCBLL 883 ceBLt - + ©.33995
115 7414 VCL #4733 cBXx2 - + 0.33861
1716 5579 PRKCB1 9260 POLIM? - + 0.33641
177 3065 HDAC1 5195 PEX14 - + 0.33625 °
1718 2339 ENTA 7040 TGFBY - + 0.33580
1719 201 ERCC3 2966 GTF2H2 B + 0.33574
1720 25045 PVRL3 5817 PVR - + 0.33495
i 1238 ceBp2 6352 CCLs - + 0.33360
1722 22807 ZNFN1A2 64376 ZNFN1AS - + 0.33327
1723 1277 COL1AL 633 8GN - + 0.33288
1724 6613 SUMO2 7329 UBE2l - + 0.33276
1725 27168 GNAL2 8698 EDG6 - + 0.33267
1726 10121 ACTRIA o ¥4 ACTRIA - + 0.33115
1727 6632 SNRPD1 6633 SNRPD2 - + 0.33076
1728 71 ACTGL 7414 vCL - + 0.32990
1728 5781 PTPNIL 857 Cavt - + 0.32956
1730 30011 SHIKBP1 5189 PDGFRB B + 0.32044
1731 60491 NiF3L1 7431 ViM + - 0.32823
1732 10672 GNA13 9138 ARHGEF1 - + 0.32714
1733 5177 PTPNG 1297 TYK2 + 0.32453
1734 2188 _ FANCG 2189 FANCG - & 0.32303
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1735 | 5183 HNRPC 9513 FRIR2 + B 032377
1736 | 5451 POU2F1L 5970 RELA - + 0.32194
1737 | 23850 TRIM29 4093 SMADY . + 0.32085
1738 | 6794 STK11 7157 TP53 ) + 0.31999
1736 | 3312 HSPAS 7414 vCL - + 0.31718
1740 | 7704 BT816 8405 SPOP + - 0.31637
1741 | 1488 CTBP2 64400 ETS + - 0.31575
1742 | 1054 CEBPG 1054 CEBPG - + 0.31438
1743 | 2043 EPHA4 25791 NGEF - + 0.31407
1744 | 4781 NFIB 4782 NFIC . + 0.31398
1745 | am MENT 6118 RPA2 - + 0.31335
1746 | 60 ACTB 7447 VSNLL - + 0.31281
1747 | 2032 GSK3B 7157 TP53 + 0.31103
1748 | 5187 PERL 8863 PER3 - + 0.30086
1740 | 2770 GNAIL 53637 £DG8 - + 0.30980
1750 | 4093 SMADY 9070 ASH2L - + 0.30881
1751 | 1749 DLXS 4488 MSX2 - + 0.30794
1752 | 11261 CHP 6548 SLCYAL - + 0.30786
1753 | 22807 ZNFN1A2 22807 ZNEN1A2 - + 0.30775
1754 | 85663 EIF358 8666 EIF354 - + 0.30762
1755 | 11157 LSM6 57819 LSM2 - + 0.30672
1756 | 1459 CSNK2A2 7184 TRAL - + 0.30203
1757 | 331 BIRC4 55437 ALS2CR2 - + 0.30193
1758 | 10019 LNK 919 o3z - + 0.30080
1750 | 1906 EDN1 1509 EDNRA - + 0.30040
1760 | 5144 PDE4D 5144 PDE4D - + 0.29971
1761 | 10403 KNTC2 5925 RB1 - + 0.29940
1762 | 2908 NR3C1 5894 RAF1 - + 0.29901
1763 | 6500 SKP1A 8454 CuLt - + 0.29859
1764 | 2130 EWSR1 0242 MSC + - 0.20667
1765 | 4318 MMPY 960 CD4g . + 0.29657
1766 | 1876 E2F6 7029 TFDP2 + + 0.20653
1767 } 2932 GSK38 3611 LK - + 0.29610
1768 | 3065 HDAC1 3364 HUS1 - + 0.29342

‘1769 | 2130 EWSR1 4086 SMAD1 + 0.29316
1770 | 3527 CXCL1o 3627 CXCL10 - + 0.29214
1771 | 2353 FOS 2355 FOSL2 - + 0.20166
1772 | 10026 ASK 4172 MCM3 - + 0.29146
1773 | 22795 NID2 3915 LAMC1 - + 6.20030
1774 | 51776 ZAK 5609 MAP2K7 - + 0.20024
1775 | 328 APEX1 7157 TPS3 - + 0.28919
1776 | 1027 CDKN1B 7531 YWHAE - + 0.28836
1777 | 14931 EX0C8 3875 KRT18 + - 0.26817
1178 | 5217 PEN2 5217 PFN2 - & 0.28696
1779 | 1649 DOIT3 4097 MAFG - + 0.26441
1780 | 56658 TRIM3G 56658 TRIMIG + - 0.28287
1781 7360 uGp2 7360 uGP2 + - 0.28242
1782 | 7037 TFRC 919 €p3z - + 0.28213
1783 | 1277 COL1AL 4318 MMPY - + 0.28057
1784 | 598 BCL2LY 8837 CFLAR B + 0.28051
1785 | 10567 RABACL 2664 GDIt - + 0.28008
1786 | 2664 GOt 5880 RAC2 - + 0.27955
1787 | ant MCM2 5000 ORCAL - + 0.27800
1788 | 10589 ODRAP1 4801 NFYB + - 0.27708
1789 | 1525 CXADR 1525 CXADR . + 0.27703
1790 | 2921 CXCL3 3577 1LERA - + 0.27659
1791 | 21y GNAI2 728 C5R1 - + 0.27584
1792 | 69271 TCEBL 6923 TCEB2 + + 0.27360
1793 | 1054 CEBPG 468 ATF4 - + 0.27129
1794 | 1020 CDKS 6418 SET - + 0.26956
1795 | 1026 COKNLA 894 CCND?2 + . 0.26926
1796 | 51564 HDACTA 5467 PPARD - + 0.26024
1797 | 51867 TTRAP 7189 TRAF6 - + 0.26906
1798 | 1488 CTYBP2 8535 CBX4 [ + 0.26905
1799 | 5300 PINI 996 cocer - + 0.26862
1800 | 27287 LSM1 57819 LsM2 - + 0.26826
1801 | 55916 NXT2 56000 NXF3 + ¥ 0.26651
1802 | s1147 ING4 7157 TP53 E + 0.26580
1803 | 23462 HEY1 4088 SMAD3 - + 0.26559
1804 | 27316 RBMX 9513 FXR2 + E 0.26515
1805 2065 ERBB3 5699 RGS4 - + 0.26487
1806 | 2130 EWSR1 79723 SUV3gH2 + - 0.26480
1807 | 663 PSENL 9709 HERPUDL - + 0.26302
1808 | 1716 DGUOK 1716 DGUOK - + 0.26233
1809 | 573 BAGI 5925 RB1 - + 0.26127
1810 | 11065 UBE2C 11065 UBE2C - + 0.26097
1811 | 629 BF 629 BF - + 0.26027
1812 | 2242 FES 6774 STAT3 - + 0.25897
1813 | 660 B8MX 6774 STAT3 - + 0.25885
1814 | 10608 MXD4 4149 MAX - + 0.25608
1815 | 23062 GGA2 5300 PiNL + - 0.25450
1816 | 320 BIRC2 7186 TRAF2 + - 0.25371
1817 | 6015 RING 8535 CBX4 - + 0.25348
1818 | 10188 TNK2 908 coc42 - + 0.25342
1819 | 2065 ERBB3 5035 PA2G4 - + 0.25333
1820 | 1459 CSNK2A2 3320 HSPCA - + 0.25271
1821 | 55577 NAGK 55577 NAGK + - 0.25197
1822 | 1454 CSNKIE 7157 TP53 - + 0.25171
1823 | 5579 PRK(B1 60312 AFAP - + 0.25079
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1624 | 2096 ATEG ] 22946 ATES . ¥ 0.24569
1875 | 4089 SMADS 4149 HMAX - + 0.24613
e | 2178 FANCA 2189 FANCS + + 0.24604
1827 | 7088 TLEL 983 coC2 - + 0,24558
1828 | 60312 AFAP 70 ACTC - + 0.24210
16829 | 2729 76P 7431 ViM + - 0.24122
1830 | 4801 NFYB 8531 C50A - + 0.24017
1831 | 5621 RASAL 1535 ZAPTO - + 0.23587
1832 | 10126 DNAL4 9457 FHLS + - 0.23523
1833 | 4089 SMADS 79753 SNIP1 . * 0.23499
1034 | 2553 GABPB2 8615 vDP + - 0.23479
1835 | 331 BIRCA 842 CASPY + + 0.23422
1836 | 6714 SRC 7532 YWHAG . + 0.23351
1837 | 2130 EWSRI 23635 $58P2 + - 0.23263
1838 | 4591 TRIM3Y 9055 PRCL + - 0.23237
1839 | 1453 CSNK1D 7157 TP53 - + 0,23228
1840 | 4690 NCK1 7456 WASPIP - 4 0.22970
1841 | 3718 JAKS 6774 STAT3 - * 0.22907
1842 | 4202 MLH1 8930 MBDA - + 0.22667
1843 | 7454 WAS TAS6 WASPIP - + 0.22635
1844 | 5905 RANGAP1 7341 SUMO1 - + 0.22598
1845 | 4088 SMAD3 4221 MENI - + 0.22592
1846 | 20079 UBQLN1 6762 STCH + - 0.22568
1847 | 6035 RNASEL 6050 RNH - + 0.22568
1848 | 5870 RAC1 6774 STAT3 - + 0.22271
1849 | 4205 MEF2A 7067 THRA . + 0.22243
1850 | 7408 VASP 8996 NOL3 + - 0.22153
1851 | 2092 GYG 8908 GYG2 - + 0.22087
1852 | 6789 STKA 7157 TP53 - + 0.21986
1853 | 27257 LML 3320 HSPCA - + 0.21931
1854 | 1432 MAPKI4 9255 SCYEL - + 0.21784
1855 | 5515 PPP2CA 1157 TP53 - + 0.1777
1856 | 2204 FCAR 2209 FCGRIA - + 0.21579 -
1857 | 2017 CTTN 9672 SDC3 - + 0.21308
1858 | 9319 TRIP13 9319 TRIP13 + - 0.21351
1850 | 8027 STAM 9146 HGS + + 0.21295
1860 | 57510 XPOS 5901 RAN . + 0.21245
1861 | 5747 PTK2 5747 PTK2 . + 0.21146
1862 | 7157 TP53 84289 NG5 - + 0.21138
1863 | 11074 TRIM31 7186 TRAF2 + - 0.21017
1864 | 4093 SMAD9 85577 NAGK - + 0.20762
1865 | 90993 CREB3LI 90993 CREB3L1 . + 0.20618
1866 | 2170 GNAIL 5999 RGS4 - + 0.20533
1867 | 310 ANXAT7 6717 SRI . + 0.20428
1868 | 6772 FADD 8930 MBD4 . + 0.20425
1869 | 309 ANXAG 6211 S100A1 - + 0.20286
1870 | 5925 RB1 8503 PIK3R3 . + 0.20261
1871 | 4088 $MAD3 53t PML - + 0.20114
1872 | 5925 RB1 5928 RBBP4 - + 0.19991
1873 | 22806 © ZNFN1A3 64376 INFNIAS - + 0.19882
1874 | 4599 MX1 7280 TUBB2 . + 0.19764
16875 | 9322 TRIP10 998 COCa2 M + 0.19656
1876 | 10488 CREB3 2010 EMD + - 0.19436
1877 | 221 FBXO0S5 991 CDC20 - + 0.19340
1878 | 2065 ERBB3 2886 GRB7 . + 0.19248
1879 | 10044 SH2DIC 10278 £FS + - 0.19215
1880 | 7535 ZAPTO 018 €D3Z - + 0.19134
1881 | 1277 COL1AL 4313 MMP2 - + 0.19062
1882 | 3579 ILBRB 6374 CXCLS - + 0,19039
1883 | 6464 SHCL 919 €03z . 4 0.18991
1884 | 8676 STX11 8676 STX11 + - 0.18980
1885 | 10053 APIM2 163 AP2B1 + + 0.18980
1886 | 1398 CRK 5350 PLSCR1L + - 0.18843
1887 | 5560 PRKCZ 9260 PDLIMY - + 0.18691
1888 | 7186 TRAF2 7597 ZNF46 + - 0.18683
1680 | 10691 GMEB1 4088 SMAD3 - + 0.18280
1890 | 318 ARF1 55738 ARFGAP1 - + 0.18246
1891 | 2781 GNAZ 8601 RGS520 - + 0.18216
1892 | 4286 MITF 7329 UBE2! - + 0.18152
1893 | w071 CETP 335 APOAL - + 0.18151
1894 | 3579 IL8RB 5473 PPBP - + 0.18141
1805 | 1390 CREM 90993 CREB3LL - + 018107
1806 | 6776 STATSA 919 D3z - + 0.17747
1897 | 5300 PINL 7186 TRAF2 + - 0.17736
1808 | 151254 ALS2CR11 7431 ViM 4 - 0.17732
1899 | 3437 IFIT3 3437 IFIT3 + - 0.17717
1900 | 5781 PTPNIL 6774 STAT3 - + 017705
1901 | 10513 APPBP2 351 APP - + 0.17691
1902 | 23085 RABG6IP2 4792 NFKBIA - + 0.17667
1903 | 20047 DNMT3L 3065 HDACL - + 0.17617
1904 | 1432 MAPK14 5606 MAP2K3 - + 0.17590
1905 | 7157 TP53 995 €DC25C - + 0.17480
1906 | 3m ANXA11 6717 SRI - + 0.17275
1007 | 2534 FYN 3190 HNRPK - + 6.17226
1908 | 10749 KIF1C 7531 YWHAE - + 0.17067
1909 | 1453 CSNKID 1857 DVL3 + - 0.17008
1910 | 5747 PTK2 5781 PTPN11 - + 0.16813
1911 | 64376 ZNFN1AS 64376 ZNFN1AS + + 0.16782
1912 | 1026 CDKNIA 7251 TSG101 - + 0.16748
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1913 | 2113 ETSI ] %5 GATA3 - TR
1914 | 11338 UZAF2 4990 SMADS - + 0.16482
1915 | 6195 RPSEKAL 7529 YWHAB - 4 0.16382
1916 | 7186 TRAF2 939 TNFRSF? - + 0163731
1917 | @z MCM3 988 COC5L - + 0.16345
1918 | 6285 $1008 7157 TPS3 - -+ 0.16312
1919 | 1116 CHIZLL 1116 CHI3LL - + 0.16287
1920 | 2178 GNAOL 5999 RGS4 - 4 0.16247
1921 | 5601 MAPK9 9467 SH3BPS - + 0.16088
1922 | 50619 DEF6 998 CDCa2 - + 016078
1923 | 1020 CDKS 894 CCND2 - + 0.16018
1924 | 1488 CTBP2 29994 BAZ2B + - 0.16009
1925 | 27316 RBMX 3190 HNRPK + - 0.15793
1926 | 4171 MCM2 5118 RPA2 - + 015773
1927 | 2 GNAI2 5999 RGS4 . + 015771
1928 | 1385 CREB1 7528 YY1 - + 0.15654
1929 | 6689 SPIB 6689 SPIB - + 0.15626
1930 | 2058 GTF2A2 3207 HSF1 . + 0.15423
1931 | 4998 ORCIL 6502 SKP2 . + 0.15340
1932 | 4688 NCF2 5880 RAC2 - + 0.15126
1933 | 163 AP2B1 8907 AP1IM1 + . 0.15068
1934 | 20107 NXT1 56000 NXF3 + - 0.14971
1935 | 23099 ZNF297B 408 ARRB1 + . 0.14949
1936 | 3579 ILBRB 6372 CXCL6 - + 0.14935
1937 | 7408 VASP 7408 VASP - + 0.14810
1938 | 3696 1TGB8 7040 TGFB1 - + 0.14779
1939 | 4830 NMEL 6418 SET - + 014769
1940 | 2113 ETS1 2114 ETS2 . + 0.14415
1941 | 1017 CDK2 6502 SKP2 - + 0,14315
1942 | 10926 ASK a171 MCM2 - + 0.14206
1943 | 1026 CDKNIA 6774 STAT3 - + 0.14197
1944 | 4089 SMAD4 9392 TGFBRAP1 - + 0.14064
1945 | 23174 ZCCHC14 4782 NFIC. + . 0.14045
1946 | 6612 SUMO3 7329 UBE2I . + 0.13989
1947 | 23099 ZNF297B 7186 TRAF2 + - 0.13956
1948 | 387 RHOA 50619 DEF6 - + 013919
1949 | 6275 S100A4 | 6218 S100A4 . + 0.13750
1950 | 387 RHOA 9181 ARHGEF2 - + 0.13750
1951 | 10253 SPRY2 7186 TRAF2 + B 0.13628
1952 | 2534 FYN 8751 ADAMIS - + 0.13363
1953 | 6850 SYK 7189 TRAF6 - + 0.13055
1954 | 1173 AP2M1 163 AP2B1 + + 0.13035
1955 | 1101 CHAD 1280 COL2A1 - + 013001
1956 | 7186 TRAF2 9767 DLG7 + - 012762
1957 | 2149 K2R 21 GNAIZ - + 0.12758
1958 | 20979 UBQLNK1 4093 SMADY - + 0.12695
1959 | 1627 DBN1L 9455 HOMER?2 - 4+ 0.12672
1960 | 5127 PCTKI 7532 YWHAG - + 0,12643
1961 | 7189 TRAF6 8878 SGSTMI . * 0.12587
1962 | 6502 SKP2 - 6502 SKP2 “ 4 012429
1963 | 11143 MY5T2 7431 Vim + - 0.12084
1964 | 10513 APPBP2 10513 APPEP2 - + 0.12048
1965 | 4086 SMAD1 4762 NEUROGL - + 0.12043
1956 | 5216 PFN1 5216 PEN] - + 0.11554
1967 | 11143 MYST2 4998 ORCIL . + 0.11537
1968 | 2209 FCGRIA 3055 HCK ~ + 0.11485
1969 | 60 ACTB 60 ACTE + « 0,11445
1970 | 1369 CPNL 1369 CPNL - + 0.11426
1971 | 1385 CREB1 1390 CREM - + 0.11414
1972 | 11060 WWP2 2130 EWSR1 + - 0,11384
1973 | 3131 HLF 7008 TEF N + 011352
1974 | 214 ETS2 2008 NR3C1 - + 0.11250
1975 | 3927 LASP1 5359 PLSCR1 + . 0.11215
1976 | 1280 COL2AL 308 ANXAS . + 0.11102
1977 | 4085 MAD2L1 a3r9 MADILL + * 0.11075
1978 | 8172 FADD 9191 DEDD - + 0.11018
1979 | 2670 GEAP 6271 $100A1 - + 0.10099
1980 | 2130 EWSR1 64628 NTNG2 + « 0.10982
1981 | 2547 G22P1 8900 CCNAL - + 0.16961
1982 | 20979 UBGLN1 9146 HGS + - 0.10773
1983 | 5162 PDHB 5162 PDHB - + 0.10767
1984 | 5830 PEX5 5830 PEXS5 . + 0.10687
1985 | 2353 TFOS 5970 RELA - + 0.10622
1986 | 6500 SKP1A 6500 SKP1A - + 0.10504
1987 | 5508 MAPK? 5607 MAP2KS - + 0.10197
1988 | 6714 SRC 9019 . MPZLY - 4+ 0.10010
1989 | 3932 LCK 8751 ADAMIS - + 0.09930
1990 | 10320 ZNFN1AL 3065 HDACL - + 0,09817
1991 | 10211 FLOT1 58157 NGB . + 0.09716
1992 | 4093 SMADY 60 ACTB . 4 6.09711
1993 | 5600 - MAPKI1 8841 HDAC3 - + 0.09407
1994 | 10393 ANAPCIC 4088 SMAD3 ~ + 0.09187
1995 | 1756 DMD 58 ACTAL - + 0,09060
1996 | 5601 MAPKY 7157 TP53 - + 0.09030
1997 | 2209 FCGRIA 6850 SYK - + 0.08952
1998 | 5347 PLK1 64689 GORASPL . + 0.08749
1998 | 8402 SLC25ALL 8402 SLCIBATL . + 0.08738
2000 | 4093 SMAD9 5467 PPARD - + 0.08686
2001 | 7846 TUBA3 9672 SDC3 - + 0.08651
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257 | 4501 TRIM37 55672 PEK + - 0.08651
2003 | 55663 FLIZ0626 80345 ZNF435 + - 0.08256
2004 | 21306 EWSRI 64528 PEPP-2 § - 0.08256
005 | 27718 GHAOL 53637 £DG8 . + 0.08182
2006 | 10399 GNB2LE 7297 TYK2 . + 0.08114
2007 | 10399 GNB2L1 3455 (FNARY - + 0.08101
2008 | 1856 DVLZ 79753 SNIPL + . 0.08028
009 | 369 ARAF 8533 CoPS3 - + 0.07956
2010 | 22081 KIAADD80 3726 JUNB + . 0.07699
2011 | 648 PCGF4 7704 2BTE16 . + 0.07678
2012 | 7531 YWHAE 9402 GRAP2 ¥ - 0.07621
2013 | 11018 THMEDL 4088 SMAD3 . + 0.07285
2014 | 23658 LSMS5 25804 LSMe . + 0.07235
2015 | 23468 CBX5 2547 G2P1 . + 0.06955
2016 | 11157 LSM6 25804 LSM4 . + 0.06786
2017 | 315 ARF1 9266 PSCO2 . + 0.06707
2018 | 2972 BRF1 5933 RBLL - + 0.06586
2019 | 3159 HMGAL 4800 NFYA - + 0.06477
2020 | 2214 FCGR3A 7535 ZAPTO . + 0.06440
2021 | 6282 S100A11 6285 51008 . ¥ 0.06428
2022 | 5156 POGFRA 857 CAV1 . + 0.05986
2023 | 1856 VL2 8907 APIM1 + - 0.05981
2024 | 51567 TTRAP 7188 TRAFS - + 0.05725
2025 | 6895 TARBP2 6695 TARBP2 - + 0.05674
2026 | 10401 PIAS3 5970 RELA . + 0.05556
2021 | 57510 XPOS 8172 FADD - + 0.05528
2028 | 5300 PINL 81628 T$C2204 + . 0.05299
2029 | 4005 LMO2 4807 NHLH1 - + 0.05278
2030 | 10403 KNTC2 4085 MAD2L1 - + 0.05019
2031 | 4093 SMADY 7337 UBE3A - + 0.04783
2032 | 3065 HDACL 5371 PML . + 0.04774
2033 | 60 ACTB 70 ACTC - + 0.04672
2034 | 2113 ETS1 2908 NR3C1 - + 0.04665
2035 | 151254 ALS2CR11 7414 Vet - + 0.04471
2036 | 1410 CRYAB 5684 PSMA3 - + 0.04403
2037 | 1756 DMD 70 ACTC - + 0.04141
2038 | 55503 TRPVE 6281 S100A10 . + 0.04046
2039 | 11030 RBPMS 11030 RBPMS + - 0.04015
2040 | 6635 SNRPE 6635 SNRPE - + 0.04004
2041 | 1857 DVL3 84708 LNX + . 0.03856
2042 | 5014 RARA 896 CCND3 - + 0.03845
2043 | 3676 ITGAS 928 coo + 0.03669
2044 | 51104 1POI1 7186 TRAF2 . 0.03611
2045 | 4093 SMADY 64120 LENT . + 0.03570
2046 | 3577 ILBRA 6372 CXCL6 + 0.03467
2047 | 1026 COKNIA 1647 GADD4SA - + 0.03316
2048 | 7251 TSG101 90678 LRSAM1 + - 0.03286
2049 | 27101 CACYBP 62711 S100A1 . + 0.03198
2050 | 27220 6P 3875 KRT18 + - 0.03191
2051 | 4318 MMPY 6374 CXCLS . + 0.03162
2052 | 58 ACTAL 5879 RAC1 - + 0.03028
2053 | 4093 SMADY 56893 UBQLN4 . + 0.02982
2054 | 71 ACTGL 7 ACTGL + - 0.02861
2056 | 8921 RASAL 9046 DOK2 - + 0.02814
2056 | 1643 DOB2 3065 HDAC1 . + 0.02704
2057 | 4 NF2 9146 HGS - + 0.02628
2058 | 20922 NME7 3875 KRT18 + - 002519
2059 | 1017 COK2 1027 COKNIB . + 0.02467
2060 | 1019 COK4 1027 CDKN1B - + 0.02362
2061 | 3420 1DH3B 3421 IDH3G . + 0.02316
2062 | 1217 COL1AL 5034 P4HB - + 6.02305
2063 | 23062 GGA2 377 ARF3 . + 0.02247
2064 | 4110 MAGEAT1 87 ACTNI + - 0.02206
2085 | 6714 SRC 7531 YWHAE . + 602195
2066 | 4134 MAP4 57787 MARK4 . + 0.02017
2067 | 10026 ASK 4176 MCM? . + 0.01913
2068 | 60 ACTB 71 ACTGL + - 0.01907
2069 | 10567 RABAC1 387 RHOA . + 0.01899
2070 | 29127 RACGAP1 8153 RND2 . + 0.01882
20711 | 30011 SH3KBP1 6455 SH3GL1 - + 0.01354
2072 | 2623 GATAL 4005 LMO2 - + 0.01283
2073 | 5925 RB1 8575 PRKRA - + 0.01189
2074 374 AREG 4318 MWMPY « + 001133
2075 | 5905 RANGAP1 6613 SUMO2 - + 0.01123
2076 | 5585 PKN1 7431 ViM . + 001116
2077 | 27101 CACYBP 6500 SKP1A - + 0.01054
2078 | 581 BAX 597 BCL2AL - + 0.01021
2079 | 5170 PDPKI 6446 SGK - + 0.00934
2080 | 23411 SIRT1 2547 G22P1 . + 0.00875
2081 | 2353 FOS 4286 MITF - + 0.00770
2082 | 3131 HLF 468 ATF4 - + 0.00734
2083 | 1870 E2F2 5925 RB1 - + 0.00724
2084 | 10600 USP16 983 coC2 - + 0.00649
2085 | 5747 PYK2 660 BMX . + 0.00647
2086 | 5700 PSMCL 5713 PSMDT - + 0.00639
2087 | 11030 RBPMS 5300 PINL + . 0.00633
2088 | 4780 NFE2L2 836 CASP3 - + 0.00513
2080 | 104890 MUF1L 6921 TCEB1 - + 0.00496
2000 | 22020 KIFAP3 6714 SRC - + 0.00485
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2091 | 1876 E2F6 7027 TFOPI ¥ P B00477
2092 | 23214 XPO6 23636 NUP&2 + . 0.00422
2093 | 375 ARF1 8394 PIPSKIA . + 0.00366
2054 | 3481 IGF2 7448 VTN . + 0.00332
2005 | 8740 TNFSF14 8764 TNFRSF14 . + 0.00262
2006 | 6503 SLA 919 €03z - + -0.00004
2097 | 1300 CREM 1350 CREM + -0.00045
2008 | 7414 vCL 9879 DOX46 + -0.00055
2099 | 3303 HSPAIA 9093 DNAJA3 . + -0.00239
2100 | 1173 AP2M1 9513 EXR2 - 0.00324
2101 | 1737 DLAT 8050 PDHX - + -0.00398
2102 | 5868 RABSA 9610 RIN . + -0.00599
2103 2130 EWSRI1 4089 SMAD4 + - -0.60670
2104 | 1102 CHCIL 1102 CHCIL + . -0.00694
2105 | 3091 HIF1A 7157 TP53 . + -0.00796
2106 | 54997 TSC 6548 SLCOAL - + -0.00879
2107 | 56474 CTPS2 56474 CTPS2 + - -0.00930
2108 | 2613 TES 26136 TES - + -0.00986
2109 | 3312 HSPAS 9093 DNAJA3 - + -0.01302
2110 | 10672 GNA13 2840 GPRIT . + -0.01444
2111 | 25988 MIZF 7186 TRAF2 + - -0.01481
2112 | 27301 APEX2 4591 TRIM37 + - -0.01535
2113 | 23650 TRIM29 4292 MLH1 + - -0.01752
2114 | 10256 CNKSR1 387 RHOA - + -0.01759
2115 | 8772 FADD 8797 TNFRSF10A - + -0.01782
2116 | 1026 COKNIA 10912 GADDA45G + -0.01920
2117 | 1385 CREB1 30818 CSEN - + -0.01935
2118 | 4687 NCF1 4687 NCF1 . + -0.02043
2119 | 3297 HSF1 5601 MAPK9 . + -0.02094
2120 | 1478 CSTF2 1479 CSTF3 - + -0.02384
2121 | 8945 BTRC 920 Ccp4 - + -0.02398
2122 | si27 PCTK1 7531 YWHAE - + -0.02496
2123 | 5975 RB1 8535 CBX4 . + -0.02516
2124 | 7280 TUBB2 9672 SDC3 . + -0.02776
125 | 871 SERPINHI1 928 coe . + -0.02787
2126 | 22827 SIAHBP1 22827 SIAHBP1 + - -0.02074
2127 | 30818 CSEN 5663 PSEN1 - + -0.03039
2128 | 7157 TP53 8575 PRKRA - + -0.03061
2129 | 3183 HNRPC 5300 PINT + . -0.03069
2130 | 8890 EIF2B4 8892 EIF282 - + -0.03092
2131 | 5152 PDESA 5152 PDEYA + - -0.03163
2132 | 5079 RET 6774 STAT3 - + -0.03187
2133 | 1390 CREM 30818 CSEN . ¥ 0.03216
234 | 37 ILBRA 6374 CXCLS . + -0.03210
2135 | 40990 SMADS 5936 RBM4 - + -0.03205
2138 | 1942 EFNAL 2045 EPHAT . + 0.03301
2137 | 3866 KRY15 3875 KRT18 + - 0.03371
2138 | 3148 HMGB2 6418 SET . + 0.03375
2136 | 7400 VAV 7535 ZAPTO . + -0.03426
2140 | 2204 FCAR 2204 ECAR - + 0.03435
2141 | 2547 G22P1 4088 SMAD3 . + 0.03452
2142 | 8172 FADD 8837 CFLAR - + -0.03468
2143 | 32 TNFRSFIA 7341 SUMO1L . + 0.63496
2144 | 25804 LSM4 57819 LSM2 . + 0.03537
2145 | 1454 CSNKIE 8863 PER3 . + -0.03583
2146 | 5879 RACH 7217 TUBAL - + 0.03599
2147 | 407 ARR3 6714 SRC - + 0.03725
2148 | 4605 MYBL2 00441 ZNF622 - + 0.03747
2149 | 57658 KIAA1536 8061 FOSL1 + - -0.03792
2156 | 11187 LSM6 23658 LSM5 - & -0.03969
2151 | 10691 GMEB1 4086 SMAD1 - + -0.04014
2152 | 10482 NXF1 29107 NXT1 + + -0.04021
2153 | 5770 PTPN1 857 CAvL - + -0.04091
2154 | 10383 TUBB2 7414 vCL - + -0.04431
2155 | 3956 LGALS 920 Cos - + -0.04502
2156 | 2613% TES 7408 VASP . + -0.04508
2157 | 3320 HSPCA 8517 1KBKG . + -0.04542
2158 | 573 BAG1 6767 ST13 - + -0.04604
2156 | 23657 SLCTALL 6520 SLC3A2 . + -0.08647
2160 | 5245 PHB 5894 RAF1 + -0.04656
2161 | 6647 SOD1 6647 SOD1 - + 0.08720
2162 | 10850 LILRB1 567 B2M . + -0.04763
2163 | 1432 MAPK14 1649 poIT3 . + -0.64767
2164 | 6520 SLC3A2 920 o4 . + -0.64808
2165 | 4093 SMAD9 8665 EIF3S5 . + -0.04857
2166 | 11216 AKAPI0 5573 PRKAR1A + + -0.04941
2167 | 10197 PSMES 10197 PSME3 + . 0.05012
2168 | 7134 TNNC1 7139 TNNT2 - + -0.05689
2169 | 2580 GAK 8615 vDP + - -0.05157
2170 | 2885 GRB2 5770 PTPNL - + 005171
2171 | 4793 NFKBIB 6256 RXRA - + -0.05194
2172 | 4501 TRIM37 7188 TRAFS . + -0.05235
2173 | 1737 DLAT 5160 PDHAL . + -0.05280
2174 | 7251 TSG101 9146 HGS + + -0.05361
2175 | 138046 LOC138046 9513 FXR2 + . -0.05378
2176 | 5195 PEX14 5824 PEX19 - + 0.05441
2177 | 6477 SIAHT 7321 UBE2DY - + -0.05465
2178 | 3183 HNRPC 55285 FLI11016 + - -0.05538
2179 | 3312 HSPAS 7132 TNFRSFIA 5 + -0.05540
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2180 30008 EFERAD2 7157 TP53 - + -§.05751
2181 4057 LTF 4589 MUCT - + -0.05757
2182 2896 GRN 4093 SMADY - + -0.05608
2183 60 ACTB 7168 TPML + -0.05832
2184 3689 ITGBZ 8533 CoPs3 - + -0.05832
2185 2214 FCGR3A 6464 SHC1 + -0.05944
2166 836 CASP3 9191 OEDD - + -6.06035
2187 1453 CSNK1ID 8863 PER3 - + -0.06102
2188 11030 REBPMS 9683 PORMLZ1 + -0.06105
2189 6304 SATB1 7329 uBE2l + - -6.06128
2190 8907 APIML 9513 FXRZ + - -0.06188
2191 8778 SIGLECS 8¥78 SIGLECS B + -0.06193
2192 2175 FANCA 2175 FANCA B + -0.06402
2193 1021 COK6 896 CCND3 - + -0.06494
2194 1432 MAPK14 5778 PTPNT - + -0.06555
2195 2963 GTF2F2 4488 MSX2 - + -0.06562
2196 3056 HCLSY 63898 SH2D4A + B -0.06633
2197 481 ATP1BY 53822 FXYD? - + -0.06666
2198 2769 GNA1S 3517 ILBRA B + -0.06668
2199 4313 MMP2 4313 MMP2 - + -0.06821
2200 3 8IRCA 836 CASP3 B + -0.06830
2201 2157 LSM1 55823 VP51t - + -0.06865
2202 1646 AKRICZ 1646 AKR1C2 - + -0.06942
2203 16749 KIFIC 7529 YWHAB - + -0.07058
2204 151254 ALS2CR11 4175 MCME + - -0.07136
2205 10926 ASK 4999 ORC2L - + -0.07307
2206 5478 PPIA 5925 RB1 - + -0.07415
2207 2059 EPS8 6464 SHC1 - + -0.07477
2208 1645 AKRIC1 1545 AKRICL - + -0.07502
2209 4969 ORC2L 5000 ORCAaL B + -0.07545
2210 2810 SFN 8534 CHST1 + - -0.07564
211 11059 Wwp1t 2130 EWSR1 + - -0.07713
2212 6813 STXBP2 8773 SNAP23 - + -0.07752
2213 23075 SWAPTO 4691 NCL - + -0.07817
2214 1019 COK4 332 BIRCS B + -0.07853
2215 5725 PTBPI 6626 SNRPA - -0.07875
2216 821 CANX 912 o33 1s] - + -0.07918
privg 2288 FKBP4 2908 NR3C1 - + -0.07931
2218 4088 SMAD3 5518 PPP2RIA + -0.08061
2219 6500 SKP1A 84893 FBXO18 - + -0.08296
2220 6714 SRC 7205 TRIP6 - + -0.08298
preil 11338 U2AF2 22827 SIAHBPL + - -0.08311
2222 4208 MEF2C 5598 MAPK? B + -0.08375
2073 1856 bviz 407 ARR3 + - -0.08402
2224 84528 PEPP.2 84528 PEPP-2 + - -0.08493
2225 5311 PML 8841 HDAC3 - + -0.08520
2226 | 5590 PRKCZ 60312 AFAP - + -0.08601
22 23219 FBXO28 7186 TRAF2 + - -0.08783
2228 7186 TRAF2Z 83707 MGCI1134 + - -0.08884
225 5479 PPIB 6776 STATSA - + -0.08925
2230 1495 CTNNAL 87 ACTNI B + -0.09002
2231 4090 SMADS 85313 PPILA B + -0.09087
2232 634 CEACAMY 6464 SHC1 - + -0.09120
20233 4318 MMPY 4318 MMPO + -0.09123
24 5598 MAPKT 5894 RAF1 - + -0.09431
2235 4088 SMAD3 5097 PCDH1 B + -0.00547
2236 2063 GTF2F2 468 ATFa - + -0.09558
22371 53N PML 6613 SUMO2 B + -0.09929
2238 330 BIRC2 836 CASP3 - + -0.09929
2239 396 ARHGDIA 5879 RAC1 - + -0.09999
2240 5879 RAC1 60 ACTB - + -0.10021
2241 8440 NCK2 9513 FXR2 + - -0.10079
2242 41 MCM2 4999 ORC2L - + -0.10092
2243 3688 1TGB1 7529 YWHAB - + <0.10120
2244 4312 MMP1 682 BSG - + -0.10207
2245 4093 SMADY 79048 SECISBP2 - + -0.10272
2246 5530 PPP3ICA §5490 PRKCZ - + -0.10414
2247 2353 FOS 468 ATF4 - + -0.10622
2248 4591 TRIM37 9513 FXR2 + B -0.10656
2249 1432 MAPK14 1459 CSNK2A2 - + -0.10664
2250 1064 EIF1AX 8663 EIF3S8 - + -0.10694
2251 2023 PDIA3 811 CALR - + -0.10749
2252 5500 PRKCZ 5970 RELA - + -0.11050
2253 2534 FYN 5329 PLAUR - + 011111
2254 5589 PRKCSH 821 CANX - + -0.11116
2255 5725 PTBP1 5725 PTBPL + = -0.11119
2256 273 AMPH 7448 VTN - + -0.11195
2257 5747 PTK2 6850 SYK - + -0.11202
2358 10492 SYNCRIP 7414 vCL - + -0.11342
2259 7431 vim 9124 PDLIMY + - -0.11355
2260 10742 RAI2 54557 SGTB + - -0.11364
2261 10636 RGS14 7186 TRAF2 + - -0.11411
2262 4807 NHLHL 8048 CSRP3 - + -0.11455
2263 4172 MCM3 6772 STAT1 - + -0.11498
2264 3959 LGALS3BP 929 CD12 - + -0.11527
2265 3866 KRT15 3880 KRT1Y B -0.11529
2266 6776 STATS5A 6850 SYK - + -0.11563
2267 10392 CARD4 10392 CARD4 « + -0.11571
2268 23462 HEYL 4093 SMADY - + -0.11669
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2260 | 10733 PLKa 10733 PLKa ¥ . 11718
2270 | 64689 GORASPL 983 cpc2 B + 2011732
2211 | 2130 EWSRIL 63948 DMRTB1 + B -0.11750
272 | 5925 RB1 9321 TRIPL1 - + 011786
2273 | 10495 COVAL 55068 FLJ10094 + - 0.12136
2274 | 3434 IFIT1 3437 FIT3 + - 0.12178
2215 | 11216 AKAP10 5576 PRKARZA . + -0.12227
2276 | 1459 CSNK2A2 2246 FGF1 - + -0.12235
2211 | 7251 TSG101 7251 TSG101 . + -0.12251
2218 | 3190 HNRPK 9444 QKL + B -0.12263
2218 | 5817 PVR 6990 TCTELL . + -0.12341
2280 | 7186 TRAF2 9726 ZNF646 + - -0.12498
2281 | s071 PARK2 7314 UBB . + -0.12679
2282 | 6811 STX5A 9554 SEC22L1 - + -0.12712
2283 | 3561 IL2RG 6464 SHC1 B + -0.12748
2284 | 3320 HSPCA 5465 PPARA - + -0.13018
2285 | 23360 FNBP4 3930 LBR + -0.13039
2286 | 5170 PDPK1 5585 PKN1 - + -0.13154
2287 | 50619 DEF6 5880 RAC2 - + -0.13366
2288 | 7869 SEMA3B 7869 SEMA3B . + -0.13457
2289 | 1454 CSNKIE 5187 PER1 - + -0.13472
2200 | 60312 AFAP 60312 AFAP . + -0.13481
22091 | 73713 COL14A1 960 CcDa4 - + 0.13558
2202 | 5328 PLAU 5328 PLAU - + -0.13671
2203 | 4313 MMP2 7079 TIMP4 - + -0.13822
2294 | 6050 RNH 6050 RNH - + -0.14070
2295 | 1019 CDK4 4088 SMAD3 B + -0.14135
2296 | 5319 PLA2G1B 9373 PLAA - + -0.14168
2297 | 5757 PTMA 6418 SET . + -0.14201
2298 | 6714 SRC 8751 ADAM1S . + -0.14225
2299 | 2896 GRN 8940 TOP38 . + -0.14301
2300 | 410 ARSA 410 ARSA + -0.14638
2301 | 6286 S100P 7430 viL2 - + -0.14653
2302 | 10445 MCRS1 4591 TRIM37 + “ -0.14727
2303 | 1947 EFNB1 6714 SRC - + -0.14857
2304 | 4605 MYBL2 5933 RBL1 - + -0.15232
2305 | 5300 PINL 83637 DKFZp76112123 + - -0.15286
2306 | 1195 CLK1 6431 SFRS6 - + -0.15516
2307 | 6772 STAT1 7329 UBE2I - + -0.15618
2308 | 1454 CSNKIE 1856 oviz + . -0.15624
2309 | 3384 ICAM2 3689 ITGB2 . + -0.15708
2310 | 5170 PDPK1 5579 PRKCB1 - + 0.15731
2311 [ 113675 SpSL 113675 SOSL + - 0.15807
2312 | 4089 SMADS 51497 THIL - + -0.15600
2313 | 1810 DR1 54107 POLE3 + - 0.15918
2314 | 2161 F12 351 APP - + -0.15935
2315 | 4090 SMADS 6626 SNRPA . + 0.16069
2316 | 4841 NONO 5111 PCNA - + -0.16079
2317 | 902 CCNH 9112 MTAL . + -0.16096
2318 | 6005 RHAG 961 D4t . + £.16109
2319 | 4605 MYBL2 6502 SKP2 . + 0.16195
2320 | 6342 scp2 857 cavi - + -0.16315
2321 | s1r7 PTPNG 7132 TNERSFIA . ¥ -0.16494
2322 | 21710 GNAIL 6752 SSTR2 - + -0.16503
2323 | 10459 MAD2ZL2 10459 MAD2L2 . + -0.16540
2324 | 3190 HNRPK 9782 MATR3 + . 0.16545
2325 | 10087 COL4A3BP 10087 COLAA3BP + . 016595
2326 | 1994 ELAVL1 1994 ELAVLY - + -0.15930
2327 | s781 PTPNIL 7075 TIEL - + -0.16977
2328 | 2046 EPHAS 5294 PIK3CG - + 0.17068
235 | 1195 CLK1 9128 PRPF4 . + -0.17099
2330 | 1514 CTSL 6317 SERPINB3 . + 017128
2331 | 10611 PDLIMS 5579 PRKCB1 . + 0.17201
2332 | 11080 Wwp2 7408 VASP + . -0.17210
2333 | 4591 TRIM37 7189 TRAF6 B + 0.17210
2334 | 11030 RBPMS 23543 RBMO + - -0.17284
2335 | 57819 LSM2 6633 SNRPD2 - + -0.17321
2336 | 5957 RCV1 857 CAV1 - + -0.17461
2337 | 3146 HMGB1 3190 HNRPK - + 0.17515
2338 | 20979 UBQLN1 5276 SERPINI2 + . 017521
2338 | 27101 CACYBP 6286 S100P . + -0.17788
2340 | si078 MMRP19 51074 MMRP19 + - -0.17926
2341 | 3398 D2 9242 MSC . + 0.17942
2342 | 51194 1PO11 5901 RAN B + 0.17650
2343 | 5706 PSMCE 5715 PSMDY + - -0.17989
2344 | 26508 HEYL 4088 SMAD3 - + -0.18146
2345 | 381 APP 642 BLMH - + -0.18170
2346 | 1191 cLy 2547 G22P1 - + -0.18214
2347 | 3877 ILBRA 5473 PPBP + -0.18262
2348 | 4129 MAOB 4129 MAOB . + -6.18359
2349 | 114790 STK11P 4089 SMADS B + -0.18409
2350 | 10540 DCTN2 1647 GADDA5A + - -0.18429
2351 | 2444 FRK 5925 REB1 . + -0.18493
2352 | 10399 GNB2L1 2534 FYN N + -0.18502
2353 | 5781 PTPNI1I 7132 THFRSFIA - + -0.18571
2356 | 291 SLC25A4 581 BAX - + -0.18634
2355 | 1639 OCTNI 328 APEX1 - + -0.18686
2356 | 4792 NFKBIA 7157 TP53 B + -0.18719
2357 | 11157 LSM6 6633 SNRPD2 - + -0.18730
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2358 51492 HSPCILT 7414 VeL B + -0.18798
2359 1704 87816 983 coc2 - + -0.18842
2360 5605 MAPIKZ 5894 RAF1 - + -0.18919
2361 55437 ALS2CR2 7189 TRAF6 - + -5.18952
2362 25937 WWTRL 7004 TEAD4 + - -0.18958
2363 7186 TRAFZ 857 CAavE B + -0.19044
2364 1286 COLZAY 84171 LOXLA + -0.19115
2365 2212 FCGR2A 3055 HCK - + -0.19193
2366 1947 EFNB1 8440 NCK2 - + -0.19202
2367 10278 EFS 5747 PTK2 - + -0.19255
2368 23228 PLCL2 5459 PPPLICA B + -0.19260
2369 670 GFAP 21229 16pP + - -0.19442
2310 129563 MGC42174 7414 vCL - + -0.19445
2311 10589 DRAP1 51616 TAFIL + - -0.19515
2372 573 BAG1 598 BCLaLl - + -0.19526
2373 26003 GORASP2 4835 NQO2 + - -0.19537
2314 4193 NFKBIB 5970 RELA - + -0.19659
2375 11200 CHEK2 5347 PLK1 - + -0.19696
2376 23710 GABARAPLL 8878 SQSTMIL + - -0.19746
2317 127587 8788 58500 ZNF250 + - -0.19750
2318 1857 ovL3 5307 PITX1 + - -0.19832
2379 2043 EPHA4 22899 ARHGEF15 - + -0.19863
2380 1856 bvLz 7186 TRAF2 + - -0.19874
2381 3359 HTR3A 821 CANX - + -0.20004
2382 5499 PPPICA 6925 RB1 B + -0.20031
2383 1453 CSNKI1D 5187 PERL - + -0.20047
2384 6925 TCFa 862 RUNX1TY - + -0.20549
2385 140576 5100A16 57402 S100A14 + - -0.20596
2386 2534 FYN T2 TUBAL - + -0.20772
2387 10376 K-ALPHA-1 2534 FYN - + -0.20799
2388 11052 CPSF6 8440 NCK2 + - -0.20857
2389 4176 MCMT 4999 ORC2L - + -0.21085
2390 1407 CRY1 868 CBLB 4+ - -0.21444
2301 387 RHOA 7052 TGM2 - + -0.21575
2392 4191 MDKH2 4161 MDH2 - + -0.21605
2393 51100 SH3GLBY 581 BAX - + -0.21642
2394 10320 ZNFNIATL 22807 ZNFN1A2 + -0.21800
2395 5901 RAN 6749 SSRP1 - + -0.21968
2396 8841 HDAC3 9569 GTF2IRDL - + -0.22030
2397 6297 SALL2 83637 DKFZp76112123 + - -0.22199
2398 2670 GFAP 9260 PDLIM7 + - -0.22212
2399 4176 MCM7 9939 RBMBA + - -0.22323
2400 2534 FYN 7218 TUBA2 - + -0.22340
2401 3312 HSPAS 3337 DNAJBL - + -0.22352
2402 1021 CDK6 804 CCND2 B + -0.22429
2403 5499 PPPICA 8027 STAM - + -0.22430
2404 7164 TPOSAY 529 YWHAB - + -0.22640
2405 10928 RALBPL 1373 APIML B + -0.22740
2406 3661 iRF3 3663 IRFS - + -0.22751
2407 3320 HSPCA 7132 TNFRSF1A - + -0.22804
2408 26353 HSPBY 21129 HSPBY + B -0.22009
2409 4292 MLH1 9877 KIAAQ663 + - -0.23142
2410 657 BMPRIA 9392 TGFBRAP1 - + -0.23222
2411 1877 E4FY 7167 TP53 - + -0.23270
2412 4999 ORC2L 6118 RPA2 - + <0.23208
2413 2113 ETS1 6672 SP100 - + -0.23316
2414 10589 DRAPL 1810 DR1 B + -0.23330
415 183 AGT 185 AGTR1 + -0.23356
2416 7253 TS5HR 811 CALR - + -0.23397
2417 1316 corB 26958 coPG2 - + -0.23508
2418 212 FHIT 2272 FHIT + - -0.23640
2419 1017 CDK2 1026 CDKNIA - + -0.23831
2830 84062 DTNBPL 896 CCND3 + - -0.23858
2821 70 ACTC 7454 WAS - + <0.23917
2422 578 BAK1 7157 TP53 - + -0.23975
2423 7341 SUMO1 9063 PIAS2 - + -0.23977
2424 54550 EFCBP2 825 CAPN3 + - -0.24028
2425 8996 NOL3 8996 NOL3 + - -0.24132
2426 443 ASPA 443 ASPA + - -0.24160
2427 5925 RBL 6015 RING1 B + -0.24204
2428 1642 EFNAL 2043 EPHA4 - + -0.24297
242 10450 PPIE 56949 XAB2 + - -0.24374
2430 7186 TRAF2 9513 FXR2 + -0.24517
2431 1487 CTBP1 2004 ELK3 - -0.24644
2432 10262 SF3B4 8440 NCK2 + B -0.24660
2433 138046 LOC138046 55885 LMO3 + - -0 24694
434 25932 CLICe 60 ACTB - + -0.24718
2435 91 ACVRIB 9392 TGFBRAP1 . + -0.24915
2436 29098 RANGNRF 5901 RAN B + -0.25104
2437 382 ARF6 9266 PSCD2 - + -0.25202
2438 6426 SFRS1 84708 LNX + - -0.25280
2439 1238 ccBP2 6363 CcCL19 - + -0.25358
2440 7414 veL 9687 HNRPODL - + -0.253%1
2441 3303 HSPALA 3337 DNAJBL B + -0.253%6
2442 355 FAS 3932 LCK - + -0.25416
2443 6118 RPA2 6774 STAT3 - + -0.25434
2444 1379494 LETM2 7414 vCL - + -0.25439
2445 4998 ORCIL 988 CDCsL - + -0.2545%0
2446 151871 DPPA2 58500 ZNF250 + - -0.25496
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2347 2534 FYN 355 FAS - + 0.25550
2448 | 138046 LOC138046 55285 FLJ11016 + - -0.25609
2449 | 1977 EIF4E 7414 VL . + -0.25619
2450 | 1398 CRK 5706 PSMC6 + - 0.25664
2451 | 7037 TFRC 920 D4 - + 0.25728
2452 | 1054 CEBPG 3131 HLF . + 0.25731
2453 | 2932 GSK3B 8579 PRKCB1 - + -0.25824
2454 | 3865 KRT15 5630 PRPH + - -0.25014
2455 | 60496 AASDHPPT 7186 TRAF2 + . -0.25024
2456 | 3001 HIFIA 8533 €OPS3 - + -0.25099
2457 | 4605 MYBL2 997 CoC34 - + 0.26057
2458 | 10567 RABACL 10567 RABAC1 + - -0.26232
2459 | s8r9 RACL 5910 RAP1GDSI1 - + -0.26433
2460 | 1737 DLAT 5162 PDHB . + 0.26448
2461 | 2706 GJB2 857 CAVL - + -0.26570
2462 | 2208 FCER2 2534 FYN + -0.26635
2463 | 10016 PDCOS 311 ANXAL1 + -0.26716
2464 | 25804 LSM4 6635 SNRPE - + -0.26808
2465 | 301 ANXAL 3856 KRT8 - + -0.26809
2466 | 1908 EDN3 1909 EDNRA - + -0.26829
2467 | 1390 CREM 4783 NFIL3 - + -0.26840
2468 | 302 ANXAZ 6217 S100A6 - + -0.26089
2469 | 150054 SNFILK 9218 VAPA - + -0.26990
2470 | 9454 HOMER3 9456 HOMER1 - + -0.27076
2671 | 10469 TiMM44 369 ARAF . + -0.27115
2472 | 3661 IRF3 5055 SERPINB2 - + 0.27190
24713 | 3146 HMGB1 5925 RB1 - + -0.27300
2474 | 4175 MCM6 5682 PSMAL + - -0.27371
2475 | 2870 GRKS6 5957 RCV1 . + -0.27400
2476 | 408 ARRBL 5744 PTHLH . + -0.27434
2477 | 10208 PAK4 998 CbC4a2 . + -0.27500
2478 | 7132 TNFRSF1A 840 CASPT - + -0.27524
2479 | 382 ARF6 8394 PIPSK1A - + -0.27532
2480 | 1019 CDK4 1030 COKN2B + 4 -0.27541
2481 | 10174 SCAM-1 10521 DOX17 + - -0.27594
2482 | 4605 MYBL2 7314 UBB - + -0.27625
2483 | 1054 CEBPG 90993 CREB3L1 - + -0.27696
2484 | 375 ARF1 84725 PLEKHAS - + -0.28039
2485 | 22081 KIAA0980 7138 TNNT1 + - -0.28042
2486 | 4313 MMP?2 9076 CLDN1 - + -0.28092
2487 | 5747 PTK2 961 CD47 - + -0.28174
2488 | 3594 IL12RB1 6775 STAT4 - + -0.28303
2489 | 25037 WWTR1 7005 TEAD3 + - -0.28407
2450 | 2353 FOS 5371 PML . + -0.28470
2491 | 4690 NEK1 8894 EIF2S2 - + 0.28662
2492 | 5499 PPPICA 7157 P53 - + 0.26726
2493 | 3491 CYR61 3693 1TGBS - + 028730
2494 | 3055 HCK 8751 ADAMIS - + -0.28600
2495 | 8795 TNFRSF10B 8837 CFLAR . + -0.28897
2496 | 2810 SFN 79666 PLEKHFZ + - -0.28086
2497 | 1478 CSTF2 1653 DOX1 - + 0.28992
2498 | 1104 CHCL 8498 RANBP3 - + -0.26070
2495 | 53N PML 7704 ZBTBI16 . + -0.29108
200 | 6714 SRC 966 DS - + 0.29350
2501 | 58 ACTAL 6876 TAGLN . + -0.20624
2502 | 11200 CHEK2 4436 MSH2 - + 0.29685
2603 | 10458 BAIAP2 998 coca? . + -0.29936
2504 | 1238 ccep2 6347 ccL2 . + -0.30168
2505 | 4282 MIF 7414 veL - + -0.30369
2506 | 4192 MOK 6382 SoC1 - + -0.30707
2507 | 10399 GNB2L1 7280 TUBB2 . + -0.30758
2508 | 369 ARAF 59349 KLHL12 + . -0.30761
2509 | 76092 CARD14 9319 TRIP13 + . -0.30767
2510 | 10457 GPNMB 4089 SMAD4 - + -0.30793
2511 | 3146 HMGB1 5970 RELA - + -0.30859
2512 | 5861 RABIA 8615 vDP . + -0.30867
2513 | 1639 OCTNL 7431 ViM B + -0.31052
2514 | 6728 SRP19 6729 SRP54 . + 0.31122
2515 | 23636 NUP62 26003 GORASP2 + - -0.31155
2516 | 2769 GNAILS 5697 RGS2 . + 0.31266
2517 | 3320 HSPCA 6774 STAT3 - + -0.31338
2518 | 122786 Cldorf3l 4292 MLH1 + - -0.31341
2519 | 3854 KRT68 3880 KRT19 + - -0.31377
2520 | 1810 DRI 4783 NFIL3 . + -0.31433
2521 | 5664 PSEN2 598 BCL2LY - + -0.31709
2522 | 5359 PLSCR1 7536 SF1 } - -0.31818
2523 | 10749 KIF1C 7532 YWHAG - + -0.31840
2524 | 11065 UBE2C 20882 ANAPC2 . + -0.31870
2525 | 1601 DAB2 1857 VL3 - + -0.31925
2526 | 3001 HIF1A 3320 HSPCA - + -0.31933
521 | 71329 uBE2l 9146 HGS + - -0.31936
2528 | 5573 PRKARIA 79665 PLEKHF2 + - -0.31986
2529 | 5747 PTK2 6464 SHC1 - + -0.31999
2530 | 5371 PML 5925 REL - + -0.32058
2531 | 11338 U24F2 7414 VvCL . + -0.32082
2532 | 2885 GRB2 597 BCL2A1 - + -0.32218
2533 | 3386 ICAMS 3589 ITGB2 . + -0.32468
2534 | 5901 RAN 8498 RANEP3 - + 0.32539
2535 | 51567 TTRAP 7341 SUMO1 - + -0,32564
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- W‘“‘Sﬁ“’““‘““;ﬁf‘i 51726 BRAIBIL - ¥ 0.22719
2537 GiAL 857 CAVL - + -0.32724
2538 11261 CHP 9262 STKI7B - + B.32729
2530 | 4215 MAP3K3 7531 YWHAE - + -0,32945
2540 | 4783 NFIL3 4783 NFIL3 - + 0.32978
2541 2130 EWSR1 4891 TRIM3? + = -0.33023
25642 | 5880 RAC2 8454 CuLl - + 033131
2543 | 23038 wOTCL 7414 vCL - + 0.33131
2544 | 1196 CLKZ 1198 CLK3 + . -0.33140
2545 | 10806 HSPHI 7217 TUBAL - ¥ 0,33206
2546 | 58B0 RACZ 60 ACTE - + -0,33327
2547 | 5901 RAN 5905 RANGAP1 - + -0.33466
2548 | 3866 KRT15 57658 KIAALS36 + - -0.33559
2549 | 5865 RAB3B 808 CALM3 . + -0,33590
2650 | 5865 RAB3B 805 CALM2 - + -0.33590
2551 | 6866 RAB3IB 801 CALMI - + -0.33590
2652 | 311 ANXALL 5359 PLSCR1 + . -0,33854
2553 | 3927 LASP1 70 ACTC - + -0.33930
2554 10458 BAIAP2 51817 NCKIPSD + - -0.33998
2555 | 4670 HNRPM 83750 REM30 + - 0,34011
2556 | 6418 SET 8851 CDK5RL . + -0.34108
2557 | 3065 HDACL 5245 PHB - + -0.34232
2558 | 2813 P2 307 ANXA4 . + -0.34322
2550 | 60491 NIF3LL 7186 TRAFZ + - -0.34601
1455 CSNK1G2 4690 NCK1 . + -0.34637

2561 10256 CNKSR1 4089 SMAD4 - 4 -0.34741
2562 | 30008 BFEMP2 55367 LRDD + - -0,34787
2563 | 805 CALM2 80726 KIAA1683 + - -0.34797
2564 | 27258 L5M3 6635 SNRPE - + 0.34829
2565 | 351 APP 633 BGN . + -0,34936
2566 | 2534 FYN 7070 THY1 - + -0.35014
2567 | 27178 GNAS 5997 RGS2 - + -0,35025
2568 | 5744 PTHLH 5745 PTHRI - + -0.35054
2560 | 5747 PTK2 - 920 D4 - + -0.35101
2570 | 4174 MCMS5 6772 STAT1 . + -0.35122
2571 | 1915 EEF1AL 8882 ZNF259 . + -0,35146
2572 | 4192 MDK 9672 SDC3 . + -0.35170
2573 10309 GNB2LL 6772 STAT1 - + -0.35171
2574 | 3226 HOXC10 996 cDC2r, - + -0.35171
BI5 173 AP2M1 1856 DvL2 + - -0.35179
2576 | 2035 EPBAL 8666 EIF354 - + -0.35272
28577 4005 LMO2 6772 STAT1 + - -0.35367
2578 | 50855 PARDGA 50855 PARDGA . + -0,35380
2679 | 2130 EWSR1 4145 MATK + . 0.35462
2580 | 54843 SYTL2 5499 PPPICA . + -0.35500
2581 | 7088 TLEL 7088 TLEL . + -0,35597
2582 | 2130 EWSR) 8050 PDMX + . -0.35730
2583 | 4783 NFIL3 90993 CREB3LL . + -0,35976
2684 | 1173 AP2M1 151871 DPPAZ 4 - -0.35979
2505 | 6449 SGTA 96 SPPL + - £0.36121
2586 | 217 ALDH2 3320 HSPD1 - + -0.36157
2587 | 4003 SMADS 80325 ABTBI - + -0.36169
2588 | 1398 CRK 23616 SH3BP1 . + -0.36338
2589 | 2212 FCGR2A 6464 SHC1 - + -0.36529
2500 | 57658 KIAAI536 9365 PSCD3 4 . -0.36572
2591 | 5094 PCBP2 5725 PTBP1 - + -0,36647
2592 | B17D POPKL’ 5500 PRKCZ . + -0.36677
2503 | 3838 KPNA2 7157 TPE3 - + -0.36704
2504 | 1 CAI2 7 CAI2 . + -0.36903
2505 | 3670 1St 4005 LMO2 . + -0.37071
2506 | 5747 PTK2 6772 STAT1 “ + 037132
2597 | 51246 $COTIN 7157 TP53 - + -0,37154
2508 3183 HNRPC 8907 APIM1 4 - +0.37244
2599 | 3065 HDAC 5084 RFC4 . + -0.37286
2600 | 22048 cCTs 8841 HDAC3 . + -0,37505
2601 65080 EGFLY 83755 KRTAP4-12 + - -0,37516
2602 | 1495 CTNNAL 5663 PSEN . + -0.37550
2603 | 699 BUBI 9184 BUB3 - + -0.37608
2604 | 151671 DPPA2 1856 DVL2 + - -0.37631
2605 | 7265 TTCL 9 ACY1 ¥ - -0.37642
2606 | 3150 HMGN1 3151 HMGN2 . + -0.37677
2607 | 5757 PTMA 5901 RAN . + -0.37778
2608 | 6455 SH3GLI 6455 SH3GL1 + - 0.37801
2609 | 387 RHOA 396 ARHGDIA - + -0.37801
2610 | 1019 COK4 1026 CDKNIA - + -0.37885
2611 | 3688 1TGB1 81 ACTN4 - + |  -0.37887
2612 | 151871 DPPA2 1857 DVL3 + - 037922
2613 1026 CDKNIA 5425 POLD2 . + -0.38087
2614 | 3148 HMGB2 328 APEX1 - + -0.38120
2615 | 5705 PSMC5 7138 TNNTL + - -0.38125
2616 | 2597 GAPD 5584 PRKCI E + -0.38275
2617 | 26508 HEYL 4093 SMADY - + -0.38368
%18 | 2670 GFAP 6285 S100B . + -0.38448
2619 | 2667 GJAL 6714 SRC . + -0.38512
2620 | 4852 NPY 4886 NPYIR - + -0.38663
2621 | 6871 TADA2L 9146 HGS + . -0.38699
2622 4591 TRIM37 027 INF655 + - -0.38813
2623 | 1649 DOIT3 7008 TEF - + -0.38965
2624 10391 CORO2B 7414 VCL = <+ -0.39055
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%625 | 408 ARRB1 5792 NFREBIA - + 030081
%% | s5722 CepT2 7704 ZBTB16 + - -0.39087
2627 | 3156 HNRPK 8440 NCK2 + ¥ 0.39103
2628 | 11228 C120rf2 5710 PSMD4 + . 0.39161
%2 | as87 NCF1 4688 NCF2 . + -0.39220
2630 | 835 CASP2 896 CCND3 “ + -0.39300
2631 | 3091 HIFIA 5187 PER1 - + -0.39337
2632 | 2288 FKBP4 2288 FKBP4 . + -0,39373
2633 | 2782 GNBL 2790 GNG10 . + -0.39507
2634 | 21%0 EWSRL 22884 WDR37 + . -0.39682
2635 | 2113 ETS1 2353 FOS - + -0,39695
236 | 4841 NONO 9513 FXR2 + - -0.39699
2637 | 4331 MNAT1 7187 P53 - + -0.39704
2638 | 1264 CNN1L 801 CALM1L . + 0.39718
2639 | 1263 PLK3 7187 TP53 - + 0.39775
2640 | 2068 ERCC2 2966 GTF2HZ | - + -0.39786
2641 | 7494 XBP1 7494 XBP1 - + -0.30842
2642 | 1649 DDIT3 4783 NFIL3 - + -0.40223
2643 | 1054 CEBPG 7008 TEF - + -0.40351
2644 | 10342 TEG 5350 PLSCR1 + - -0,40605
2645 | 5071 PARK2 7965 ITVE - + +0.40781
2646 | 3987 LIMS1 9404 LEXN + . -0.40800
2647 | 2034 EPASL 4088 SMAD3 - + -0.40823
2648 | 1649 DDIT3 3131 HLF - + -0.40868
2649 | 1054 CEBPG 467 ATF3 - + -0.40914
2650 | 4000 LMNA 5925 RB1 - + -0.41000
2651 | 10563 CXCL13 | 2833 CXCR3 - + -0.41028
2652 | 396 ARHGDIA 396 ARHGDIA . + -0.41207
2653 | 10016 PDCDS 30011 SH3KBP1 . 4 -0.41247
%54 | 1026 COKNIA 5684 PSMA3 - + -0.41260
2655 | 10097 ACTR2 70 ACTC - + -0.41325
2656 | 6449 SGTA 7917 BAT3 . + -0.41336
2657 | ars ARF1 8943 AP3D1 . + -0.41355
2658 | 2246 FGF1 6284 S100A13 - + -0.41437
2659 | 1997 ELF1 5925 RB1 ‘ + -0.41447
2660 | 8773 SNAP23 9341 VAMP3 - + -0.41467
2661 | 5150 PDGFRB 573 BAG1 - + -0.41537
2662 | 3164 NR4AL 5371 PML - + -0.41610
2663 | 4093 SMAD9 57104 PNPLAZ . + -0.41719
2664 | 5098 RGS3 7531 YWHAE - + -0.41725
2665 | 3630 INS 94121 SYTL4 B + -0.41806
2666 | 5868 RABSA 6810 STX4A . + -0,41832
2667 | 1602 DACH1 555TT NAGK * E 0.41906
2668 | 3839 KPNA3Z 7052 TGM2 - + 0.41932
2669 | 4093 SMADY 5714 PSMDB . + 0.41952
2670 | 4312 MMPL 7076 TiMPL - + 0.41994
2671 | 1475 CSTA 1514 CTsL . 4+ 0.42010
2672 | 10146 G3IBP 7414 veL . + 042111
2673 | 4003 SMADY 6904 TBCO . + 0.42153
2674 | 3399 03 . 6925 TCF4 - + 0.42292
2675 | 1017 CDK2 4172 MCM3 . + 042609
2676 | 4089 SMADA 6158 RPL28 - + 0.42554
2677 | 4501 TRIM37 7186 TRAF2 . 4 0.42706
2678 | 2130 EWSRI 9087 TMSBAY 4 . -0.42722
2679 | 3856 KRT8 836 CASP3 « + 042732
2680 | 79797 ZNF408 8940 TOP3B . + 042786
281 | 4093 SMADD | 5660 PSAP - + -0.42629
2682 | 3916 LAMPT 8907 APIML - + -0.42852
2683 | 26060 APPL 7186 TRAF2 + . -0.42957
2684 | 375 ARF1 378 ARF1 - + 042956
2685 | 3932 LCK 7070 THY1 . + 0.43000
2685 | 10488 CREB3 10488 CREB3 - + -0.43083
2687 | 11338 U2AF2 | 22889 KIAAQ907 + . 0.43090
2688 | 3481 1GF2 3487 IGFBP4 . + 043157
2689 | 660 BMX 857 CAVL - ¥ -0.43306
2690 | 7400 VAV1 7791 FAY - + -0.43338
2601 | 23493 HEY2 3065 HDACL - $ -0,43350
2602 | 10376 K-ALPHA-1 4792 NFKBIA . + 0,43415
2693 | 2130 EWSR1 9709 HERPUDL + . -0.43468
2604 | 27101 CACYBP 6285 S100B . + -0.43501
2695 | 4830 NME1L 9533 POLRIC ¥ . 0.43524
2696 | 11030 RBPMS 1856 ovie + . 0.43629
2607 | 642 BLMH 7320 UBE2 . + -0.43658
2698 | 11145 HRASLS3 20979 UBQLNL + - -0.43713
2699 | 3320 HSPD1 578 BAK1 - + 0,43884
2700 | 4093 SMADS 5859 . GARS - + -0.43945
2701 | 3433 IFIT2 3437 IFIT3 + - 044016
2102 | 7328 UBEZ! 9063 PIAS2 + + -0.44016
2703 | 10399 GNB2LL 5144 PDE4D - + | 04432
2704 | 4088 SMAD3 64115 PP2135 . + -0.44349
2705 | 60 ACTB 7170 TPM3 - + 0.44370
2706 | 6990 TCTEIL 6990 TCTEIL + - -0.44394
2707 | 64218 SEMA4A 64218 SEMASA - 4 -0.44450
2708 | 286514 MGC33889 4591 TRIM3T e - -0,44471
2709 | 57819 LSM2 6635 SNRPE - + -0.44528
27110 | 506 ATPSB 7414 vCL - + -0.44713
2711 | 5631 PRPS1 5631 PRPS1 + . -0.44766
2112 | 4916 NTRK3 5770 PTPNL - + -0.44959
2713 | 3055 HCK 5329 PLAUR - + -0.44970
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54 | B0RT PRk | 60 TTRCTE - ¥ 5.45238
2718 | 10174 SCAM-1 79869 FLI12529 + . -0.45258
2116 | 381 ARF5 4394 PIP5KIA - + 0.45282
77117 | 140738 Dlez 2130 EWSR1 + - -0.45367
2718 | 6477 SIAHT 8650 NUMB - + -0.45370
e | 22 APBBL 51466 EVL - + -0.45396
2720 | 598 BCL2LL 84168 ANTXR1 - + -0.45396
2721 | 1318 coPB 75 ARF1 - + -0.45443
2722 | 2017 CTTN 6850 SYK - + -0.45739
2723 | 578 BAKL 597 BCL2A1 - + -0.46123
2124 | 3603 IL16 3603 iL16 - + -0.46152
2125 | 2547 G22P1 7400 VAVI . + -0.46483
2126 | 2130 EWSR1 4110 MAGEALL + - -0.46604
w2t | 20 ATFG 7494 XBP1 - + -0.46646
2728 | 1719 DHFR 1719 DHER - + -0.46733
2129 | 4287 ATXN3 836 CASP3 - + -0.46801
2730 | 1173 AP2M1 27156 RTDRL + . -0.46829
2131 | 11345 GABARAPL2 8878 SQSTM1L + - -0.46877
2732 | 1876 E2F6 84108 PCGFB - + -0.46890
2733 | 2032 GSK3IB 5770 PTPNL - + -0.AT005
2734 | 6616 SNAP25 6812 STXBP1 - + -0.47022
2735 | 4316 MMP7 960 © CDas - + -0.47075
2136 | 6642 SNX1 9146 HGS . + -0.47082
2137 | 5327 PLAT 5328 PLAU - + -0.47127
2738 | 7189 TRAFG 7314 uBB - + -0.47213
2130 | 174 MCM5 988 CDCSL - + -0.47267
2740 | 5300 PINL 5770 PTPNI : + -0.47291
2741 | 11060 WwWP2 9260 POLIMY + | - -0.47310
2142 | 10921 RNPS1 1856 DVL2 + - -0.47355
2743 | 4792 NEKBIA 72718 TUBA2 - + 0.47463
2744 | 920 coa 952 CD38 - + -0.47512
2745 | 56924 PAKG 998 (e8] 7] . + -0.47555
2746 | 7186 TRAF2 81576 MGC10471 + - -0.47569
‘2raT | 10602 COCAZEP3 998 cDCaz2 - + -0.47595
2748 | 10979 PLEKHC1 54751 FBLP-1 - + -0.47652
2749 | 4093 SMADY 9093 DNAJA3 - + -0.47974
2150 | 5770 PTPNL 7297 TYK2 - + -0.48037
2751 | 5682 PSMAL 7431 ViM + - -0.48039
2152 | 3078 CFHL1 335 APOAL . + -0.48346
2753 | 7326 UBE2G1 7337 UBE3A . + -0.48437
2754 | 11108 PRDM4 4088 SMAD3 . + -0.48446
2155 | 100 ADA 134 ADORA1 - + -0.A8586
2156 | 14785 CS5TA 1508 crse . + -0.48734
2057 | 1877 EAF1 4093 SMADO « + -0.48857
2158 | 23616 SHIBPL 6714 SRC - + -0.48861
27159 | 1901 EDGL 857 CAVL - + -0.49023
2760 | 2130 EWSR1 79004 CUEDC2 + - -0.49099
2161 | 2547 G22P1 5452 POU2E2 . + -0.49118
2162 | 4509 MX1 4599 MX1 - + -0.49121
2163 | 2237 FENT 1414 veL . + -0.49196
2764 | 54T PPIA 5478 PPIA . + -0.49338
2765 | 2130 EWSRL 5886 RAD23A + - -0.49372
2166 | 4090 SMADS 586 BCAT1 . + -0.49451
2167 | 5216 PFN1 7414 VCL - + -0.49511
2768 | 10054 UBA2 6612 SUMO3 - + -0.49620
2769 | 1513 CTSK 6317 SERPINB3 - + -0.49633
2770 | 39 ARMGDIA 5880 RAC2 - + -0.49671
771 | 6772 $TATL . 84285 MGC11102 + . -0.49706
2772 | 369 ARAF 51497 THIL - + -0.49714
2113 | 163 TPDS2 7163 TPDS2 . + - -0.49800
2714 | 1016 TESK1 7529 YWHAB - + -0.49804
2175 | 1432 MAPK14 3875 KRT18 . + -0.49837
2176 | 1478 CSTF2 20079 UBQLN1 + - -0.49851
2777 | 1238 ccapP2 6357 cCL13 - + -0,50086
2178 | 100 ADA 135 ADORA2A . + -0.50139
2779 | 2113 ETS1 51567 TTRAP - + -0.50150
2180 | 10054 UBA2 7341 SUMOL - + -0.50237
2781 | 1838 DTNB 7186 TRAF2 + . -0.50323
2782 | 5743 PTGS2 7157 TP53 . + -0.50333
2183 | 409 ARRB2 5144 POEAD . + -0.50552
2784 | 23085 RABGIP2 51560 RAB6B - + -0.50610
2785 | 3032 HADHB 351 APP - + 050638
2786 | 2665 GDI2 4218 RABBA - + 050638
2787 | 5970 RELA 6774 STAT3 - + -0.50646
2788 | 4998 ORCIL 4999 ORC2L - + -0.50780
2189 | 3728 Jup 8945 BTRC « * -0.50783
2190 | 2357 EPR1 301 ANXAL - + -0.50814
2791 | 7448 VTN 7448 VTN - + -0.50885
2192 | 2885 GRB2 302 ANXA2 - + -0.50976
2793 | 3481 1GF2 3488 IGFBPS - + 051002
2794 | 3609 ILE3 7205 TRIP6 + - -0.51059
2195 | 2383 FOS 2963 GTF2F2 - + -0.51681
2796 | 60491 NIF3L1 6271 S100A1 + - -0.51725
2797 | 22043 DKK1 4093 SMADS - + -0.51905
2798 | 5664 PSEN2 823 CAPNI - + -0.51041
2799 | 2580 GAK 8907 AP1IM1 - + -0.51982
7800 | 4088 SMADS 467 ATF3 - + -0.52016
2801 | 1983 EIF5 8894 EIF252 - + -0.52100
2802 | 2670 GFAP 26751 SH3YL1 + - -0.52147
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2803 | 150989 FLI5393 3437 T3 F PR X557
2804 | 1649 DDIT3 1649 DDIT3 . + 052318
2805 | 26762 HAVCRL 64218 SEMA4A . + 052344
2806 | 5663 PSENI1 598 BCL2L1 : + 052363
2807 | 4085 MAD2L1 81628 TSC22D4 + - -0.52367
2808 | 5987 RFP 7704 ZBTB16 + - -0.52424
2809 | 222546 RFXDC1 26039 SS18L1 + - -0.52543
2810 51147 iNG4 5970 RELA - + 0.52678
2811 | 1876 E2F6 648 PCGF4 - + -0.52717
2812 | 51074 MMRP1g 7431 Vi + - -0.52755
2813 | 1816 DRD5 23413 FREQ -+ 052861
2814 | 10881 ACTL7A 26136 TES - + -0.52850
2815 | 2670 GFAP 4221 MEN1 - + -0.52958
2816 | 1857 DVL3 79856 SNX22 + . -0.53202
2817 | 531 PML 7157 P53 - + -0.53241
2818 | 1026 CDKNIA® 56150 TEX11 + - 053387
2819 | 4681 NBLL 7917 BAT3 - + 053508
2820 | 309 ANXAS 6285 S100B - + 053523
2821 | 79753 SNIP1 8663 EIF358 - + -0.53582
2822 | 1854 puTt 5465 PPARA - + -0.53740
2823 | 1011 PHC1 7329 UBE2l + - -0.53859
2824 | 2010 EMD 60 ACTB - + -0.53957
2825 | 7217 TUBAL 7535 ZAPTO . + 1 053963
2826 | 10013 HDAC6 9373 PLAA . +* -0.53971
2827 | 5499 PPPICA 5511 PPPIRE . + -0.54025
2828 | 4134 MAP4 7280 TUBB2 - + -0.54026
282 | 2170 GNAIL 961 D47 - + -0.54040
2830 | 1021 CDK6 1026 CDKN1A - + 054058
2831 | 51567 TTRAP 7320 use2l - + -0.54082
2832 | 22888 UBOXS 4292 MLH1 3 . -0.54105
2833 | 10007 GNPDAL 2130 EWSR1 4 - -0.54111
2834 | 4302 MLLT6 51586 PCQAP 4+ . -0.58121
2835 | 151871 DPPA2 8405 sPOP + . -0,54149
2836 | 467 ATF3 458 ATF4 - + -0.54226
2837 | 1385 CREB1 2063 GTF2F2 - + -0.54234
2838 | 26060 APPL 55198 DIP138 -+ - -0.54256
2839 | 5216 PFN1 7408 VASP « + -0.54337
2840 | 3688 ITGB1 821 CANX . + 0.54340
2841 | 2670 GFAP 5174 PDZK1 + - -0.54302
2842 | 131034 CPNE4 26292 MYCBP - + -0.54598
2843 | 3609 ILF3 57510 XPO5 s + ~0,54656
2844 | 3002 GZMB 3002 GZMB - 4 -0,54681
2845 | 3866 KRTI5 3887 KRTHB1 + . 0.54787
2846 | 10363 HMGZ0A 10363 HMGZ20A * . -0.64958
2847 | 1475 CSTA 1512 CTSH . + -0.54970
2848 | 6797 TNFRSF10A 920 D4 - + 0.55007
2849 | 5500 PPPICE 5747 PTK2 - + -0.55103
2850 | 4520 MTF1 8907 APIML * - 055134
2851 | 6635 SNRPE 6637 SNRPG . + 0.55166
2852 | 4501 TRIM3? 9618 TRAF4 . ¥ 055239
2853 | 3190 HNRPK 79171 MGC10433 + . -0.55330
2854 | 396 ARHGDIA 998 €oCaz - 4 0.55442
2855 | 1977 EIFE 5371 PML . + -0.55458
2856 | 4215 MAP3K3 5607 MAPZKS . + 0.55740
2857 | 10313 RTN3 8405 SPOP + . 055920
2858 | 10152 ABI2 8773 SNAPZ3 + - -0.55956
2858 | 2130 EWSR1 22981 KIAADIBD 4+ . 0.56200
2860 | 55068 FLJ16094 7704 Z8TB16 + . -0.56499
2851 | 3329 HSPD1 760 CA2 - + -0.56622
2862 | 8379 MADILL 8379 MADILL + + -0.56624
2863 | 10403 KNTC2 57658 KIAAL536 + . -0.56723
2864 | 6637 SNRPG 7414 VL - + 0.56773
2865 | 351 APP 5663 PSENI1 . + -0.56790
2866 | 26119 LDLRAPY 7020 TFAP2A - + -0.56809
2867 | 6500 SKPI1A 9978 RBX1 . + -0,56889
2868 | 56288 PARD3 998 cDC42 - + -0.56927
2869 | 10049 DNAJB6 3875 KRT18 - + -0.56939
2870 | 2353 FOS 6602 SMARCDI . + 0.56950
2871 | 28988 DBNL 63698 SH2D4A + . 057076
2872 | 5899 RALB 85021 REPS1 . * 057153
2873 | 6809 STX3A 7414 vCL - + -0.57153
2874 | 6774 STAT3 7253 TSHR - + 057187
2875 | 27335 EIF3512 896 CCND3 - + 057208
2876 | 1019 CDKa 896 CCND3 + + -0.57253
2877 | 5884 RADI7 5085 RFCS . + -0.57353
2878 | 10445 MCRS1 1856 pvLZ + . 0.57379
2879 | 1054 CEBPG 4783 NFIL3 . + -0.57494
2880 | 2065 ERBB3 | 3084 NRG1 - + 057545
2881 | 467 ATF3 7157 P52 . + -0.57906
2882 | 6635 SNRPE 7414 veL - + 058037
2883 | 2130 EWSR1 6297 SALLZ ¥ - -0.58110
2884 | 1602 DACH1 7329 UBEY + - 058198
2885 | 7138 TNNTL 9513 FXR2 R -0.58380
2885 | 5886 RAD23A 8878 5QSTM1 + - 0.56440
2887 | 3183 HNRPC 5155 PDGFB . - + 058475
2888 | 4800 NFYA 5451 POUZF1L - + -0.58600
2889 | 2120 EWSR1 4542 MYOI1F + . -0.58662
2890 | 6772 STATL 7132 TNFRSF1A - + 058719
2891 | 7253 TSHR 821 CANX - + | .os8781
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2893 | 1617 CDK2 2237 FENL - + 050083
2894 | 183 AGT 23549 DNPEP . + -0.56093
2895 | 2810 SEN 7706 TRIM2S - + -0.59226
2896 | 1382 CRABPZ 1362 CRABP2 - + 056226
2807 | 6819 SULTICL 6619 SULTICE . + -0.59445
2898 | 3146 HMGBL 7088 TLEL - + -8.59510
2699 | 23647 ARFIP2 5679 RACL - + -0.59571
2900 | 3065 HDACI 5467 PPARD . + -0.50652
2901 | 2697 GJAl 5598 MAPK? + -0.50864
2902 | 3205 HOXAS 5089 PEXZ . + -0.50870
2903 | 7097 TLR2 629 Cco14 - + -0.59912
2004 | 11345 GABARAPL2 6945 MLX + ) -0.60003
2005 | 23543 RBMO 84528 PEPP-2 + - -0.60388
2906 | 8676 STX1L 8812 CCNK + - -0.60394
2007 | 10053 AP1M2 2580 GAK . + -0.60543
2008 | 6810 STX4A 8766 RABLIA + -0.60672
2009 | 4287 ATXN3 5887 RAD23B . + -0.60774
2010 | 4313 MMP2 7040 TGFBI . + -0.60928
2911 | 2002 EFEMP1 369 ARAF - + -0.61081
2912 | 10567 RABACL 5906 RAP1A . + -0.61239
2013 | 369 ARAF 445 ASS - + -0.61335
7914 | 1856 DVL2 84528 PEPP-2 + . -0.61478
2015 | 57142 RTN4 9513 FXR2 + . -0.61483
2916 | 2768 GNAL2 7253 TSHR - + 061524
7917 | 23658 LSMS 6635 SNRPE . + -0.61578
2018 | 1047 EFNBL 5398 RGS3 . + -0.61586
2919 | 1488 CTBP2 7005 TEAD3 + . -0.61627
2020 | 4175 MCM6 84289 ING5 + - -0.61795
2021 | 10544 PROCR 5624 PROC - + -0.61820
2922 | 3337 DNAJBL 5611 DNAJC3 - + -0.61848
2073 | 10488 CREB3 90993 CREB3LL - + -0.61863
2024 | 63948 DMRTB1 7408 VASP - -0.61957
2925 | 408 ARRB1 5144 PDE4D + -0.62224
2026 | 1604 DAF 429 Ccp14 - + -0.62232
2921 | s7522 SRGAPL 998 ¢pcaz . + -0.62264
2028 | 10012 GADUD4SG 1257 TSNAX + . -0.62305
2020 | 84321 THOC3 9084 THOC1 - + -0.62343
2930 | 435 ASL 5859 QARS + - -0.62397
2031 | 5029 PIRYZ 961 Cpar . + -0.62399
2932 | 1870 E2F2 7528 Yvi - + -0.62452
20933 | 2068 ERCC2 7157 P53 + -0.62650
2034 | 3668 ITGB1 4830 NME1 - + -0.62660
235 | 7187 P53 900 CCNGL + -0.62717
2036 | 20079 UBQLNI1 5034 PaHB - + -0.63053
2037 | 207 AKT1 3164 NRaAL . + -0.63084
2038 | 573 BAGL 5804 RAF1 . + 063152
2039 | 23650 TRIM29 84766 MGCA266 - -0.63168
2940 | 2008 NR3C1 5763 PTMS . + -0.63238
2041 | 207 AKT1 64400 FTS - + -0.63376
2042 | 11103 HRB2 2130 EWSR1 + - -0.63450
2943 | 1854 ouT 5467 PPARD . + -0.63463
2944 | 5635 PRPSAPL 5635 PRPSAP1 + - -0.63484
2045 | a3 MNAT1 5025 RB1 - + -0.63776
2046 | 6850 SYK 7430 viL2 - + -0.63797
2047 | 1984 EIFSA 22803 XRN2 . + -0.63880
2048 | 1854 ouT 5468 PPARG - + -0.64013
2049 | 392 ARHGAP1 6714 SRC . + -0.64062
2950 | 7207 TYK2 7409 VAVL - + -0.64163
2051 | 1104 CHCL 5001 RAN - + -0.64283
2052 | 116225 ZMYNDI9 7138 TNNT1 + - -0.64201
2053 | 7052 TGMZ 836 CASP3 - + -0.64309
2954 | 23650 TRIM29 80705 TSGAL0 + - -0.64360
2955 | 6256 RXRA 9322 TRIP1O . + -0.64457
2056 | 1936 EEF1D 983 coc2 . + -0.64495
2057 | 5144 PDEAD 9659 PDE4DIP + :0.64546
2058 | 2100 ESR2 6776 STATSA . + -0.6457¢
2059 | 1854 DuUT 1854 DUT - + -0.64580
2060 | 1640 ODIT3 2353 FOS . + -0.64725
20961 | 5371 PML 5014 RARA . + -0.64830
2062 | 1520 cTss 6317 SERPINB3 - + -0.64937
2063 | 2770 GNAIL 51655 RASD1 . + -0.64994
2064 | 6720 SRP54 6729 SRPBA : + -0.65030
2065 | 2176 FANCC 2189 FANCG + -0.65137
2066 | 7337 UBE3A 7337 UBE3A + -0.65374
2067 | 4171 NE2 6895 TARBP2 - + -0.65452
20968 | 1745 DLX1 4089 SMAD4 . + -0.65502
2069 | 3190 HNRPK 7320 UBEZ + - -0.65636
2970 | 4833 NME4 9319 TRIP13 + - -0.65684
2971 | 1856 pvL2 22893 BAHD1 + - -0.65881
2072 | 387 RHOA 387 RHOA . + -0.65894
2073 | 6783 SULTIEL 6820 SULT281 + - -0.65982
2074 | 4760 NEURODI 5307 PITX1 . + -0.65988
275 | 27111 SDCBP2 27111 SDCBP2 + -0.66100
2076 | 4287 ATXN3 5886 RAD23A - + -0.66115
20977 | 5371 PML 7067 THRA $ -0.66160
2978 | 10392 CARD4 842 CASPS + -0.66181
2079 | su7 PEN2 7408 VASP. + -0.66231
2980 | 3875 KRTI18 85415 RHPN2 - + -0.66255
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2981 | 5631 PRPST 5635 PRPSAPL ¥ ¥ 066306
2982 3065 HDAC! 55662 HIFIAN - + -0.66370
2983 | 1856 pvL2 84904 Clorf100 + - -0.66373
2084 | 2516 NRSA1 5307 PITX1 - + -0.66582
2985 156 ADRBK1 5082 PDCL -« + -0.66806
286 3329 HS5PD1 3845 KRAS - + -0.66918
2087 | 4093 SMADS 55236 FLIT0808 - + 0.67127
2988 1432 WMAPK14 2764 GMFB + -0.6721%
2989 1159 CKMT1 7416 VOAC - + -0.67280
2950 | 6045 RNE2 7024 TECP2 - + -0.67300
2991 | 10174 SCAM-1 3190 HNRPK + - -0.67314
2992 26003 GORASP2 4830 NMEL + - -0.67524
2093 | 51586 PCQAP 5359 PLSCR1 + - -0.67535
094 | 2110 TBK1 4690 NCK1 - + -0.67589
2995 | 2130 EWSR1 64475 FLJ10458 + - 0.67783
2996 26994 RNFI1 51619 UBE2D4 « + -0.67839
2007 | 1520 CTss 6318 SERPINB4 - + -0.67963
2998 | 27018 NGFRAPL 7531 YWHAE - + -0.68018
2995 1857 ove3 22893 BAHD1 + - -0.68085
3000 63898 SH2D4A 6455 SH3GLL + B -0.68128
3001 23062 GGA2 9685 ENTH - + -0.68150
3002 | 114609 TIRAP 919 cp3z + -0.68396
3003 | 10567 RABAC1 5868 RABSA - + -0.68427
3008 | 10197 PSME3 583 88s2 + - -0.68566
3005 | 8517 IKBKG 8517 IKBKG - + -0.68680
3006 | 3190 HNRPK 6714 SRC - + -0.68683
3007 7186 TRAF2 92610 TiFA + + -0.68689
3008 57144 PAKT 9260 PDLIMY + B -0.68752
3009 5530 PPP3CA 6647 SOD1 - + -0.68762
3010 | 10392 CARD4 835 CASP2 - + -0.69207
3011 | 5129 PCTK3 8812 CCNK + - -0.69250
3012 | 2 GNAI2 51655 RASD1 - + -0.69268
3013 10656 KHDRBS3 84708 LNX + B -0.69269
3014 | 29959 NRBP 5881 RAC3 - + -0.69320
3015 | 10691 GMEB1 10691 GMEB1 - + -0.69416
3016 | 1019 CDK4 1032 CDKN2D + - -0.69437
3017 6477 StAHL 6500 SKP1A - + -0.69456
3018 | 7329 UBE2I 9618 TRAF4 + -0.69590
3019 5894 RAF1 5906 RAPIA - + -0.69608
3020 4600 MX2 4600 MX2 - + -0.69622
3021 6548 SLC9AL 760 CA2 - + -0.69624
3022 | 3661 IRF3 5052 PROX1 + - -0.69673
3023 5914 RARA 8431 NROB2 B & -0.69805
3024 7037 TFRC 7414 veL - + -0.69852
3025 | 4690 NCK1 858 CAV2 - + 0.69857
3026 | 3603 iL16 54776 PPPIR1ZC + -0.69862
3021 7040 1681 531 YWHAE - + -0.69990
3028 11200 CHEK?2 1263 PLK3 - + -0.70100
3029 9404 LPXN 9883 POMIZL + - -0.70227
3030 23265 EXOCY 27339 PRPF19 & - <0.70250
3031 1615 DARS 3 HSPCA - + -0.70261
3632 57142 RTNS 8175 NAPA + - <0.70330
3033 387 RHOA 9600 PITPRMI - + -0.70428
3034 4615 MYDBs 8405 SPOP + « -0.70535
3035 5530 PPP3CA 5534 PPPIRL - + -0.70662
036 | 3320 HSPCA #62 RUNX1T1 . + 0.70687
3037 1019 COK4 5716 PSMD10 - + -0.70927
3038 50855 PARDGA 998 CDC42 - + -0.70992
3039 1791 DNTY 2547 G22P1 B + <0.11227
3040 22806 ZNFN1A3 598 BCL2LY - + -0.71230
3041 | 302 ANXA2 6714 SRC - + -0.71237
3042 1964 EIFIAX 5901 RAN B + <0.711283
3043 | 387 RHOA 57522 SRGAP1 . + -0.71285
3044 6919 TCEA2 7186 TRAF2 kS - <0.71391
3045 07 AKT1 4687 NCF1 « + <0.71460
3046 2114 ETS2 9372 ZFYVES - + <0.71509
3047 pips.] 166 2801 GOLGA2 + « -0.71527
3048 | 84708 LNX 9319 TRIP13 + - -0.71575
3049 10513 APPBPZ 10607 TBL3 + B -0.71612
3050 11102 RPP14 51367 POPS - + -0.71839
3051 | 9600 PITPNML 983 cocz - + 0.71840
3052 302 ANXAZ 6281 S100A10 + -0.71869
3053 | 10399 GNB2L1 5921 RASAL - + -0.71877
3054 2280 FKBP1A 2288 FKBP4 + -0.71951
3055 | 5347 PLK1 9600 PITPAMIL - + -0.72026
3056 | 1410 CRYAB 1431 cs - + -0.72202
3057 3312 HSPAS 54205 €Yes - + -0.72237
3058 3956 LGALS1 7414 vCL . + 072252
3059 | 7186 TRAF2 84708 ENX + . -0.72424
3060 2246 FGF1 3313 HSPAGE B + -8.72569
3061 55209 FLJ10707 7186 TRAFZ + - -0.72620
3062 2275 FHL3 54507 TSRCY + = -0.72633
3063 79753 SNIPL 9869 SETDBI - + -0.72682
3064 | 4057 LTF 929 D14 - + -0.72742
30865 10434 LYPLAL 302 ANXAZ - + -0.72768
3066 10617 STAMBP 9402 GRAPZ + + -0.72822
3067 | 54472 ToLLP 7097 TLR2 - + -0.72851
3088 | 3001 HIF1A 328 APEX1 - + -0.72881
3069 | 1901 EDG1 2770 GNAIL - + -0,72684
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070 | 5216 PFNI 753 FRANLT B ¥ D731
3071 | 11004 KIiF2¢ 11004 KIFZC . + 073119
072 | 140735 Dle2 9454 HOMER3 + - -0.73231
3073 | 1027 COKNIB 7345 UCHLL - + 0.73335
3074 | 6652 SORD 6652 SORD + - -0.73347
3076 | 2130 EWSR1 7288 TULP2 + . 0.73416
3076 | 23650 TRIMZ 79571 GeCt + . -0.73492
077 | 6256 RXRA 8431 NROB2 . + -0.73599
3078 | 2665 GDI2 8766 RAB1IA - + -0.73791
3079 | 51225 ABI3 862 RUNX1TL - -0.73881
3080 | 7280 TUBB2 63988 NCALD . + -0.73914
081 | 392 ARHGAP1 5921 RASAL - + -0.73840
082 | 8773 SNAPZ3 9513 FXR2 + . -0.73980
2083 | 2130 EWSRI 56052 PRTFDCL + . -0.74021
3088 | 10313 RTNI 9513 FXR2 + - -0.74164
3085 | 10399 GNB2L1 6714 SRC - + -0.74267
3086 | 4670 HNRPM 55885 LMO3 + - -0.74345
3087 | 4841 NONO 5300 PINL + - 0.74414
3088 | 54472 TOLLIP 6861 LOB1 + -0.74604
1080 | 2130 EWSR1 4515 MTCPL + - -0.74849
3000 | 2275 FHL3 7205 TRIP6 + . -0.74878
3091 | 19 DHFR 3329 HSPD1 - + -0.74887
3092 | 8B4l HDAC3 9063 PIAS2 - + -0.74952
3003 | 3728 P 9372 ZFYVED - + -0.75177
3094 | 382 ARF6 8943 AP3DL - + -0.75248
3095 | 2664 GDIt 998 COC42 - + -0.75306
3096 | 302 ANXA2 634 CEACAML - + -0.75325
3097 | 3146 HMGBL 5327 PLAT - + -0.75334
3008 | 10320 ZNFNIAL 1173 AP2M1 + . -0.75457
1009 | 9138 ARHGEF1 960 Chad - + -0.75639
3100 | 10567 RABACL 5864 RAB3A - + 0.75729
3101 | 1054 CEBPG 2353 FOS - + -0.75781
3102 | 2670 GFAP 9124 POLIML ; - -0.75784
3103 | 26136 TES 55740 ENAH . + -0.75803
3104 | 2211 FH 4191 MDH2 - + -0.76035
3165 | 1017 CoK2 5933 RBL1 . + -0.76082
3106 | 7763 ZAZ0D2 8517 IKBKG - + -0.76085
3107 | 29979 UBQLN1 4681 NBL1 - + -0.76383
3108 | 3853 KRT6A 3872 KRT17 + - -0.76492
3109 | 84661 LOCB4661 9129 PRPF3 + - -0.76526
3110 | 10926 ASK 11200 CHEK?2 - + -0.76731
3111 | 65379 PRO1855 7414 veL - + -0.76754
31z | 3543 1GLLL 3543 1GLLL . + -0.76763
3113 | 11030 RBPMS 54472 TOLLIP + - -0.76838
3114 | 11331 PHB2 5757 PTMA - + -0.76848
s | 157 ADRBK2 7852 CXCRA - + -0.76851
3116 | 5663 PSENT 8766 RAB1IA - + 0.76976
317 | 231 AKRIBI 4086 SMAD1 . + -0.77191
3118 | 3950 LGALS3IBP 7414 VCL - + -0.77227
3119 | 79098 SARG 0456 HOMER1 + . -0.77283
32w | 302 ANXA2 5245 PHB . + -0.77288
3121 | 2130 EWSRL 28973 MRPS188 + - 077521
3122 | 7454 WAS 998 D42 - + -0.77536
3123 | 5970 RELA 814 CAMK4 . + -0.77591
3124 | 5708 PSMD2 7132 TNFRSF1A - + -0.77638
3125 | 5159 PDGFRB 5894 RAF1 - + 077727
3126 | 56150 TEX1L 9883 POMI121 . 0.77790
3127 | 2168 FABP1 5465 PPARA : + -0.77804
3128 | 11143 MYST2 ain MCM2 . + -0.77876
3120 | 278 FANCA 2176 FANCC - + 0.77927
3130 | 143425 SYT9 6616 SNAP2S - + -0.77939
3131 | 11030 RBPMS 9402 GRAP2 + - -0.77973
3132 | 5899 RALB 808 CALM3 - + -0.78011
3133 | 5899 RALB 805 CALM2 + -0.78011
3134 | 5890 RALB 801 CALML - + -0.78011
3135 | 183 AGT 2130 EWSR1 + - -0.78044
3136 | 7408 VASP 7414 veL - + 0.78166
3137 | 5170 POPK1 5584 PRKCI - + -0.78226
3138 | 7164 TPD52LL 7164 TPDS2LI - + 078227
3139 | 3190 HNRPK 7400 VAV1 . + -0.78240
3140 | 3630 INS 4856 NOV - + -0.78242
3141 | 23475 QPRT 51684 SUFU + - -0.78324
3142 | 158471 Coorf6s 2130 EWSR1 + - -0.78357
3143 | 4110 MAGEATL 81565 NDEL1 + . -0.78485
3144 | 6850 SYK 7846 TUBA3 . + -0.78502
3145 | 7186 TRAF2 7755 ZNF205 + - -0.78523
3146 | 25800 ABI3BP 51225 ABI3 . + -0.78540
3147 | 4782 NFIC 84076 DKFZP434L1717 + - -0.78700
3148 | 323 APBB2 351 APP - + -0.78821
3140 | 4vo2 NFKBIA 6195 RPS6KA1 - + -0.78834
3150 | 7414 vCL 871 SERPINH1 - + -0.78858
3151 | 8666 EIF3S4 8667 EIF3S3 - + -0.78915
3152 | 23468 CBXS 6672 $P100 . + -0.78921
3153 | 55663 FLJ20626 ms ZNF165 + - -0.79107
3154 | 5883 RADYA 7266 DNAJCT - + -0.79117
3185 | 4093 SMADY 7266 DNAJCT - + -0.79172
3156 | 54512 usSPs3 7186 TRAF2 + - -0.79204
3157 | 3836 KPNAL 862 RUNX1T1L - + -0.79251
3158 | 10567 RABACL 9363 RAB33A + - -0.79366
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3159 5771 PTPN2 6774 STAT3 - + 079501
3160 2896 GRN 3198 HOXA1 + - -0.79605
3161 54460 ZA20D3 7186 TRAF2 + - -0.79889
3162 2100 ESR2 8431 NR0OB2 B + <0.7999%
3163 4176 MCM7 502 CCNH + -0.80090
3164 3301 DNAJAL 3312 HSPAB - + -0.80175
3165 57144 PAKT 998 ChCaz - + -0.80199
3166 114822 RHPN1 4591 TRIM37 + B -0.80217
3167 1856 pve2 8078 usps + - -0.80222
3168 23650 TRIM29 9513 FXR2 + - -0.80277
169 | 2580 GAK 900 CCNGI - + -0.80408
3170 23658 LSMS 56915 EXOSCs - + -0.80498
37 1173 AP2M1 9779 TBC1DS + - -0.80610
3172 7132 TNFRSFLA 8517 IKBKG - + -0.80627
3173 1432 MAPK14 27429 PRSS25 - + -0.80746
3174 10363 HMG20A 1838 DTNB + - -0.80757
3175 2203 FBP1 84708 LNX + - -0.80866
3176 5092 PCBD1 9513 FXR2 + « -0.81096
3 5327 PLAT 7123 CLEC3B - + -0.81102
3178 1432 MAPK14 5371 PML B + -0.81280
3179 1997 ELF1 4801 NFYB + -0.81320
3180 5531 PPP4C 5970 RELA + -0.81378
3181 3035 HARS 6125 RPL5 - + -0.81435
3182 5071 PARK2 7414 VCL - + -0.81456
3183 387 RHOA 5585 PKN1 - + -0.81470
3184 928 co9 966 CD59 . + -0.81499
3185 5328 PLAU 5320 PLAUR - + -0.81554
3186 55663 FLJ20626 7572 ZNF24 + - -0.81591
3187 5371 PML 5970 RELA - + -0.81629
3188 1017 COK2 5925 RB1 . + -0.81697
3189 1398 CRK 699 8uUB1 + - -0.81747
3190 3098 HK1 7416 VDAC1 - + -0.82070
3191 7327 UBE2G2 7337 UBE3A - + -0.82098
3192 2665 GDI2 5862 RAB2 - + -0.82119
3193 5080 PAX6 9670 1PO13 + - -0.82228
3194 26271 FBXOS 51343 FZR1 - + -0.82263
3195 5092 PCBD1 84708 LNX + - -0.82270
3196 284403 C19orf14 5601 MAPKg + - -0.82281
3197 8945 BTRC 9787 DLG? - + -0.82298
3198 11030 RBPMS 9513 FXR2 + - -0.82408
3199 1912 PHC2 2275 FHL3 + - -0.82409
3200 5174 PDZK1 5830 PEXS + - -0.82457
3201 23616 SHIBP1 5879 RAC1 B + -0.82630
3202 1912 PHC2 65885 LMO3 + - <0.82632
3203 7531 YWHAE 836 CASP3 B + -0.82667
3204 2168 FABPL 5468 PPARG - + -0.82022
3X05 10617 STAMBP 8027 STAM - + -0.83382
3206 10087 COL4A3BP 57142 RTN4 + - -0.83473
3207 4085 MAD2LY 991 cocz0 - + -0.83474
3208 207 AKT1 8115 TCLIA . + -0.83534
3209 1021 COK6 1032 COKN2D - + -0.83651
3210 26354 GNL3 7157 TP53 « + -0.83791
21 10426 TUBGCP2 7283 TuBG - + -0.84190
302 2553 GABPB2 55885 LMO3 + - -0.84206
3213 krat HOXB6 5316 PKNOX1 - + -0.84279
3214 10007 GNPDA1 10007 GNPDAL - + -0.84326
3215 3875 KRT18 836 CASP3 B + -0.84330
3216 10583 DRAP1 8503 PIK3R3 + - -0.84338
g 1509 CTsD 5660 PSAP . + -0.84368
3218 407 ARR3 8546 AP3B1 - + -0.84787
3219 7320 UBE2I 87167 RIPK2 + - -0.84829
3220 23377 NEDD4L 6446 SGK - + -0.84875
3z 129807 NEU4 84528 PEPP.2 + - -0.84905
3222 302 ANXAZ 7414 vCL = + <0.85155
3223 1164 CKS2 81628 TSC2204 + - -0.85294
3224 2833 CXCR3 6373 CXCL1t - + -0.85304
3235 8815 BANF1 8815 BANF1 - + -0.85367
3226 2100 ESR2 4085 MADZL1 - + -0.85467
3227 51534 CBorf55 7704 ZBTB16 + “ -0.85546
3228 1649 pDIT3 468 ATF4 - + -0.85556
3229 3032 HADHB 1414 VCL - + -0.85587
3230 10254 STAM2 10617 STAMBP + + -0.85618
3231 5747 PTK2 7041 TGFBIN B + -0.85623
3232 10445 MCRS1 11157 LSM6 - + -0.85678
3233 4086 SMAD1 51304 ZDHHC3 - + -0.85744
3234 222546 RFXDC1 8812 CCNK + - -0.85772
3235 682 BSG 9260 PDLIMY + - -0.85853
3236 7965 JTVi 7965 JTvi - + -0.86024
3237 1019 CDK4 894 CCND2 - + -0.86066
3238 6499 SKiV2L 9948 WDR1 - + -0.86082
3239 8417 STX7 8775 NAPA - + -0.656149
3240 10087 COL4A3BP 1455 CSNK1G2 + - -0.86223
3241 10398 GNB2L1 9402 GRAPZ - + -0.86261
3242 3330 HSPCA 801 CALM1 - + -0.86295
3243 5579 PRK(CB1 5997 RGS2 + -0.86240
3244 8891 EIF28B3 8892 EIF2B2 - + -0.86348
3245 55885 LMO3 75965 Jivi + - -0.86350
3246 8740 TNFSF14 8771 TNFRSF6B - + -0.86419
3247 3688 iTGBL 4179 MCP - 4 -0.86422
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9248 | 26086 [el 23771 G319 TRIPI3 ¥ B EBATS
1249 | 2097 EPBAILE 2286 FKEP2 . + -0.66488
3250 | 3866 KRT15 5705 PSMCS + - -0.86557
3251 | 54205 cves 7414 Ve . + -0.86595
4252 | 7040 TGFBI 8568 EIF352 . + -0.86653
3253 | 23468 cexs 78954 MGC3121 + - -0.86655
154 | 7316 uec 7414 Vet . + 0.86741
3256 | 5880 RACZ 998 cocaz - + -0.86745
356 | 2011 ERCC3 4331 WMNATY . & 0.86753
3257 | 58662 HIFIAN 484l HDAC3 - + -0.86853
3268 | 5163 PDK1L 5164 POKZ . + -0.87135
3268 | 51043 187878 0402 GRAP2 + - -0.87167
3260 | 23201 FBXW11 4792 NFKBIA . + -0.87187
261 | 7329 UBE2! 7341 SUMO1L - & 087272
3262 | 11277 TREX1 4436 MSH2 . + -0.87281
3263 | 4633 fMYLZ 54776 PPPIR12C . + -0.87296
1764 | 11030 RBPMS 8697 €oC23 + - -0.87589
3265 | 5371 PML 6996 TOG . + 087718
3266 | 3688 ITGB1 3964 LGALSS - + 0.87726
3267 | 4282 MIF 19797 ZNF408 . + -0.88028
3268 | 308 ANXAS 3693 ITGBS - + -0.88056
3269 | 29863 CNOTT 983 coc2 - + -0.68081
3270 | 7846 TUBA3 83988 NCALD . + -0.88107
3271 | 6256 RARA 9318 COPS2 - + -0.88156
72 | 1017 COK2 4999 ORC2L - + -0.88170
3273 | 1020 CDKS 6812 STXBP1 - + -0.88175
1218 | 2534 EYN 51466 EVL + -0.88439
3275 | 4316 MMP7 4318 MMP9 - + -0.88621
3276 | s914 RARA 9318 cops: . + -0.88685
1277 | 6477 SIAHL 6477 SIAHL . + -0.88748
3278 | 22081 KIAAOG80 80851 KIAAL720 + . -0.88863
1279 | 56952 PRTFDCL 60491 NIF3L1 + - -0.88964
3280 | 191 AHCY 191 AHCY - + -0.88993
3281 | 22020 KIFAP3 5010 RAP1GDSL + -0.89105
3262 | 10477 UBE2E3 9025 RNFS . + -0.89116
3283 | 1635 DETD 60491 NIF3L1 + - -0.89159
3284 | 4089 SMAD4 966 Cos9 - + 089337
3285 | 10797 ZNF408 79797 ZNF408 - + -0.89359
3286 | 114823 LENGS 84528 PEPP-2 + - -0.80445
3287 | 23543 RBM9 63948 DMRTE1 + . -0.89531
3288 | 8615 vDP 9570 GOSR2 - + -0.89668
3289 | 10127 ZNF263 55663 FLI20626 + - -0.89870
3200 | 2810 SEN 4140 MARK3 + . -0.89902
3201 | 728 C5RY 728 C5R1 - -0.89926
3202 | 23263 CSTE2T 29979 UBQLN1T + - -0.90020
3203 | 20108 PYCARD 5573 PRKARIA + - 090071
3204 | 017 BAT3 0372 ZFYVE9 . + -0.90168
3205 | 7163 TPOS2 7164 TPDS2LL - + -0.90178
1006 | 11026 LILRA3 2130 EWSRL + - -0.90181
3207 | 1583 CYPI1AL 4088 SMAD3 E + 0.90343
3208 | 2280 EKBP1A 7041 TGEBIN + -0.90381
3200 | 3300 DNAJB2 4089 SMAD4 - + -0.90438
3300 | 4m8 MMPY 685 BTC + -0.60488
3301 | 27257 LSM1 8409 UxT - + -0.90527
3302 | 54550 EFCEP2 9513 FXR2 + - -0.90587
3303 | 875 cBs 9513 FXR2 + - -0.90653
3304 | 1857 DVLY 8812 CENK + . -0.90721
3305 | 3852 IL1A 6284 $100A13 - + -0.90727
3306 | 6015 RINGL 648 PCGF4 - + -0.90745
3307 | 2130 EWSR1 4637 MYLE + - -0.90799
3308 | 10982 MAPRE? 10082 MAPRE2 + - -0.90805
3300 | 5327 PLAT 6678 SPARC - + -0.90830
3310 | 22054 TRIM32 20979 UBQLNI + - -0.90885
331 | 2203 F8pPL 9513 EXR2 + - -0.90935
3312 | 4312 MMP1 4312 MMP1 . + -0.90993
IN3 | B2 FTL 4093 SMADY - + 0.91002
3314 | 320 BIRC2 4110 MAGEAILL + . -0.91050
3315 | 27257 LSM1 4677 NARS - + 001197
1316 | 54550 EFCBP2 54550 EFCBP2 + - 091377
37 | 57326 PBXIPL 7257 TSNAX ¥ . -0.91440
3318 | 835 CASP2 8996 NOL3 - + 0.91444
3319 | 151871 DPPA2 151871 DPPA2 + - -0.91500
3320 | 3198 HOXA1 5316 PKNOX1 - + 091618
3321 | 1638 oeTo 84708 LNX + - -0.91692
3322 | 1649 DDIT3 2355 FOSL2 - + -0.91701
3323 | 79754 ASB13 9319 TRIP13 + - 091877
3324 | 2078 FHL3 3027 LASP1 + - 0.91935
3325 | 143241 LOC143281 84661 LOCB4661 + - 0.91945
3326 | 219 AMY2A 2813 GP2 - + -0.91989
3327 | 30008 EFEMP2 017 BAT3 + - 092031
3328 | 2833 CXCR3 3627 CXCLIO - + 0.920%0
3320 | 468 ATF4 55037 FLI20758 + - -0.92169
3330 | 5092 PCBDL 9149 DYRK1B - + -0.92228
3331 | 222546 RFXDC1 55885 LMO3 + . -0.92232
3332 | 11052 CPSF6 11060 WWP2 + - -0.92282
3333 | 6672 SP100 79753 SNIPY . + -0.92202
3334 | 7088 TLE1 7089 TLE2 + -0.92402
333 1021 COKe 1021 CDK6 - + -0.92420
3336 | 1483 CSNKID 55738 ARFGAP1 + -0.92422
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3337 10295 BCKDK 9618 TRAF4 B + -0.92492
3338 5894 RAF1 6009 RHEB - + -0.92503
3339 2171 FARPS 6278 S100AT - + -0.92525
3340 1831 TSC22D3 51440 HPCAL4 + - -0.92715
3341 8773 SNAP23 9522 SCAMP1 - + -0.92711
3342 2319 FLOT2 857 CavL - + -0.92788
3343 2237 FEN1 3178 HNRPAL - + -0.92815
3344 4149 MAX 4436 MSH2 + -0.92827
3345 1508 TS 302 ANXA2 - + -0.93058
3346 7189 TRAF6 92610 TIFA - 4 -0.93068
3347 3611 ILK 3689 ITGB2 + -0.93164
3348 10550 ARL6IPS 6505 SLCIAL - + -0.93230
3349 5071 PARK2 9319 TRIP13 + - -0.93262
3350 6257 RXRB 8431 NROB2 - + -0.93305
3351 51194 PO1L 84812 PLCD4 + - -0.93315
3352 10179 RBM7? 10656 KHDRBS3 + - -0.93492
3353 135 ADORAZA 87 ACTN1 - + -0.93495
3354 1195 CLKY 9360 PPIG - + <0.93602
3355 3983 ABLIMI 7431 ViM + - -0.93615
3356 10928 RALBP1 5899 RALB + + -0.93740
3357 10016 PDCD6 8904 CPNEL - + <0.93759
3358 4849 CNOT3 9337 CNOT8 - + -0.93835
3359 51225 ABI3 8667 EIF353 + - -0.63861
3360 10015 PDCD6IP 10016 PDCD6 - + -0.93949
3361 7186 TRAF2 91544 50C + - -0.93975
3362 10656 KHDRBS3 22893 BAHD1 + - -0.94021
3363 5621 PRNP 857 CAVY - + -0.94163
3364 2624 GATA2 5371 PML - + -0.94258
3365 7041 TGFBIN 9618 TRAF4 - + -0.94303
3366 6015 RING1 60528 ELAC2 - + -0.94360
3367 3386 ICAM4 3688 1TGB1 B + «0.94427
3368 2768 GNA12 3320 HSPCA - + -0.94515
3369 5663 PSEN1 5663 PSENT B + -0.94531
3370 5307 PITX1 84528 PEPP-2 + - -0.94580
3371 10445 MCRS1 138046 LOC138046 + - -0.94703
3372 10126 DNAL4 140735 [211] + - <0.94852
3373 140691 RNF36 5371 PML = + -0.94936
3374 27018 NGFRAP1L 4916 NTRK3 - + -0.95082
3375 3856 KRT8 705 BYSL - + -0.95302
3376 140735 Dic2 331 BIRC4 + - -0.95313
3377 2130 EWSR1 4598 MVK + - <0.95398
3378 10197 PSME3 9513 FXR2 + - -0.95477
3379 10401 PIAS3 4286 WMITF - + -0.65497
3380 3001 GZMA 6418 SET + 005729
3381 2176 FANCC 983 cocs + 0.95778
3382 4999 ORC2L 988 COCsL - + -0.95896
3383 11338 U2AF2 1856 DvL2 + . 0.95907
3384 10590 SCGN 8773 SNAP23 * - 095916
3385 54997 TSC 54997 TSC - + -0.96368
3386 4192 MDK 6772 STAT] * + 0.06515
3387 9246 UBEZL6 9410 RNF40 - + -0.96504
3388 329 BIRC2 3728 Jup + 4 -0.06616
3389 3927 LASP1L 9319 TRIPIZ + “ -0.56622
3390 4782 NFIC 55888 ZNF167 + - -0.96733
3391 12 SERPINA3Z 351 APP . + 0.96735
3392 7917 BAT3 84993 BMSC.UbP . + -0.96805
3393 1856 DVL2 5494 PPMIA “ + -0.06818
3394 11135 CDC42EPY 998 CDCa2 + - -0.96840
3395 5499 PPPICA 857 CAVi “ + -0.96978
3396 25688 INF473 90933 TRIMA1 + - 0.97127
3397 26003 GORASPZ 5002 PCBDI + - 097153
3398 3428 IF116 7157 TP53 - + -0.97357
3399 6811 STX5A 8775 NAPA + - 097414
3400 3001 GZMA 4691 NCL - + -0.97438
3401 2059 EPS8 7965 JTVL + - -0.97454
3402 25788 RADS548 25788 RADS4B + - -0.97547
3403 10403 KNTC2 8379 MADILL N + -0.97599
3404 1363 CPE 2641 GCG - + 097709
3405 1857 DvL3 19197 ZNF408 + “ 0.97872
3406 6996 T0G 1067 THRA - + 097928
3407 2266 FGG 3183 ICAML - + -0.97995
3508 468 ATF4 9568 GPRS1 - + -0.98091
3409 5037 PBpP 5894 RAF1 - + £.68095
3410 26276 VPS33B 63894 Cl4cr1133 + - <0.98211
3411 22981 KIAAQ980 79571 GCC1 + . -0.98215
3412 5465 PPARA 5970 RELA - + -0.98250
3413 3216 HOXB6 3866 KRT15 + - -0.98273
3414 84661 LOC84661 84661 LOC84661 + . -0.98301
3415 4792 NFKBIA 8945 BTRC - + 0.98349
U6 1856 ovL2 414301 2151} + . -0.98413
3417 26128 KIAAL279 9046 DOK2 + - -0.98495
3418 920 cD4 960 CDa4 - + -0.98526
3419 10174 SCAM-1 54507 TSRC1 + - -0.98556
3420 257397 TAB3 8517 IKBKG - + -0.98802
342 81628 TSC22D4 8851 CDK5R1 + - -0.98928
kL¥2d 3083 ABLIML 7185 TRAF2 + - -0.69057
3423 2280 FKBP1A 5530 PPP3ICA - + -0.99157
3424 57559 AMSH-LP 9319 TRIP13 + - -0.99174
3425 1072 CFL1 7167 TPIL « + -0.99190
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3426 335 APOAL 3931 LCAT - + -0.99389
Eerid 11143 MYST2 1857 ovL3 + “ -0.99482
3428 114609 TIRAP 4615 MYD32 - + -0.99644
2y} 3183 HNRPC 1359 UBEZ + - 099650
3430 113878 0TX2 51619 UBE2D4 + - -0.99674
3431 26003 GORASP2 5631 PRPSL + - -0.69730
3432 6227 rPS2L 7414 vCL - + -0.99833
3433 51466 EVL 6714 SRC + -0.99835
3434 1019 CDK4 5925 /Bl - + -0.99855
3435 322 APBB1 351 APP . + -0.99860
3436 327 APEH 327 APEH + - -0.99916
3437 1195 CLKL 6426 SFRS1 - + -1.00093
3438 2130 EWSR1 86 ACTLBA + - -1.00286
3439 4687 NCF1 60 ACTB - + -1.60314
3440 3623 INHA 3624 INHBA - + -1.00318
3441 10728 TEGP 26958 COPG2 + -1.00718
3442 573 BAGL 6477 SIAHL - + -1.00833
3443 2157 Fg 5624 PROC . + -1.00896
3444 2547 G22pP1 3297 HSF1 - + -1.00940
3445 10488 CREB3 1649 DDIT3 = + -1.01010
3446 26353 HSPB8 9531 BAG3 + - -1.01191
3447 151871 OPPA2 9513 FXR2 + - -1.01257
3448 652 BMP4 9372 ZFYVES - + -1.01402
3449 | 4088 SMAD3 51523 CXXCS - + -1.01438
3450 5747 PTK2 8835 SOCS2 + - -1.01584
3451 19734 KCTO17 8576 STK16 + - -1.01668
3452 4686 NCBPL 9810 RNF40 + - -1.01718
3453 5500 PPPICB 9372 ZFYVE9 - + -1.01743
3454 2130 EWSR1 57126 PRVL + B -1.01761
3455 5195 PEX14 5830 PEXS - + -1.01772
3456 30818 CSEN 836 CASP3 - + -1.01809
3457 3190 HNRPK 55285 FLJ11016 + - -1.01839
3458 2178 GNAS 58473 PLEKHB1 - + -1.01880
3459 22081 KIAAD080 §997 RGS2 + - -1.01946
3460 5528 PPP2R5D 8500 PPFIAL + - -1.02012
3461 1442 CSHI 4089 SMAD4 - + -1.02032
3462 6284 S100A13 7414 vCL - + -1.02042
3463 5468 PPARG 8431 NR0B2 - + -1.02162
3464 5092 PCBDY 60491 NIF3L1 + - -1.02189
3465 5036 PA2G4 5925 RB1 - + -1.02523
3466 1442 CSHL 4093 SMAD9 - + -1.02539
3467 1649 oDIT3 467 ATF3 - + -1.02625
3468 60491 NIF3LL 9319 TRIP13 + - -1.02630
3469 25604 LSM4 84528 PEPP-2 - + -1.02684
3470 1848 DUSP6 56159 TEX11 + - -1.02703
3an 8773 SNAP23 8775 NAPA + <1.02727
3472 81628 T5C2204 0513 FXR2 + - -1.03002
3473 2157 F8 5627 PROSI - + -1.03025
3474 78682 GPXY 6449 SGTA + - -1.03090
3475 1017 CDK2 29883 CNOT7 - + -1.03118
3476 11030 RBPMS 84904 CY0rf100 + - -1.03196
3477 4175 MCME 4300 MLLT3 + - -1.03251
3478 1800 DPEPL 26128 KIAAL279 + - -1.03311
34719 20979 UBQLNL 30008 EFEMP2 + - -1.03394
3480 10449 ACAA2 6342 5CP2 . + -1.03523
3481 | 30008 EFEMP2 57088 PLSCR4 + - 1.03633
3482 335 APOAL 506 ATP5B - + -1.03808
3483 382 ARF& 408 ARRB1 + -1.03867
3484 2092 GYG 9883 POMIZY - -1.03875
3485 10062 NR1H3 8431 NROB2 - + -1.03947
3486 5601 MAPKS9 5925 RB1 - + -1.03995
3487 1407 CRY1 8863 PER3 - + -1.04046
3488 54830 FLJ20130 8473 OGT + - -1.04114
3489 3836 KPNAL 6772 STAT1 - + -1.04261
3490 10775 POP4 10775 POP4 - + -1.04325
3491 22933 SIRT2 22933 SIRT2 - + -1.04527
3492 3662 IRF4 7186 TRAF2 + - -1.04596
3403 4093 SMAD9 64374 SiLy - + -1.04635
3494 60491 ~ NIFL1 9318 copPs2 - + -1.04662
3495 6810 STX4A 8775 NAPA + - -1.04678
3496 3190 HNRPK 9402 GRAP2 + - <1.04759
3497 51422 PRKAG2 5571 PRKAGI - + -1.04791
3498 598 8CLal 64112 MOAP1 - + -1.04839
3499 2670 GFAP 6714 SRC “ + -1.04930
3500 55885 LMO3 a861 LoB1 + - -1.05013
3501 1315 cors 3135 HLA-G - + -1.05070
3502 11030 RBPMS 5013 OTX1 + - -1.05293
3503 1032 CDKN2D 79735 TB8C1DY7 + - -1.05390
3504 2563 GABRD 26979 UBQLN1 + -1.05543
3505 1915 EEF1AL 22803 XRN2 - -1.05579
3506 1838 DTNB 8495 PPFIBP2 + - -1.05756
3507 163 AP281 79132 LGP2 + - -1.05951
3508 5747 PTK2 7430 ViL2 - + -1.06087
3508 11135 CDC42ZEPL 225 FHL3 + - -1.06117
3510 140461 ASBS 6923 TCEB2 - + -1.06203
3511 2130 EWSR1 4723 NOUFV1 + - -1.06253
3512 163 AP2B1 26119 LDLRAPI + - -1.06373
3513 5152 PDESA 84457 PHYRIPL + - -1.06465
3514 3611 ILK 3688 ITGB1 - + -1.06673
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3515 4867 NPHP1 7280 TuBB2 - + 166733
3516 55663 FLJ20626 7746 INF193 + - ~1.06779
3517 5747 PTKZ 7205 TRIPS B + -1.06807
3518 10982 MAPRE2 4005 LMO2 + - -1.07027
3519 1639 DCTNL 840 CASPY « + -1.07206
3520 4090 SMADS 51523 CXXCS - + -1.07268
3521 1432 MAPKI14 877 ZFP36L1 “ -1.07366
50 114790 STK11iP 6794 STK11 B + -1.07450
3523 54107 POLE3 54108 CHRAC1 - + -1.07554
3524 9093 DNAJA3 9278 ZNF297 + - -1.07674
3525 845680 PHACS B4680 PHACS + - -1.07932
3526 117177 RAB3IP 5866 RAB3ILL + B -1.07983
3527 64689 GORASP1 840 CASP7 B + -1.08035
3528 10253 SPRY2 54507 TSRC1 + - -1.08046
3529 10728 TEBP 2065 ERBB3 - + ~1.08130
3530 3689 iTGB2 929 CD14 - + -1.08166
3531 1964 EIF1AX 1983 EIFS . + -1.08252
3532 10919 BATS 4005 LMO2 + B -1.08283
3533 5887 RAD238 6996 TOG - + -1.08387
3534 1838 DTNB 23636 NUP62 + - -1.08392
3535 1639 DCTNY 836 CASP3 - + ~1.08427
3536 10376 K-ALPHA-1 7283 TUBG1 - + -1.08507
3537 2495 FTH1 9513 FXR2 + - -1.08934
3538 2203 FBP1 64430 Cl4orf135 + - -1.08939
3539 51076 cuTC 60491 NiF3L1 + - -1.08966
3540 387 RHOA 6242 RTKN - + -1.09011
3541 135 ADORA2A 81 ACTN4 - + -1.09145
3542 4093 SMADY 4245 MGAT1 . + -1.09155
3543 | 10567 RABACI 9513 FXR2 + - -1.00156
3544 27018 NGFRAP1 7186 TRAF2 B + <1.09166
3545 6048 RNFS 7323 UBE2D3 - + -1.09226
3546 1152 CKB 140462 ASBgY - -1.09397
3547 5192 PEX10 5828 PXMP3 + «1.09482
3548 4793 NFKBIB 8945 BTRC - + ~1.09611
3549 23075 SWAPT0 4869 NPM1 - + -1.09708
3550 22718 FHL3 57144 PAKT + - <1.09730
3551 6672 SP100 7341 SUMO1 + - -1.09759
3552 51700 CYB5R2 9319 TRIP13 + - ~1.09785%
3553 408 ARRB1 9266 PSCD2 - + -1.09955

List  of predicted (nteractions In the dotaset reported by GNP
(http://genomenetwork.nig.ac. jp/index. e htmi).
|
No. | Gene D1 Gene Namel | Gene D3 Gene Name? | SVM score
1| 2033 EP300 2335 FNi 133954
2 9975 NR1D2 2060 EPSIS 1.32438
3 6096 RORB 1387 CREBBP 1.28911
4 6256 RXRA 5465 PPARA 1.14064
5 6257 RXRB 9975 NR1DZ 1.10149
6 6257 RXRB 5467 PPARD 0.96675
7 2033 EP300 2064 ERBB2 0.84379
8 2033 EP300 3853 KRT6A 0.78835
9 3875 KRT18 2033 €£P300 0.60344

10 6712 STATI 667 DST 0.57403

11 a572 NR1D1 24149 INF318 0.5617%

12 nr UBE1L 2033 EP300 0.39375

13 6772 STAT! 50807 ODEF1 0.37521

14 7316 uscC 6749 SSRP1 0.35187

15 32 HNF4A 8517 IKBKG 0.33458

16 as72 NR1D1 7094 TLN1 0.30970

17 2033 EP300 1832 DsP 0.285060

18 9572 NR1D1 29979 UBQLN1 0.23230

19 9572 NRID1L 25028 ATADZ 0.21146

20 3975 LHX1 8851 LDB1 0.18315

21 2033 EP300 3872 KRT17 0.17573

22 3895 KTNL 2033 EP300 0.14795

23 9572 NRIDI 4683 NBN 0.14236

24 9975 NR1D2 9612 NCOR2 0.13010

25 3975 LHX1 8079 LbB2 0.12482

26 6772 STAT1 51429 SNX9 0.09340

27 3164 NR4AT 8027 STAM 0.09247

28 9572 NR1D1 7752 ZNF200 0.08184

29 9572 NR1D1 4853 NOTCH2 0.08086

30 6096 RORB 10902 BRDS 0.07596

31 322 APBBY 9975 NR1D2 0.03768

32 6772 STAT1 23224 SYNEZ 0.03254

33 9572 NR1D1 3091 HIF1A 0.02743

34 9572 NR1OL 3837 KPNBL +0.05950

35 9572 NR1D1 4854 NOTCH3 -0.09283

36 6996 RORB 23054 NCOAS -0.11821

37 26168 SENP3 4853 KOTCH2 -0.12238

38 23613 PRK(BP1 9975 NR1D2 -0.12254

39 64093 SHMOCL 9572 NR1D1 -0.15563

40 9975 NR1D2 4741 KEF3 -0.18786

41 6772 STAT1 1982 EIF4G2 -0.19437



No T Cene ID1 Gene Namel | Gene 102 Gene Name2 | SVM score
42 6772 STATL 3856 KRTE 0.21232
43 | 9572 NRID1 640594 SMOC2 -0.23165
44 1523 CUTLl 9975 NR102 -0.23234
45 9572 HRIDY 519 INF3L -0.24203
46 6096 RORB 8648 NCOAL -0.24114
a7 6772 STAT1 302 ANXAZ -0.26687
48 2033 EP300 6712 SPTBNZ -0,26866
49 4853 NOTCH2 4296 MAPIKIL -0.20614
50 10133 OPTH $975 NR1D2 -0.39301
51 9572 NR1D1 9611 NCOR1 -0,32050
52 6772 STAT1 8723 SNX4 -0.35523
53 3166 HNRPK 6772 STAT1 -0.37644
54 9572 HR101 84271 POLDIP3 -0.35065
55 9572 NRID1 9493 KiF23 -0.39621
56 | 23054 NCOAS 5465 PPARA -0.39766
57 6772 STATL 10155 TRIM28 -0.39872
58 6096 RORB 2791 GNGI1 -0.43886
59 9572 NR1D1 4673 NAPIL -0.44603
60 9572 NR1D1 9824 ARHGAPLIA -0.44896
61 9572 NRID1 10291 SF3AL -0.45445
62 9572 HNR1D1 7586 ZNF36 -0.45842
63 9572 NR1D1 81608 FIPIL -0.48103
64 9572 NR1D1 7112 TMPO -0.53485
65 9572 NR1D1 5116 PONT2 -0.58906
66 10801 PPARGCIA 5465 PPARA -0.59605
67 9572 NR1D1 84124 ZNF394 -0.60000
68 9975 NR1D2 1893 ECMI -0.60222
69 9975 NR1D2 84629 KIAAL856 -0.62970
70 95712 NR1D1 6709 SPTANL -0.64141
71 27102 EIF2AK1 9572 NR1D1 -0.69938
72 6096 RORB 3131 HLF -0.70906
73 555453 SOX6 54472 TOLLIP -0.71169
74 9572 NR1D1 55655 NALP2 -0.71676
75 6772 STATL 3855 KRT7 -0.72928
76 i147 CHUK 6772 STATL -0.75318
7 3002 HIPY 9975 NR1D2 -0.76560
78 6772 STAT1 374 AREG -0.77492
19 6772 STAT1 6711 SPTBN1 -0.77683
80 6599 SMARCC 6172 STATL -0.80917
81 55553 SOX6 330162 LOC339162 -0.83500
82 1267 TTC3 9975 NR1D2 -0.84285
83 9611 NCOR1 9975 NR1D2 -0.84348
84 6772 STATY 11190 CEP2 -0.85305
85 56853 BRUNOLA 55553 SOX6 -0.85476
a6 6712 STAT1 57580 PREX1 -0.86418
a7 0572 NR1D1 3875 KRT18 -0.88805
48 9975 NR1D2 28064 GITY -0.60018
89 6096 RORB 5705 PSMCS -0.92336
90 95¥2 NRLDL 25930 PTPN23 -0.94317
91 9975 NR1D2 55749 CCAR1 -0.95349
92 6006 RORB 58508 MLL3 -0.95729
93 6772 STATL 10015 PDCDEIP -0.98073
94 9975 NR1D2Z 23384 KIAAD376 -0.68252
95 6096 RORB 4862 NPAS2 -1.00899
96 9572 NR1D1 8816 WDR22 <1.01306
97 65553 SOX6 11244 ZHX1 -1.01814
98 6772 STAT1 9675 KIAAQ406 -1.01832
99 27086 FOXP1 93986 FOXP2 -1.02537

100 9672 NR1D1 51780 JMiD1B -1.02854

101 93986 FOXP2 85729 ATETIP -1.03667

102 9572 NR1D1 10963 STIP1 -1.04360

103 5467 PPARD 7259 TSPYLY -1.05216

104 6660 SOX5 23255 KIAA0802 -1.05471

105 7259 TSPYLL 5465 PPARA -1.05902

106 6772 STATL 23061 KIAAQG76 -1.05941

107 1306 COLI5AL 9975 NR1D2 -1.06634
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