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WT : 5- CCA TAC GGG CAGATGAGC CAC TGG GGT GCA ACC GTTATC ACTAAC CTAATGAGC GCTATA-3’
MT : 5- CCA TAC GGG CAGATG AGC CAC TGG GCT GCA ACC GTT ATC ACT AAC CTAATG AGC GCTATA-3
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PEG-b-PNA : (©)-
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CCCCACG-(N)-

Lys - Lys-Lys -Lys - Cys - PEG(5K)

Figure 2. Sequence of sample DNA and nucleic acid segments of the affinity probes.
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Figure 3. Folded structure of WT and MT
predicted by using mfold software.
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Figure 4. Synthetic scheme of PEG-b-PNA.
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Figure 5. Electropherograms showing the separation of WT

and MT when (a) PEG-b-DNA or (b) PEG-5-PNA was used as
an affinity probe.
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