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Table 1-a

Specificity (ref.)

Name

coprotein

iosides

epithelial subsets*

b

~

d
d

Thymic medullary epithelium

Cytokeratin

Vimentin

Factor VIII

Macrophages

Transferrin receptor
EGF receptor
HLA-A and -B

Q

i R/DP/DQ
HLA-DR/DQ
HPCA-1/gp100-120
CALLA/gpl00

T: subsets

Thyl
A:B;
RFD4
TS2/9

909 (MR19)
910 (1st 8.18)
908 (MR13)
899 (MR9)
899 (MR7)
PE-35

Le61

Clone 9

VIII R:Ag
RFD7

Anti-Leu-6 (CD1), -

-Leu-4 (CD3),
-Leu-2 (CD8)
ND

-Ls (CD4),




¥+, > 98% of cells positive unless otherwise shown:

=. < 2% of cells positive




Table 1-b

Reactivity w

subcapsular cortex epi

Specificity In situ SVa0 ori~

Thy-1 glycoprotein - o=

Thymic epithelium, a? + =
LFA-3 = +
Thymic epithelial subsets®
a + +
b - e
¢ = =
d = -
d ~ A
Thymic medullary epithelium = —
Cytokeratin - +
Vimentin + 43
Factor VIII - =
Macrophages ~ 2 =

Transferrin receptor - +
EGF receptor +
HLA-A and -B + R
HLA-DP 5
HLA-DQ J
HLA-DR/DP/DQ - =
HLA-DR/DQ A
HPCA-1/gp100-

T-lymphocyte subsets

Chromogranin =
Synaptophysin £
Vasopressin =
Neurophysin 1T =
T200/LCA = ot
Thymus, e* = £
SV40 large tumor antigen = o 1




Cells
SM1 66 =2 62 60+ 2 68x 4
SM2 60 =3 10%9 63 3 60%=13
A431 49=5 27T T I (PR
Flow 5000 S5 =2 ND ND ND
Experiment 2
SM1 48 =3 10 =2 52 18NS 484+ 12
SM2 7iTf ] 12+4 SR =108 50
A431 49 x5 15%3 36'£ 17, 36 17
Flow 5000 11 =1 ND ND ND
able 2
EEoED 1

Ad431 3 & F epidermoid Carcinoma #i fa &




Macrophage colonies per
10° cells plated

Feeder layer Day 7 Day 14
None 0/ 40 O 0
Mouse L cells 0% 0 0= 0
SM1 gl 23] a8
SM1.1 175 £ 76 348 = 134
SM1.9 96 * 46 107 = 53
SM2 103 + 51 150 23
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Leukemia Ch1 CD2 CD3 C-CD3"™CD4 CDS y9*' Td
10 nt nt + nt nt 15 nt = - = 15 6/6
= 95 33 + 19 9 9% = = = 90  R/F
3 = 86 = + ¥ . # 8 = = - 55 R/R
4 = 30 15 + 10 o 88 = 12 = = 60 R/R
H = 17 31 nt o 88 91 = = = = 2 R
4 88 69 nt 75 84 78 = = = = 65
>50 >50 >S50 nt >50 >50 - >50 - >50 - >50 R/R
8° % = = + = = 50 - = - = & R/R
B-Lineage cD7 DR Tdt My9 CD10 CD19
(cALLAY)
stage 111
(cALL®?)
10-19 = 70-80 >30 = >10 nt
stage 11
20-29 = 70-80 >90 = 0 >70
= >95 = = = nt

Table 4

IWARTY v <M 8 Bk, RT Stage 11, 111, nature B 21

a: My9 12 FREER TR

b: B2 e — fitk (Tdt o4 F4 Tdt filk) o BIEEER KX - TRITE. HiiR2TY TR
Lo i

c: 7 #@Aakk HPB-ALL: 8 Mtk CCRF-CEM

d: cALL JURIBYE B AISKAMAAIR Stage 111, cALL iR
s hs,

e: Sample 19 LUl i3 & THREHRFHEY ~ T,

Sample 19 i Nalm 6 B AiSB4BBaHE

EB 94X +5¥R7 24— 4 B A

: Cluster of Differentiation

nt: not tested

8: CAL 7o—TFERUTHHF v 4T Y54 ¥—va v TRIFLE. !

G: Germ line Allele ‘

R: Rearranged Allele

h: Cytoplasmic CD3 123Zk 18( Furley, Mizutani et al. Cell 1986) ic#i L TR&E Lo

TR2tE CD19 f3ik B




e
Summary of 5' J and J region rearrangement patterns in T precursor leukaemias
Leukaemia BamH1 Hindil} EcoRl
D* A € D A o] E D A

T lineage
I RR R/D D R/R D/R D D R/R DR
2 GR GR G/D GIR GIR G/D G/D GIR GIR
3 DR DR D
4 RIR RID
s RIR D
Y RID D
7 GR G/R G/R GR G/D G/D G/R GR
8 GR G/R GIR GR G/D G/D G/R GR

Table §

T ALL € B 3

R A -

D 2 deleti

on

] HEOHMKD T & O

=

i

R i@ rearrangement % /R ¥ o

8 By L NVDD

(S u=%

A)

B 6 % ¥ 7 ( Sample No.

D retention

NAD S

h 7

1,258, 1 8

5

JH




Summary of 5° J and J region rearrangement in B lineage

leukaemias
Leukaemia Hindlll EcoRl _ Xbal
D A D D A

cALL (stage III)
10 oligs® D oligo D
" DR D DR D
12 oligg D RR D
3 digog D ohgo D
14 RR D RR D
15 RR . D RR D
16 DR D DR D
7 RR D RR D
18 RR D RR D
19 RIR D

nll ALL (stage II)
20 GRR GD GR GD

21 R/R D R/R D
22 R/R D

23 oligo/G  DIG

24 oligo D

25 RIG RIG

2 RIR D

27 oligo D

28 oligo/G  R/G

29 oligo/G  D/R/R/G

30 R/R D

B lineage ALL K& 3 J RV §5') B OoOBHKD £ & »

Bl W o w = R ED e N Flg 6 s e e
rEWT 3)

b oligolit 2 AU LOHMBEEK Y FERT,

D & Deletion

=

i Rearrangement

Stage Il ALL © 3 #] (case 25,28,29) © 5 JH © retention &

Yo hik,













B V3 BF 4B J8 B3 4% Bk & © SML ¥k % feeder layer KL TR 51N
fam=z—0HIEAHR (4-4, L-O)RTZOH A b 2EYRK
C4=B. " 4=Dis

1-B, d-D 2 h ZhBK, =2 v 77— ROEEEZRL .
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[*H]Thymidine incorporation, cpm x 10 *
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Fig 6
DNA 7o -7 2P HIToicBluwice b Igli o< 7,
Ba & Bam HI,; Bgilt Bgl 11; Bs & Bst BII; H 4 Hind IIT1; §
i Sma [:P & Pst IOBRVUMBMLEZETHLEFNLERT
A: BamHI/Bglll fragment
B: Smal/Smal fragment
C: Smal/Pstl fragment
D: 2 CH28-6
E: BstEII/BstEII fragment
F: J3H fragment
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Fig 9

cALL (stage I1I1) & null ALL(stage I1) i & 3
WMo Table 5iC /R 3+ case 11, 15 (Eco RIM L) . case 25, 29

(Hind 111 1) % = 4
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