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Study of microbial metabolism based on efficient utilization
of non-food competing algal biomass
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Supplied carbon sorce  Antioxidant CcT Cell Growth ~ L-Lysine H,0,
(hr) (OD 600nm)  Accumulation (g/L) (uM/10°cell)
Glucose 10g/L 16.0 53 4.7 0.14
Glucose 10g/L Thiourea ImM 16.0 5.3 4.7 0.11
Sodium Oleate 10g/L 41.5 6.8 4.8 0.17
Sodium Oleate 10g/L  Thiourea ImM 33.0 73 5.2 0.11
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Species, Type strain Utilization Relatedness of DDH
of : Agarose Alginate Sucrose  to SA2T genome (%)
Vibrio algivorus SA27 Positive Positive Negative 100
Vibrio litoralis DSM176577 Negative Positive Negative 44.7
Vibrio rumoienis DSM191417 Negative Negative Positive 37.5
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