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ABFFEE KGN A DERSZ B 5 B 2 ERTH 2 L2 T E LTkiitfty —
7 =% VT 28 SEBI O KRIGN AJEG % TR A AT 2 12 66 (A#D ) & TR
BEA S0 16 ER (B B 1017, 2% Y — Afiflir. RNA-Seq 41772 H DT
%, FARAEIGTIRNT 21TV, BB AR OB ST 2 AT OREZ®RA, Fiio
FERZFTND,

1. 2JEFITH 6,855 ffl, A BED A TIXEE 2,936 ., B BEDO A Tt 3,919 fHO AL &
BTz, AREIZHE B D indel 283k, BENZ 7203, ZiUd B BEIZ MSI GPERE
FINTLEAE L. indel BENZ 0o T2720 Th o1z, 72 A BEOFERE LB EOM TER
DE, BEIZAEEZRBD RN Tz,

2. MSLIESITH 5 B06 SEFI OMEEEES & . JEEROIR Y A0T FEG|DOEEE & B15 it 5 0 fii
Boil % ZRRIR D D ROWIZGE O — iR 7= 0 D28 BARRE O )X, indel 28 BLARE H
0.061/Mb (7t 5.46 &) | missense + nonsense 2= Z AR 7Y 0.97/Mb (51 87.03 f#) | synonymous
BEHBEFED 0.34/Mb (G 30.49 ) Tho7-, ABEIE, A BIRBI, B BIEEHO 3
FEIZ 3T Kruskal-Wallis #8812 CERBEICH BERATR SN0 o7z,

3. Mutsig N T T A NZTRIAN—ER M E L THEICERITINT (QfHE <0.05) B
FII MR T APC, TP53, KRAS, PTEN, ARIDIA, SMAD4, FBXW7 O 7 iz Th -
72 ABETIX APC, TP53, KRAS, PTEN, B #EClX APC, TP53., KRAS T& V. PTEN
FABOHLTHEELZRO-, BRENGIBH SN TEBEFIZHBWNT A BHMT
Fisher fRE Z 1T > 7273 2 BE CHEIZZN H D BIn 130 o 7,

4. MuTect, SID, VarScan / 4 77 A {Z°C nonsynonymous 2 B2 i L7=, £MIKICE
VT nonsynonymous 22 #44 7 UL FFR@ D8 s 1L APC, TP53, TTN, KRAS, MUCIG,
RYR2, NEB, FAT3, FBXW7, ARIDIA, COLI8A1, DMD, DNAHS5, PTEN, SMAD4 T&
>72, AFEIZIRD & nonsynonymous ZE#54 5 UL B 518 571X APC, TP53, KRAS,
TTN, MUC16, RYR2, NEB, ADAMTSI0, FAT3, FBXW7, FSIP2, NELLI, PTEN, RXFP3
Th o7, BHEICES & nonsynonymous 28 %54 5 DL L8 % 8 {s 1-1L APC, TTN, TP53,
KRAS, MUCI6, RYR2, SPEG To 7=, A Ff B R T Fisher EZITo 72 2 BT
BFEIZ N B DIBAR T1X 72 o 7=, ADAMTSI0, NELLI, RXFP3 13 B B CIIERZFR0D
T EBICET BB oM E LCRE SN,



10.

CNV i ClL Q i< 0.01 ZHE &35 & 2MIKT 1p. 4. 7. 8. 13, 15, 17p. 18, 20,
22q BYORD a2 E—HEN A EIZRO B, Ip, 4. 15, 18, 17p. 22q FRAMIT
RI 7. 8, 13, 20 FRAMKITHEN DTz,

A0 FEFIDJFFE BTk EGFR . B11 SEBI D JEESH Tlx ERBB2 O = B — 8 DOEIR A 380 7,
A FEOFIEFNZ RO TFEREBE LIEBHEO CNV 2T 25 & 1 BlITFI R & iR,
BID ONV 7a 77 AV ThHY . ZOMOEF TS % DB I TR 4 72 o v —5%
LOBMERD, B RICRHEI 72 2 ©— B2 IERE TE 2o T,

Ingenuity Pathway Analysis % JHVNCT, EAZ N ORE TR 2RI A B 2 R8s+
BEOMRERMENT LT= & 2 A, ABEFRRO A TIIFRE, HRE cHET 286 7O
IR T A N—BInF NG END IO AAUIZE 5 pathway [ RIHE S 1L7ginoTz, £
7= B #E D #& Tl hereditary breast cancer signaling % i L, F 728808 2 WEEZ H D S
3" Epithelial adherens junction signaling 23¥EifE S 4172, A BB EOH ClL Wnt &7 F v
D 5 B B-T1 7 = JEAKAFNERR I Td> 5 Wnt/Ca?* pathway &, PCP pathway 23 S
U, 5RBIZBE > D pathway & L CRIE L7=,

RNA-seq fi##T Tl, deFuse /XA 77 A4 2T 9 DOFHAEBEFZFE L, ZOH
\Z ADAPI1 BhEEAR T % 2 SERI TR, MFREMA O T L3 Y XL TOMRHTCIE 3 fEH
T ADAPI B A BB 1258 28 JEBID 5 B 3 S5l TRt 5 FEXED ADAPI &5 1%
[FlE L7z,

ADAPI % Arf GAP domain & 2 -2 PH domain 24 L, 4 [8IFE L7=4TD ADAPI
BEEFIZFICA > e TR s 3ER - @A LT Y . ArfGAP domain (%
FF25bDD, 220 PH domain & K5 L7t & 72 > Tz, ADAPI-GETA,
ADAPI-SUNI & 8151 D A4 cDNA % RT-PCR (2 CHIlE+ 25 = L ICkZh L, Arf6
activation assay |2 C ADAPI @l & BARF 2 MR S 2 L IEMEA ARF6 DO FEBLAN AN
5 EEMER L, £-A IR TE o7z 3 DD ADAPI @A BT b RIS
FHLT D Z & TIHMR ARF6 3RS 2 TR SN DAY, ADAPI-GEMINA,
ADAPI-TMEMS8A [l & 8511 in-frame C 3 MA|OBIA T LA L TE Y, T2 580
BLTOWDARRENTIEIND,

Vb, AGRSCCIIEEBIC B 5851 & L C PTEN, ADAMTSI10, NELLI, RXFP3 % [F%E L.
AU BT B-1 T = IR AFEME Wit & 7 VR O ME 2380 1=, £ - Biiim & Eis
TZ[FIE L, ADAPI f&8A5 1% 3 IERI T 5 TR YD . ADAPI fhEBis T OMEIRIIC X
DIEMER ARF6 ORBLHNNT 5 2 & Zfifgal LIz, AFEIX 2N E THEINZZ LDl
ADAPI BEBAE T ORIE, WREMT 21TV KRIBD A DT 7203 VB 5+ DO ATREMED & 5
A B O RZRE L, 2B ET 58I ORIER pathway FEHTHE R 2> 5 K23
I DEERE D A T = XL DRICERREMRE 2T LB DIV, FORGIET 6D &
Exbhb,



