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PDMS Perforated Film for Protein Patterning
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11 Sequence of protein patterning using the PDMS perforated
structure (PDMS sieve). To avoid the trapping of air bubble
at the holes during the pouring process, the buffers is
degassed in advance. The PDMS sieve is removed after washing
with the buffer solution.
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before = after

2 a)Fabrication process of the PDMS sieve. The sieve can be
formed by spin-coating PDMS on the pyramidal mold.
b)Close-up view of the smaller side of the aperture
before/after SFy plasma treatment.
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® 3 a)Array of PDMS pyramids mold. b)PDMS sieve. ¢)Close up
view of a square hole from the larger opening. d)An SEM pho-
tograph of the sieve with its cross-section.
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4 Dependency of the aperture size on the spin-coating speed.
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5 Protein patterning test. a)Fluorescent image of FITC-albumin
patterned on a glass using the PDMS sieve. b)The intensity dis-
tribution along the line AA’ shows that the non-specific
binding is not observed after peeling off the sieve.
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6 a)Rotating F;-ATPase protein immobilized in the opening of
PDMS sieve. b)Sequential photographs of the Rotational
motion, at 0.13 sec. ¢)Cross-sectional schematic of the F,-
ATPase rotation.
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7 Selective patterning of micro-beads with three different fluo-
rescent (Red, Green and Blue). The photo was taken after
the PDMS sieve removal.
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