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(Establishment of long-term single-cell measurement
for mouse lymphocytic leukemia cells and its application

to anti-cancer drug response)
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FTINAAAN%ZFRNS RPMI-1640 15D pH %#E5HAILE. ZOFER. SR TOX KL — MZEZT
H pH [FASZELRVEDD, EEL— M 2 mi/hrs WA ECRZENAMREOZEE pH O _LETH
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Figure 1 #RBO1MAAEETAL. (a ) H3VEDD Growth channel TOFI170BRICHIES L1210 MROYA LSS
AER. MBI DREEDRL. ROBMAET Growth channel DMSHEHENZEFNERRENE. (b ) FFAIC
SNz Growth channel ATOBRUIFZIOTOYN. mEDREAANDMRU. BHREERS Growth
channel &9, TNENO Growth channel RTHIRBE D ZRORUZ, ( ¢ ) FHACBIFZ2ENENOFED
AR IS5 N\—(IREREERT, (d) HREZOHARETELET ZHRRIIDALS
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LICEDB|EFRCENZAIREMEN 3D, FF OB FORERIRIBRICKEEEEZ S X DENRE
NTWBTENS, 3 EBEE MRV THISH DB FHEEIFRIRL TVWBETEEEN DS >
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