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ATCC American Type Culture Collection 
AVED  ataxia with vitamin E deficiency 
BSA bovine serum albumin 
CDP cytidine diphosphate 
Cho choline 
CDP-DAG CDP-diacylglycerol 
CL cardiolipin 
COX cytochrome c oxidase 
CTP cytidine triphosphate 
DAG diacylglycerol 
DOPC 1,2-dioleoyl-sn-glycero-3-phosphocholine 
DOPE 1,2-dioleoyl-sn-glycero-3-phosphoethanolamine 
DOPS 1,2-dioleoyl-sn-glycero-3-[phospho-L-serine] 
EDTA Ethylenediamine-N,N,N’,N’-tetraacetic acid 
EGFP enhanced green fluorescence protein 
EMC endoplasmic reticulum membrane protein complex 
ER endoplasmic reticulum 
ERMES  endoplasmic reticulum-mitochondria encounter structure 
ESI electorospray ionization 
Etn ethanolamine 
EUROSCARF EUROPEAN SACCAROMYCES CEREVISIAE ARCHIVES 

FOR FUNCTIONAL ANALYSIS 
FFAT two phenylalanines in acidic tract 
FRET fluorescence resonance energy transfer 
HOPS homotypic fusion and vacuole protein sorting complex 
IPTG isopropyl-b-D-1-thiogalactopyranoside 
LTP lipid transfer protein 
MCS membrane contact site 
NAA 1-naphthaleneacetic acid
NVJ nucleus-vacuole junction
OSBP oxysterol binding protein
ORD OSBP-related domain
ORF open reading frame
PA phosphatidic acid
PBS phosphate buffered saline
PC phosphatidylcholine
PE phosphatidylethanolamine
PG phosphatidylglycerol
PGP phosphatidylglycerol phosphate
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PH domain pleckstrin-homology domain 
PI phosphatidylinositol 
PI3P phosphatidylinositol-3-phosphate 
PI(3,4)P2 phosphatidylinositol-3,4-bisphosphate 
PI(3,5)P2 phosphatidylinositol-3,5-bisphosphate 
PI4P phosphatidylinositol-4-phosphate 
PI(4,5)P2 phosphatidylinositol-4,5-bisphosphate 
PLOA protein lipid overlay assay 
PMME phosphatidylmonomethylethanolamine 
POPA 1-palmitoyl-2-oleoyl-sn-glycero-3-phosphate
PS phosphatidylserine
S1P sphingosine-1-phosphate
SDS-PAGE sodium dodecyl sulfate polyacrylamide gel electrophoresis
Ser serine
SFH Sec Fourteen Homolog
SMP synaptotagmin-like mitochondrial-lipid-binding protein
START steroidogenic acute regulatory protein-related lipid transfer
TBS Tris buffered saline
TLC thin-layer chromatography
TIM translocase of the inner membrane
TOM translocase of the outer membrane
VAP vesicle-associated membrane protein-associated protein
vCLAMP vacuole and mitochondria patch
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Zinser E. and Daum G. Yeast 11, 493-536 (1995)

Sub-cellular fraction
% of total phopholipid

PC PE PI PS CL PA others

Plasma membrane 16.8 20.3 17.7 33.6 0.2 3.9 6.9

Secretory vesicles, sec1 (sec6-4) 35.0 
(37.6)

22.3 
(19.5)

19.1 
(19.5)

12.9 
(16.8) 0.7 1.2 8.8 

(6.7)
Golgi ~26 ~25 ~27 ~24 - - -

Heavy microsomes 45.2 21.9 11.4 8.0 1.0 4.1 5.6

Light microsomes 49.6 22.6 8.0 9.6 0.7 2.1 4.5

Nucleus 44.6 26.9 15.1 5.9 <1.0 2.2 4.3

Vacuoles 46.5 19.4 18.3 4.4 1.6 2.1 7.7

Peroxisomes 48.2 22.9 15.8 4.5 7.0 1.6 -

Mitochondria 40.2 26.5 14.6 3.0 13.3 2.4 -

Inner mitochondrial membrane 38.4 24.0 16.2 3.8 16.1 1.5 -

Outer mitochondrial membrane 45.6 32.6 10.2 1.2 5.9 4.4 -

Mitochondrial membrane contact 
sites 31.1 34.9 4.9 0.4 17.0 0.9 10.8

Lipid particles 36.4 20.0 31.6 5.4 ND 2.7 3.9

Table 0-1 出芽酵母における各オルガネラのリン脂質組成
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